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FHBE : #E / Protein: Structure

Crystal structure of the 11-cis isomer of Pharaonis Halorhodopsin
Siu Kit Chan', Haruki Kawaguchi', Hiroki Kubo!, Kunio Ihara®, Kosuke Maki!, Tsutomu Kouyama'? (\Grad. Sch. of Sci., Nagoya Univ., >RIKEN
Harima Branch, 3Center for Gene Research, Nagoya Univ.)
HRREBEDPSHASHPICEofy IVREYIIKEBI Y FEY ZEKF B ROFEELHE
Crystal structures of the endothelin receptor type B reveal activation mechanism by endothelin-1
Wataru Shihoya'-2, Tomohiro Nishizawa®*, Akiko Okuta?, Kazutoshi Tani?, Yoshinori Fujiyoshi', Osamu Nureki’, Tomoko Doi’ ('Grad. Sch.
Sci., Nagoya Univ., *Cellular and Structural Physiology Institute., Nagoya Univ., *Grad. Sch. Sci., Univ. Tokyo, *JST PRESTO, *Grad. Sch. Sci.,
Kyoto Univ.)
X HRERBERITICL 28R 5 1 =V EH 1 OBEFE
X-ray crystallographic characterization of the axonemal dynein light chain-1
Akiyuki Toda', Hideaki Tanaka?, Yosuke Nishikawa?, Toshiki Yagi?, Genji Kurisu? ('Grad. Sch. Sci., Osaka Univ., *Institute for Protein Research,
3Facult. Life Environ., Pref. Univ. Hiroshsima)
BEEFICIERAY 2 NAERREDE FIL OEERENT
Structural analysis of the Stator Associated Inner Membrane Protein FliL from Vibrio alginolyticus
Miyu Isumi', Yuuki Nishino?, Mayuko Sakuma?3, Seiji Kojima?, Michio Homma?, Katsumi Imada! (\Grad. Sch. of Sci., Osaka Univ., *Grad. Sch.
of Sci., Nagoya Univ., *Radioisotpe Res. Cent.)
Oligomeric structure of the ExbB-ExbD complex revealed by X-ray crystallography and cryo-EM
Saori Maki-Yonekura, Yoshiki Yamashita, Rei Matsuoka, Maiko Tanaka, Fumie Iwabuki, Koji Yonekura (RIKEN SPring-8 center)
FRE=— NVESEOEEREFRMEIC L 5 EEMRT
Structural analysis of needle complex from shigella flexneri by cryo electron microscopy
Naoko Kajimura'2, Takayuki Kato', Ariel J Blocker?, Kei-ichi Namba'* ('Grad. Sch. of Frontier Biosci., Osaka Univ., *Res., Center for UHVEM,
Osaka Univ., 3Sch. of Cell. & Mol. Med., Univ. of Bristol, *RIKEN, QBiC)
—IFVUVBEEREOT I FIF L OEDEEEL
F-actin structural changes induced by a single myosin head
Takahiro Namise, Kazuaki Yoshida, Takuo Yasunaga (Kyushu Institue of Technology)
NMR analysis of C-terminal periplasmic domain of flagellar motor protein MotB and its active mutant L119P
Gaby Almira!, Tkumi Kawahara!, Seiji Kojima?, Katsumi Imada?, Toshimichi Fujiwara!, Michio Homma?, Chojiro Kojima'# (!nst. for Prot. Res.,
Osaka Univ., *Div. of Biol. Sci., Grad. Sch. of Sci., Nagoya Univ., *Dept. of Macromol. Sci., Grad. Sch. of Sci., Osaka Univ., *Grad. Sch. of Eng.,
Yokohama National Univ.)
CS-Rosetta ;EIC& 2 £ 2 b H2A-H2B AT OZ 40T RBERIT
Determination of the solution structure of isolated histone H2A-H2B heterodimer by using CS-Rosetta
Tsutomu Yamane, Yoshihito Moriwaki, Hideaki Ohtomo, Mitsunori Ikeguchi, Jun-ichi Kurita, Masahiko Sato, Aritaka Nagadoi, Hideaki Shimojo,
Yoshifumi Nishimura (Graduate School of Medical Life Science, Yokohama City University)
BFESR EPRIEICLZE MM RYO7 I0OC NMRMLLICE Z2RBETLOERA
Effects of amyloid fibrillations on geometries of human insulin as studied by time-resolved EPR spectroscopy
Tomoka Abe', Takashi Tachikawa!, Eri Chatani', Paul Zierep?, Stefan Weber?, Toshifumi Mori?, Shinji Saito?, Yasuhiro Kobori! (!Grad. Sch. Sci.,
Kobe Univ., *Freiburg Univ., 3IMS)
BB NMREZRVWREMBIROMIFICE 3 Nrdl © FX 1 HEBRORE
Structural analysis of a multi-domain protein using long-range distance information derived by solution NMR
Kan Nagai, Ayaho Kobayashi, Yutaka Ito, Masaki Mishima (Graduate School of Science and Engineering, Tokyo Metropolitan University)
YA ZHBRI/OT I F7 14—/ XBMEBREZCESWEZ M) S—ES8E% 70 b7 —0OEESE
Structural characterization on nitrilase protomers analyzed by size-exclusion chromatography/small-angle X-ray scattering (SEC-SAXS)
Masatoshi Usui'?, Ryo Ishiguro!2, Homare Yokota'2, Yusuke Takeda!?, Takaaki Hikima?, Tetsuro Fujisawa'? (Grad. Sch. Eng., Gifu Univ.,
2SPring-8 Center, Harima Inst., RIKEN)
B4 GREWMEZRBHT 5 NLRP3-LRR KX 1 > OEEE O #FEA
Investigation of molecular basis underlying the recognition of various inflammatory substances by NLRP3-LRR domain
Ryota Yamamoto', Kazuto Yamashita', Hiroshi Imamura?, Motonari Tsubaki', Eri Chatani' ('Grad. Sch. Sci., Univ. Kobe., 2AIST)
PRP DGV FHEEICE T 3 WEXL
The structural changes of the peri-receptor protein (PRP) on the odorant-binding process
Xing Li!, Durige Wen!, Mitsuhiro Hirai?, Noboru Ohta?, Masaru Hojo*, Mamiko Ozaki?, Tatsuo Iwasa'* (\Div. Eng., Muroran Ins. of Tech., *Dept.
Phys., Gunma Univ., >JASRI, *Dept. Biol., Grad. School Sci., Kobe Univ., *Cen. Env. Sci. Dis. Mit. Adv. Res., Muroran Ins. of Tech.)
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WML T -2 ICE S HHEEZERLEZ M) F—EAVIY—DETI YT

Modeling of Nitrilase oligomer with flexible symmetry based on synchrotron small-angle scattering data

Tetsuro Fujisawa'3, Keiichi Kameyama!, Ryo Ishiguro'? (\Dep. Chem. & Biomol. Sci., Fac. Eng., Gifu Univ., 2Spring-8 Center, RIKEN Hrima
Inst., 3Synchro. Center, Nagoya Univ.)

B-o— FRIZEWIB7I/ERNITLY MINS =2 ORER

Analysis of amino acid triplet patterns in B-sheets

Hiromi Suzuki (School of Agri., Meiji Univ.)

SUNVEOBEAV T AT AL N X 1 U EES OB RIERR

Analysis of the Relationship Between Structural Compliance Properties and Inter-domain Motion of Proteins

Keisuke Arikawa (Fcl. Eng., Kanagawa Inst. of Tech.)

BRIRXNVF-ZESFEICEIC Pim-1 ¥ F—tHEAROHEMNESBERI XN T —OFA

Prediction of the relative binding free energies for Pim-1 kinase - inhibitor systems based on the free energy variational principle
Anna Hirai (Dept. of Bioinfo., Col. Life., Ritsumeikan Univ.)

Flexible docking between cyclin-dependent kinase 2 and its inhibitor using multicanonical MD

Gert-Jan Bekker', Narutoshi Kamiya?, Mitsugu Araki®, Yasushi Okuno*, Haruki Nakamura' ('/PR, Osaka Univ., *Grd. Sch. SS, Univ. Hyogo,
3AICS, RIKEN, *Grd. Sch. Med., Kyoto Univ.)

BREVAY FREICLZ2EBE-V Y FEEBUS L UBBRODENESR

Accurate and efficient protein-ligand docking method using all-atom molecular dynamics at high concentration of ligands

Chika Sato', Akio Kitao'? (\Grad. Sch. Front. Sci., Univ. Tokyo, 2IMCB, Univ. Tokyo)

BRIXNVF-ZEFFREZAVEZ /Y - VA Y FEEMEEEEHI X)X —51EO DHFR-TMP 2AOIGR
Calculation of relative binding free energy between DHFR-TMP system on the basis of free energy variational principle

Naoto Nishimura (Grad. Sch. bioinfo., Univ. Ritsumeikan)

EAQHE : 1BEH2EE4ERT / Protein: Structure & Function

BEANE/OE VBRFREPBEO X RER1BE & 59X FBN

Crystallographic and spectroscopic analysis of the oxygen-dissociation intermediate of the giant hemoglobin

Nobutaka Numoto', Taro Nakagawa?, Nobutoshi Ito!, Yoshihiro Fukumori®, Kunio Miki* ('Med. Res. Inst., Tokyo Med. & Dent. Univ., *Nagahama
Inst. of Bio-Sci. & Tech.,Coll. of Sci. & Eng., Kanazawa Univ., *Grad. Sch. of Sci., Kyoto Univ.)

Structural analysis of Calredoxin from Chlamydomonas reinhardtii

Ratana Charoenwattanasatien'-2, Risa Mutoh?, Hideaki Tanaka?, Takashi Matsumoto?, Takashi Oda*, Mamoru Sato*, Michael Hippler®, Genji
Kurisu? ('Grad. Sch. Sci., Osaka Univ., *Inst. Protein Res, Osaka Univ., *Rigaku, *Grad. Sch. of Med. Life Sci., Yokohama City Univ., *Inst. Plant
Biol. and Biotech., Univ. of Munster)

FFEAEC & BIBHEP Agaricus brasiliensis BE -7 IV H » OEERIT

Conformational analysis of B-glucans from Agaricus brasiliensis revealed by molecular dynamics in solution

Yoshitaka Matsumura!, Kodai Inoue', Makoto Suminokura', Mikako Kubo', Mariko Demura', Takayuki Ichioka', Yasumasa Morimoto!, Mitsuru
Tashiro?, Ken-ichi Ishibashi®, Naohito Ohno?, Masaki Kojima' (!Sch. of Life Sci., Tokyo Univ. of Pharm. and Life Sci., *Dept. of Chem., Coll. of Sci.
and Tech., Meisei Univ., Sch. of Pharm., Tokyo Univ. of Pharm. and Life Sci.)

AP conformation on a hydrophilic/hydrophobic interface by molecular dynamics simulations

Satoru Itoh'?, Hisashi Okumura'? ('IMS, 2Sokendai)

BFHNFEIIaL—YaryEAVERERRY VDD VEBIEERICE T 3 ERDORIREIIZE O AZEA

Selective transport of product in heterotetrameric sarcosine oxidase by molecular dynamics simulation

Go Watanabe', Takami Saito?, Daisuke Nakajima', Akinori Hiroshima', Haruo Suzuki', Shigetaka Yoneda' ('Sch. Sci., Kitasato Univ., *Grad. Sch.
Sci., Kitasato Univ.)

LAZVAERICE T3 ERMIBEEB ORI

Theoretical elucidation on the product assisted catalysis of threonine synthase

Yuzuru Ujiie!, Mitsuo Shoji!, Ryuhei Harada', Takeshi Murakawa?, Yasuteru Shigeta!, Hideyuki Hayashi? (! Univ. of Tsukuba, *Osaka Medical
College)

Hybrid ab initio molecular dynamical simulation of cytochrome ¢ oxidase: Mechanisms of structural changes by dynamical ligand
recognition

Ryuichiro Terada, Kang Jiyoung, Masaru Tateno (Grad. Sch. Sci., Univ. Hyogo)

AL FZIV(RNA BEREERICE T B 7 I / BEIREIBOERNRE

Theoretical study on the molecular mechanism of amino-acid selection in threonyl-tRNA synthetase

Yoshiharu Mori!, Hisashi Okumura'? (\IMS, 2SOKENDAI)

EFEHEV I LI ITAOL T HARBEDEA

The implementation the Replica-Exchange Umbrella Sampling in the quantum mechanical simulation packages

Shingo Ito!, Yuko Okamoto?, Stephan Irle'? (' Department of Chemistry, Graduate School of Science, Nagoya University, *Institute of
Transformative Bio-Molecules (WPI-ITbM), Nagoya University, 3Department of Physics, Graduate School of Science, Nagoya University)
Hydrogenase : ab initio quantum mechanics study of oxygen-tolerance mechanism

Jae Hyun Kim, Jiyoung Kang, Masaru Tateno (Graduate school of Life Science, University of Hyogo)
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TIVAVERBERAD DNMR EFFHNFELIaL—2a IlLB351F 37 X8

Structural dynamics of an alkae synthase, AD, studied by NMR and molecular dynamics simulations

Yuma Suematsu', Yuji O. Kamatari?, Yuuki Hayashi', Munchito Arai' (Dept. of Life Sci., Univ. of Tokyo, *Life Sci. Res. Center, Gifu Univ.)
IV R-A3B-INAF—tEMBERXS OBES 1T I 7 XBIA

Structural dynamics analysis of catalytic domain of endo-1,3-f-glucanase

Ayako Miki!, Satomi Inaba!, Kazumasa Sakurai?, Masayuki Oda' ('Grad. Sch. of Life and Environ. Sci., Kyoto Pref. Univ., >High Pressure Protein
Res. Center, Kindai Univ.)

HAWVEZ 2V EERTFRRI Yy FACMVICEMEEZTRL, TO—7 I VEERICLIAGBETLIrEERMEORLEIIFET S
Secondary structure change by single alanine substitution in Calmodulin-binding peptide improved the binding affinity with Midkine
Hidenao Arai, Koji Matsuoka, Naoto Nemoto (Grad. Sch. Sci. Eng., Saitama Univ.)

FUVERARTINAVEBRBROT IV A v VERBIR

Alanine scanning mutagenesis of a cyanobacterial alkane synthase

Keigo Shimba, Fumitaka Yasugi, Yuuki Hayashi, Munehito Arai (Dept. Life Sci., Univ. Tokyo)

BHOIE -7 %RHET 3 G2 0 1| KBRAKOBERRIT

Structural analysis of a single-chain Fv antibody of G2 that recognizes multiple epitopes

Daiki Usui', Yuji O. Kamatari?, Satomi Inaba', Masayuki Oda' ('Grad. Sch. of Life and Environ. Sci., Kyoto Pref. Univ., *Life Sci. Res. Ctr., Gifu
Univ.)

BRORBEEHENCRRBTIRAG O3 D2HNDIE M—TORE

Identification of the third epitope recognized by multispecific antibody G2

Md. Nuruddin Mahmud', Yasuo Inoshima!, Naotaka Ishiguro!, Yuji O. Kamatari? (' United Grad. Sch. Veterinary Sci., Gifu Univ., *Life Sci. Res.
Ctr, Gifu Univ.)

FVETOTIVAVERICREL 2 DOEEROBEEBUOESE

Search for the binding sites between two enzymes essential for cyanobacterial alkane biosynthesis

Mari Chang', Keigo Shimba?, Yuuki Hayashi?, Munehito Arai'? (\Department of Physics, University of Tokyo, >Department of Life Sciences,
University of Tokyo)

TENA ZBAFEFHEEF FROUNT—HIEMESWIE O FEERRICE DS < HEER R

Structure-based analyses of the interaction between the chemokine receptor-regulator FROUNT and anti-inflammatory compounds
Soichiro Ezaki!, Sosuke Yoshinaga!, Norihito Ishida', Mitsuhiro Takeda!, Kaori Yunoki'!, Yuya Terashima?, Etsuko Toda?, Kouji Matsushima?,
Hiroaki Terasawa' (' Faculty of Life Sciences, Kumamoto University, *Graduate School of Medicine, The University of Tokyo)

CD28 & SH2 Fx 1~ EDHREERICE T 3 BERNF IR

Structural and thermodynamic analysis of interactions between CD28 and SH2 domains

Satomi Inaba!, Nobutaka Numoto?, Shuhei Ogawa?, Hisayuki Morii*, Teikichi Ikura?, Ryo Abe?, Nobutoshi Ito?, Masayuki Oda! (!Grad. Sch. Life
Environ. Sci., Kyoto Pref. Univ., *Med. Res. Inst., Tokyo Med. Dent. Univ. (TMDU), *Res. Inst. Biomed. Sci., Tokyo Univ. Sci., *College Liberal Arts
Sci., Tokyo Med. Dent. Univ.)

THRZERICL ZBRNS L URERS LR EMEE O

Analyses of the structural mechanisms of specific and crossreactive recognitions of peptide-MHC by TCRs

Yuko Tsuchiya', Yoshiki Namiuchi?, Hiroshi Wako?, Hiromichi Tsurui* ('IPR, Osaka Univ., >?QBiC, RIKEN, 3Sch. of Social Sci., Waseda Univ.,
4Sch. of Med., Juntendo Univ.)

L7V ARBAFEHNFEL I 2L -2 avIil& o> THS HICE > £ HP1oCD/histone H3 tail A AR O LA

Mechanism of the complex formation of HP1oCD/histone H3 tail revealed by the replica-exchange molecular dynamics simulations
Satoshi Omori', Nobuto Hashiguchi?, Kei Moritsugu?, Yoshifumi Nishimura?, Akinori Kidera? (\GSIS, Tohoku Univ., *Grad. Sch. of Med. Life Sci.,
Yokohama City Univ.)

Go-like EFNVERAWETSA MY T EY M/ OLTBAKOBERERICEHT 2 ERNMA

Theoretical study on the structural stability of plastocyanin and cytochrome f complex by using Go-like model

Satoshi Nakagawa, Shogo Kinoshita, Makoto Wada, Kazutomo Kawaguchi, Hidemi Nagao (Grad. Sch. Nat. Sci. Tech., Kanazawa Univ.)
HAKSFHNFEL I 2L -2 3V ZRAVE MVM OEYMIEZEVEEORZA

Elucidating biophysical properties of the Minute Virus of Mice capsid: Coarse-Grained Molecular simulation

Koji Ono, Shoji Takada (Dept. Biophys., Grad. Sch. Sci., Kyoto Univ.)

HAKNBERAVWEZ VY NIB- VAV FEEYIab—2 a3y ( BEBRBEOEEN VY FERICRIZTREOEIR
Coarse-grained simulations of protein-ligand binding: effect of mutations near the ligand-binding pathways

Tatsuki Negami, Tohru Terada, Kentaro Shimizu (Grad. Sch. of Agri. and Life. Sci., The Univ. of Tokyo)

SYNGBEVH Ry RV THELCS T IRE/NT X — 2 DOEEIC & 39 FiRETOIER

Identification of optimal parameter values in ligand-receptor docking calculation to extend applicability

Takuya Sumi', Hiroshi Yamaguchi?, Ryuichiro Terada!, Jiyoung Kang!, Masaru Tateno! ('Grad. Sch. Sci., Univ. of Hyogo, *Grad. Sch. Med.,
Nagoya Univ.)

Analysis of protein complexes structures towards rational design of inhibitors of Protein-protein interactions (PPIs)

Daisuke Kobayashi, George Chikenji (Nagoya Univ.)
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EBE 1% / Protein: Property

KXARE NI EOAKIEEYEICET 5 a2

Statistical analysis on the structural properties of native proteins

Hidenobu Kawai, Daisuke Takahashi, Munehito Arai (Dept. Life Sci., Univ. Tokyo)
REEB/NLIICEITZBAMTIVFOR LA MY ICEAT 38R

Twisting and bending of p-strand in the transmembrane B-barrel

Nobuaki Kikuchi, Shinichi Ebisawa, Yuka Watanabe, Kazuo Fujiwara, Masamichi Ikeguchi (Dept. Bioinfo., Grad. Sch. Eng., Soka Univ.)
KREREOBENMEE 7+ — VT 1V IRE L DR

Relationship between the Folding Rate and Structure-based Properties of Globular Proteins

Balachandran Manavalan®?, Kunihiro Kuwajima'?, Jooyoung Lee?? ('Grad. Sch. Sci., Univ. Tokyo, >*Comput. Sci., KIAS, 3Center In-Silico Protein
Sci., KIAS)

BBRAFVND TV MTPINTIVDT7 =T 1 JhBAEOBNENRERICE 2 2 HE

Effects of metal ions on thermodynamic stability of folding intermediates of a-lactalbumin

Reina Shinozaki, Michio Iwaoka (Dep. Chem., Sch. Sci., Tokai Univ.)

JIYTFRIATOEVOpHILEE 7+ =T 1 THEE

Mechanism of pH-induced folding of horse apomyoglobin studied by a statistical mechanical model

Takuya Mizukami, Yosuke Sakuma, Kosuke Maki (Grad. Sch. Sci., Nagoya Univ.)

SWAXS BBIfICE 3 FLNAO—ZNIFTOEVEEANEZ 3HROEH

SWAXS analysis on effect of trehalose on myoglobin structure

Satoshi Ajito, Mitsuhiro Hirai (Grad. Sch. Sci., Univ. Gunma)

Conformational Diversity in the Intrinsically Disordered HIV-1 Tat Protein induced by Zinc and pH

Tomoko Kunihara, Yuuki Hayashi, Hisashi Kudo, Hidenobu Kawai, Yoshiki Oka, Munehito Arai (Dept. Life Sci., Univ. Tokyo)
NMRAIEEREAL T NV EBIBRIOABRMEEURISICEBZGB1 2 /INVBENDT =T 1 v TRIE

Manipulating Protein GB1 Folding Using Photoisomerization of an Azobenzene Cross-Linker Synchronously with NMR Observation
Toshio Nagashima, Keisuke Ueda, Toshio Yamazaki (RIKEN CLST)

L7V ARBATFHNFS I 2L -2 3 VICEB3 pHIERFELARV IV I VEOBEE(LORR

Replica-exchange molecular dynamics study of pH dependent structural changes of polyglutamic acids

Ryosuke Iwai', Tetsuro Nagai?, Kota Kasahara®, Takuya Takahashi® ('Grad. Sci. Life Sci., Ritsumeikan Univ., *Dept. of Phys., Nagoya Univ., 3Coll.
Life. Sci., Ritsumeikan Univ.)

Secondary structural change of glucagon during fibril formation process with DMPC lipid bilayers as revealed by '*C solid-state NMR
Kazumi Haya, Izuru Kawamura, Akira Naito (Grad. Sch. Eng., Yokohama Natl. Univ.)

RAZUS VNI E c-Jun EEFIAT 7 FAN—2 CBP D KIX KX 1 DOFREER

Interaction of the intrinsically disordered c-Jun with the KIX domain of the transcriptional coactivator CBP

Satoru Yoshizaki!, Tomoko Kunihara?, Yuuki Hayashi'?, Munehito Arai'? (! Dept. Integrated Sci., Univ. Tokyo, *Dept. Life Sci., Univ. Tokyo)
ERo-XILAIUDEA4FIVRETIOLNMEREEOL®T EOERF

Relationship between the dynamics of human a-synuclein and its propensity to form amyloid fibrils

Fumiaki Kono', Tatsuhito Matsuo', Taiki Tominaga?, Kaoru Shibata®, Katsuya Araki*, Hideki Mochizuki*, Satoru Fujiwara' (' QuBS, OST,
2CROSS-Tokai, >J-PARC Center, *Osaka Univ. Grad. Sch. Med.)

FRIRETHEET 271 7Y /=707 304 NMR#ELIMHIZHIR

Fibrinogen inhibits amyloid fibrillation by stopping at the stage of intermediates

Taiki Akai (Grad. Sch. of Sci., Kobe Univ.)

FIVINE I VEOBEREICEHTIRBRICETIDENEFIFHNZILLIHR

Structural feature of polyglutamic acids studied by enhanced molecular dynamics with explicit solvent

Tetsuro Nagai', Ryosuke Iwai® (\Dept. of Phys., Nagoya Univ., >Grad. Sci. Life Sci., Ritsumeikan Univ.)

Control and biophysical characterization of soluble protein oligomers using short peptide tags

Md. Golam Kabir', Mohammad Monirul Islam?, Tomonori Saotome', Yutaka Kuroda' (' Tokyo Univ. Agri. Eng. Kuroda lab Biotechnology and
Life science, *University of Chittagong, BANGLADESH)

BRO7IOAFEARTF FESCERECRICHITZ7 I01 MR

Amyloid Fibrillation in Promiscuous Systems Containing Various Amyloidogenic Peptides

Hiroya Muta', Masatomo So', Kazumasa Sakurai?, Yuji Goto! (\IPR, Osaka Univ., *High Pressure Protein Res. Cent., Inst. for Advanced Tech.,
Kinki Univ.)

EBE : #EE / Protein: Function

REREMR UIEXEREEYER ferredoxin-NADPH B (L3R ST EE R B IR IR IS O =T ¥ i
Reversibility of the redox reactions catalyzed by ferredoxin-NADPH oxidoreductases from phototroph and heterotroph

Daisuke Seo (Nat. Sci. Tec., Kanazawa Univ.)

- S84 -



1Pos065

1Pos066

1Pos067

1Pos068

1Pos069

1Pos070

1Pos071

1Pos072

1Pos073

1Pos074

1Pos075

1Pos076

1Pos077

1Pos078*

1Pos079

miEEER CaMKIS(1-299)D F F —EHMAADER

Application of high active form CaMKId(1-299) for the study of protein kinase

Yukako Senga!, Kazutoshi Akizuki?, Syouichi Katayama®, Yasushi Shigeri®, [samu Kameshita?, Atsuhiko Ishida®, Noriyuki Sueyoshi® ('BMRI,
AIST, *Dept. Appl. Biol. Sci., Fac. Agr., Kagawa Univ., *Dept. of Pharm., Coll. of Pharm., Ritsumeikan Univ., *HRI, AIST, Grad. Sch. Integr. Arts
Sci., Hiroshima Univ.)

YATAVRBEMICLBIENEVETE FOSF—EFF - 2 OBREEX(L

Dynamical structural changes of pyruvate dehydrogenase kinase 2 by modification of cysteine

Kyoka Kaiya', Yasuhiro Fuzino?, Katumi Doi?, Etuko Nishimoto?, Yasuaki Hiromasa® (Grad. Sch. Bioresour. Bioenviron. Sci., Kyushu Univ.,
2Div. Arts and Science, Kyushu Univ., >Fac. Agr., Kyushu Univ.)

REHEFIA L RBEETEBR|NIF b FOS T —EOFEE{EED FT-IR R

FT-IR studies on the activation mechanism of [NiFe] hydrogenase from Desulfovibrio vulgaris Miyazaki F using light irradiation

Hulin Tai'?, Liyang Xu!, Seiya Inoue?, Koji Nishikawa?®, Yoshiki Higuchi®?, Shun Hirota!? (\Grad. Sch. Mat. Sci., NAIST, >*CREST, JST, 3Grad.
Sch. Life Sci., Univ. Hyogo)

F7VAYXHALIIVERGCHEBERRDVD I BHOBEFBH N T~ 7 7 ORFIR

Analysis of the fourth electron-transferring tryptophan in Xenopus laevis (6-4) photolyase

Takahiro Kanda, Junpei Yamamoto, Shigenori Iwai (Grad. Sch. Eng of Sci., Univ., Osaka)

BFLIaAL—YaVICEBIED IR T v VEBRIIHTIEHEOESEREOHR

Study for the Ligand Binding Selectivity of Epigenetic Enzymes by using Molecular Simulations

Shuichiro Tsukamoto', Yoshitake Sakae!, Yukihiro Itoh®?, Takayoshi Suzuki>3, Yuko Okamoto'**>% (\Grad. Sch. Sci., Nagoya Univ., *Grad.
Sch. Med. Sci., Kyoto Pref. Univ. Med., *JST-CREST, “Struc. Bio. Res. Cen., Grad. Sch. Sci., Nagoya Univ., >Cen. Comput. Sci., Grad. Sch. Eng.,
Nagoya Univ., °Info. Tech. Cen., Nagoya Univ.)

BFEHAFESI 2L — a3Vl & B MutS D homoduplex DNA & mismatch DNA D23 X H = X L f2#RF

Analysis of recognition of homoduplex and mismatched DNA by MutS by MD simulations

Hisashi Ishida, Atsushi Matsumoto (National Institutes for Quantum and Radiological Science and Technology, Molecular Modeling and
Simulation Group)

ONIOM iZZRAWAETFZIVEF F - EREHBICET 35t R ZHME

Computational Study on the Reaction Mechanism of Adenylate Kinase with ONIOM method

Kenshu Kamiya (Dept. of Phys., Sch. of Sci., Kitasato Univ.)

Evolutionary optimisation of elastic network structures: Models of allosteric proteins

Holger Flechsig (Hiroshima University)

ERETI%/ Protein: Engineering

NIFIFART YOS - BT 3 WIERE PVA /N FOSIVHRAOEEDHE

Effects of Immobilization of Bacteriorhodopsin with Poly(Vinyl Alcohol) Hydrogels on Its Structural and Functional Properties

Hikaru Tanaka', Yasunori Yokoyama!', Hiroshi Takahashi?, Takashi Kikukawa3, Masashi Sonoyama?, Koshi Takenaka' ('Grad. Sch. Eng., Nagoya
Univ., *Grad. Sch. Sci. & Tech., Gunma Univ., 3Grad. Sch. Life. Sci., Hokkaido Univ.)

Thermo-induced phase separation dynamics of a biopolymer model on water-in-oil droplets

Keitaro Horii', Kazunari Yoshida?, Azusa Saito?, Akito Takashima', Izumi Nishio' ('Grad. Sch. of Sci. & Eng., Univ. of Aoyama, *Grad. Sch. of
Med., Univ. of Tokyo, 3Grad. Sch. of Sci. & Eng., Univ. of Yamagata)

BUNTERICERLEEF /7735 - DRERE

Emission property of Au Nanoclusters Formed in Protein

Takuma Dezawa!, Hamza Al-kindi', Izabela Rzeznicka?, Hiroshi Fukumura', Yutaka Shibata! ('Grad. Sch. Sci., Univ. Tohoku, >Grad. Sch. Eng. &
Sci., Shibauralnst Tech.)

BEEILLZNITIFAONT O VERBEILHT 3 REEEGEEORE

Effects of Lipid Phase Transition on Chromophore Regeneration of Bleached Bacteriorhodopsin in Bilayer Vesicles by Blue Light
Irradiation

Shunsuke Yano!, Kentarou Motegi'!, Hikaru Tanaka', Yasunori Yokoyama', Masashi Sonoyama?, Koshi Takenaka! ('Grad. Sch. Eng., Nagoya
Univ., *Grad. Sch. Sci. & Tech., Gunma Univ.)

ATP & N70EALSOTH A

Design of ATP-binding protein from scratch

Kengo Nakamura'?, Takahiro Kosugi'-?, Nobuyasu Koga'>?* (\IMS CIMoS, 2SOKENDAI, 3JST PRESTO)
BERMREHIC L BMMABERMAY) H N FPA ORE

Rational design of FPA, a ligand for antibody purification

Yoshiki Oka', Taihei Sawada!, Takahiro Watanabe', Hisashi Kudo!, Manami Wada', Hidenobu Kawai', Mari Chang?, Yuuki Hayashi', Munehito
Arai'? (\Dept. Life Sci., Univ. Tokyo, >Dept. Phys., Univ. Tokyo)

MRBCETISERLE S /N EOIER

New design of redox sensitive fluorescence proteins

Kazunori Sugiura'?, Akiyoshi Higo'2, Toru Hisabori'? (\CLS, Tokyo Tech.,>)CREST, JST)
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BARDS VNV EEZREBEL TRIBNLERG I INVE

Computational design of heme-binding proteins by largely remodeling naturally occurring proteins

Yoshitaka Moriwaki!, Nobuyasu Koga'? (\CiMoS, IMS, 2JST, PRESTO)

Selection of Ru(bpy)32+ motifs from a randomized peptide library

Marziyeh Karimiavargani', Seiichi Tada?, Noriko Minagawa?, Takuji Hirose?, Yoshihiro Ito?, Takanori Uzawa? ('Graduate school of Science and
Engineering, Saitama University, >Nano Medical Engineering Laboratory, RIKEN)

HEROBEFHOLELRZTRE TIRLABRENRRROMAE

Development of a totally in vitro selection system for co-evolution of plural genes

Asuka Ueki, Kei Fujiwara, Nobuhide Doi (Grad. Sch. Sci. Tech., Keio Univ.)

77=9F 4 AT VL EERAVES VUV NIEBTHA VADOGAEZBEL EEHE—FF /-2 —ORA%

Development of a single-molecular sorting system based on fluorescence detection for protein design using phage display method

Yuki Shimizu'2, Naoki Mikoshiba'~, Seiji Sakamoto'-2, Hiroyuki Oikawa'>?, Kiyoto Kamagata'?3, Takehiko Wada'2, Satoshi Takahashi'?3
(MIMRAM, Tohoku Univ., >Grad. Sch. Sci., Tohoku Univ., 3Grad. Sch. Life Sci., Tohoku Univ.)

EFFIRICAMFAERIV -T2 T LOR%

Development of an integrated femtoliter chamber array system for directed evolution of protein molecules

Yi Zhang, Hiroto Kizoe, Yoshihiro Minagawa, Kazuhito Tabata, Hiroyuki Noji (Grad. Sch. Eng., Univ. Tokyo)

N LEHBE / Heme proteins

Fh7OLcEF MOLBUCBEORESABENTTHL VL2 /NI EREEERER

Complex structure of cytochrome ¢ and cytochrome ¢ oxidase shows a novel inter-protein interaction mode

Satoru Shimada', Kyoko Shinzawa-Itoh!, Junpei Baba!, Shimpei Aoe!, Atsuhiro Shimada', Eiki Yamashita?, Jiyoung Kang', Masaru Tateno!,
Shinya Yoshikawa!, Tomitake Tsukiharal? (Picobiology Inst., Grad. Sch. Life Sci., Univ. Hyogo, *Inst. Protein Res., Osaka Univ.)
HEREFEEZFIALEY F70OL -2 /0L c BIEBFRBREFRERSHTLKICE T 2 HEERARER

Interaction analysis of electron transfer complex formation between cytochrome c-cytochrome ¢ oxidase using fluorescence anisotropy
Hiroshi Kagaya!, Wataru Sato', Takeshi Uchida', Kyoko Itoh — Shinzawa®, Shinya Yoshikawa?, Koichiro Ishimori-? (!Grad. Sch. of Chem. Sci.
and Eng., Hokkaido Univ., *Fac. of Sci., Hokkaido Univ., *Grad. Sch. of Life Sci., Univ. of Hyogo)
Fh70OLcBILBREROKFHEAKREZ(OBRETRIENDTE

The effect of the hydrogen bond network on the oxygen reduction of cytochrome c oxidase

Yudai Aoyagi, Tatsuhito Nishiguchi, Kyoko Shinzawa-Itoh, Shinya Yoshikawa, Satoru Nakashima, Takashi Ogura (Grad. Sch. Lif. Sci., Univ.
Hyogo)

R SRR I T AREICEDF M/ O—- LABRILEEFEO R EHE

Coupling mechanism of Cytochrome c oxidase studied by time-resolved resonance Raman spectroscopy

Satoru Nakashima, Yoshiyuki Nakagawa, Kyoko Itoh-Shinzawa, Shinya Yoshikawa, Takashi Ogura (Grad. Sch. Sci., Univ. Hyogo)
Yh/0L Y d/OL cBRILBREOBFEERSHEBKICE T 3BKNOHENESR

Functional significance of dehydration for formation of electron transfer complex between cytochrome ¢ and cytochrome c oxidase
Wataru Sato', Kyoko Shinzawa-Itoh?, Takeshi Uchida?, Peter Brzezinski*, Shinya Yoshikawa?, Koichiro Ishimori? ('Grad. Sch. of Chem. Sci. and
Eng., Hokkaido Univ., *Fac. of Sci., Hokkaido Univ., 3Grad. Sch. of Life Sci., Hyogo Univ., *Dept. of Biochem. and Biophys., Stockholm Univ.)
FEREANL - SABERETBRA—/N\—773IY—070 bV EERBEOBIERIT

Structural analysis of the proton transfer pathway in respiratory heme-copper oxygen reductase superfamily

Kazumasa Muramoto (Grad. Sch. of Life Sci., Univ. of Hyogo)

F/Uy b7 O-BESEAR - FAIREERAV—BRIEBRETHZIOEFOREEEFEDA

Detection of Short-Lived Reaction Species of Nitric Oxide Reductase Using Nanoliter-Flow Time-Resolved Visible/IR Spectroscopy
Hanae Takeda', Tetsunari Kimura?, Shoko Ishii', Takehiko Tosha?, Yoshitsugu Shiro'-3, Minoru Kubo®* ('Grad. Sch. Sci., Univ. Hyogo, *Grad.
Sch. Sci., Kobe Univ., 3SPring-8 Center, RIKEN, *JST PRESTO)

EEBEICEE(L A—BREBREXTHZEOERLFZNETENE

Electrochemical reduction activity of nitric oxide reductase immobilized on Au electrodes

Shogo Nakagawa', Masaru Kato'?, Takehiko Tosya?, Ichizo Yagi'? (\Grad. Sch. Environ. Sci., Hokkaido Univ., *Faculty of Environ. Earth Sci.,
Hokkaido Univ., *RIKEN)

F /714 ZA7IE®BE L 7= Vibrio cholerae A > b2 O L cbb3 DEiE, HaervE(

Structural and functional characterization of nanodisc-reconstituted cytochrome cbb3 oxidase from Vibrio cholerae

Masanao Inoue', Akihiro Shibata', Mizue Imai', Takeshi Uchida?, Kazumasa Muramoto?, Noritsugu Shiro?, Shinya Furukawa?, Koichiro Ishimori?
('Graduate School of Science, Hokkaido University, >Graduate School of Science, Hokkaido University, 3Graduate School of Life Science, Hyogo
University)

PhIOLcEANT AV EYERN LIVOEEEROER NMR #if

Solution NMR characterization of the interaction between cyt ¢ and cardiolipin-incorporated bicelles

Hisashi Kobayashi, Satoshi Nagao, Shun Hirota (Grad. Sch. Mat. Sci., Nara Inst. Sci. Tech.)
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[&%E H'E / Membrane proteins

Molecular mechanism of the ATP-dependent modulation of the Mg?* channel MgtE for Mg?* homeositasis

Atsuhiro Tomita', Mingfeng Zhang?, Hironori Takeda?®, Fei Jin?, Tatsuro Maruyama®, Masanori Osawa®*, Ryuichiro Ishitani', Ichio Shimada®,
Zhigiang Yan2, Motoyuki Hattori?>, Osamu Nureki' (\Grad. Sch. Sci., Univ. Tokyo, *Sch. Life Sci., Fudan Univ., *Fac. Life Sci., Kyoto Sangyo Univ.,
4Grad. Sch. Pharm., Univ. Tokyo)

FAMOLBILBEOSSREERBE,LSPHSHI EL>EEGHRETO MR THE

High-resolution crystal structure of cytochrome c oxidase reveals the mechanism of highly efficient proton pumping

Atsuhiro Shimada', Naomine Yano!, Kazumasa Muramoto', Eiki Yamashita>?, Kyoko Shinzawa-Itoh!, Tomitake Tsukihara'2, Shinya Yoshikawa!
(YPicobiol. Inst., Univ. Hyogo, *Inst. Protein Res., Osaka Univ., 3SPring-8, RIKEN)

IFBEICESVERREYVRRT M TLF v RIVICE T ZERET L5 — DX ERERENR

Structural and mutational analysis of the selectivity filter of prokaryotic sodium channel

Katsumasa Irie'-, Yukari Haga?, Shun Nakamura?, Yoshinori Fujiyoshi'? ('CeSPI, Nagoya Univ., *Grad. Sch. Pharm. Nagoya Univ.)

X # 1 B FHEAAENOHXBEE S v v T XATFLDEA

The introduction of temperature-jump system to the Diffracted X-ray Tracking (DXT)

Hirofumi Shimizu, Masayuki Iwamoto (Univ. Fukui. Fac. Med. Sci.)
BFABENDI2L—2 3 VICE>THASPICE o/ ADP/ATP IRERADORET 7 & 1B

Deciphering Alternating Access Mechanism of a Mitochondrial ADP/ATP Membrane Transporter with Atomistic Simulations

Koichi Tamura', Shigehiko Hayashi? ('RIKEN AICS, >*Grad. Sch. Sci., Kyoto Univ.)
H—E74Yv70F7VOBHDTHVRREMRICHT 5B NE

Statistical Thermodynamics for Remarkably High Thermal Stability of Thermophilic Rhodopsin

Satoshi Yasuda'?3, Yuta Kajiwara®, Takeshi Murata!?>, Masahiro Kinoshita® ('Grad. Sch. Sci., Chiba Univ., *MCRC, Chiba Univ., *IAE, Kyoto
Univ., *Grad. Sch. Ener. Sci., Kyoto Univ., >PRESTO)

BEZAFEPICEIIRTHERERTF KOFFXAHZXLBRAICETEETIVARTF FOF v 2 VERAE

Systematically designed model pore-forming peptides study on molecular mechanism in lipid bilayers using channel current recording
Yusuke Sekiya', Hirokazu Watanabe', Kenji Usui?, Ryuji Kawano' (' Tokyo Univ. Agr. Tech., ?Konan Univ.)
BEZRISEVOBRICLIIWEDHNED F/OLOTO N BHOER

Proton transfer reaction in outer-membrane flavocytochromes revealed by replacement of flavin cofactor

Yoshihide Tokunou', Kazuhito Hashimoto?, Akihiro Okamoto? (' Dept. of Appl. Chem., Univ. Tokyo, *Natl. Inst. for Mater. Sci.)

Toward the elucidation of structure/function relationship of transport proteins

Naoki Soga', Rikiya Watanabe'2, Hiroyuki Noji! ('Dept. of App. Chem., The University of Tokyo, 2PRESTO, JST)

EHRRICE TS G 2N ERBREZTRAAOILE - e ZE O LB

Comparative analysis of diffusion-function relationship of G protein-coupled receptors on the living cell surface

Masataka Yanagawa', Michio Hiroshima'~, Yuichi Togashi®, Takahiro Yamashita®, Yoshinori Shichida*, Masayuki Murata’, Masahiro Ueda>®,
Yasushi Sako! (' Cellular Informatics Lab., RIKEN, *QBiC, RIKEN, *RcMcD, Hiroshima Univ., *Dept. Biophys., Grad. Sci., Kyoto Univ., *Dept. Life
Sci., Grad. Arts and Sci., Univ. Tokyo, SGrad. Frontier Biosci., Osaka Univ.)

Trafficking of endocytic PAR-1 carrier vesicles in cancer cell

Seohyun Lee!, Kohsuke Gonda?, Hideo Higuchi' (! Graduate school of science, University of Tokyo, *Graduate school of medicine, Tohoku
university)

SPAVKNUTARENNVEDOYA 7 ORBT /N RIS & 5 KEFRAER

The real-time analysis of respiratory chain complex I on mitochondrial inner membrane by using microfluidic device

Yuji Kimura, Sayaka Kazami, Yu Hashimoto, Hiroyasu Itoh (Tsukuba Research Center, Hamamatsu Photonics KK)

WV JICEET 3 ERRREFEERAHRI I A4 —NDALATO-NVERNLEBEXAZX L4

Cholesterol Mediated Mechanism for Signaling Cluster Formation of Epidmal Growth Factor Receptorer

Michio Hiroshima'?2, Masahiro Ueda', Yasushi Sako? ('RIKEN QBiC, *RIKEN Cellular Informatics Laboratory)

Q7 b)Y MR —IVERICE DTS DNA OEHIZE 2 3 ZEOFHE

Evaluation of viscosity effect on DNA movement in yocto (10-**) liter space

Masaki Matsushita, Hirokazu Watanabe, Masayuki Ohara, Ryuji Kawano (Life Sci. Biotech., Tokyo Univ. Agri. Tech.)

1% B #E S E B / Nucleic acid binding proteins

RIVFI—LRFAT1 VIO FHBIEAT IR FIab—-2a VA

Molecular Mechanisms of Nucleosome Sliding Revealed by Coarse-Grained Molecular Dynamics Simulation

Toru Niina, Shoji Takada (Graduate School of Science, Kyoto Univ.)

ERFRUO—FFRAEICLVEBAIMAENANMGIZ /NI E pS3 DEBEE T X~ FNEBE)

Ultrafast intersegmental transfer of a tumor suppressor p53 investigated by ensemble and single-molecule measurements
Yuji Itoh'2, Agato Murata'?, Satoshi Takahashi'-?, Kiyoto Kamagata'?> (\IMRAM, Univ. Tohoku, *Grad. Sch. Sci., Univ. Tohoku)
KEEFRAREFREDNAANY H—E UrD BEFED 1 FFFRET A X -9 T

Single-molecule FRET imaging of the oligomeric form of the non-hexameric Escherichia coli helicase UvrD

Hiroaki Yokota (Biophotonics lab, GPI)
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Identification of initial ES complex of topoisomerase I1p and target DNA employing molecular dynamics docking simulation

Kakeru Sakabe, Hiroshi Nisihigami, Jiyoung Kan, Masaru Tateno (Grad. Sch. Sci., Univ. Hyogo)

Elongation of Intrinsically Disordered Linker in pS3 and the Effects on DNA Binding and Sliding Ability

Dwiky Rendra Graha Subekti'-2, Agato Murata'?, Yuji Ito!?, Satoshi Takahashi!, Kiyoto Kamagata' ('IMRAM, Tohoku Univ., >Grad. Sch. Sci.,
Tohoku Univ.)

Nucleoprotein Filament Assembly Dynamics of Dmc1 and Rad51 Recombinases

Sheng-Yao Lin', Wen-Hsuan Chang', Chih-Yuan Kao?, Hung-Yuan Chi?, Hung-Wen Li! ('Department of Chemistry, National Taiwan University,
Taipei, Taiwan, *Institute of Biochemical Sciences, National Taiwan University, Taipei, Taiwan)

DIN=ZT v 4 L—2RICLB/NTIVDNA BS B ABADYIEEE

Physical mechanism of introducing positive supercoils into bubble DNA by reverse gyrase

Ryota Moritake, Takato Sato, Yuta Suzuki, Mitsunori Takano (Dept. of Pure & Appl. Phys., Waseda Univ.)

Single molecule FRET measurements of Cas9 conformation change

Kazushi Isomura', Shohei Kajimoto?, Saki Osuka®, Hiroshi Nishimasu?, Tomohiro Shima!, Tomotaka Komori', Osamu Nureki?, Sotaro Uemura'
(‘Uemura lab., Grad. Sch. Sci., Univ. Tokyo, *Nureki lab., Grad. Sch. Sci., Univ. Tokyo, *Dep. Bio., Sci., Univ. Tokyo)

Investigate how mSWIS-SFR1 complex facilitates mRADS51 presynaptic filament formation using single-molecule approaches

Chih-Hao Lu', Guan-Chin Su?, Peter Chi2, Hung-Wen Li' (!Dept. of Chemistry, Nat'l Taiwan Univ., *Institute of Biochemical Science, Nat'l Taiwan
Univ.)

ALK I2L—-2a VL 3BEEMHFEET TODNAKE I NV EEHRR

The movement of DNA binding protein including obstacles along DNA

Mami Saito', Shoji Takada', Tsuyoshi Terakawa? ('Grad. Sch. Sci., Uni. Kyoto, *Medical Center, Uni. Columbia)

1%B8 - ¥ - ¥1% / Nucleic acid: Structure & Property

TRBEPTHRE SN 5 DNA BEW 5 & ORERIR
DNA conformational transition inferred from re-evaluation of m|Fo|-D|Fc| electron density maps
Tomoko Sunami', Toshiyuki Chatake?, Hidetoshi Kono! (' National Institutes for Quantum and Radiological Science and Technology, *Kyoto
University Research Reactor Institute)
DNASEREENR U hBEKFHE
Dependence of twisting velocity on higher order structure of DNA
Kotaro Yoshida, Yoshihiro Murayama (7okyo Univ. of Agri. and Tech.)
A 7ORBREZFIAL - RNA BEEFNEHY 5 DNA v 1 7 OFEEFOHEE
Construction of DNA micro-structures with RNA transcription sequences using the interface of microdroplets
Risa Watanabe', Masamune Morita', Miho Yanagisawa?, Masahiro Takinoue' (' Dept. Comput. Sci., Tokyo Tech., *Dept. Appl. Phys., Tokyo Univ.
Agri. Tech.)
Phase transition of genomic DNA molecules in solutions with different concentration of propanol
Yue Ma!, Yuko Yoshikawa?, Koichiro Sadakane!, Takahiro Kenmotsu!, Kenichi Yoshikawa' (' Doshisha University, *Ritsumeikan University)
Nucleic Acid Folding Revealed From Replica Exchange Molecular Dynamics
Jacob Swadling (University of Tokyo)
HEEERRALETOACHEBEIL DNA v 1 7 OBEOHK
Formation of self-assembled DNA microarchitectures on a cationic lipid membrane surface
Masamune Morita', M. Shin-ichiro Nomura?, Satoshi Murata?, Miho Yanagisawa’, Masahiro Takinoue' (\Dept. Comput. Sci., Tokyo Tech.,*Dept.
Robotics, Tohoku University, *Dept. Appl. Phys., Tokyo Univ. Agri. Tech.)
DNA XEEEEEH T 3 DNA BEROF S5 KB IT
FTIR spectroscopic analysis of a DNAzyme possessing DNA photorepair activity
Yuhi Kurahashi, Wijaya I M. Mahaputra, Tatsuya Iwata, Hideki Kandori (Nagoya Institute of Technology)
Sub-millisecond folding dynamics of preQ, riboswitch studied by two-dimensional fluorescence lifetime correlation spectroscopy (2D FLCS)

Bidyut Sarkar!, Kunihiko Ishii'-2, Tahei Tahara'-? (\Molecular Spectroscopy Laboratory, RIKEN, >RIKEN Center for Advanced Photonics)

¥ — % — / Molecular motor

F-ATPase DEIERIC & T 3 MK BEFF BIKED 5 ATP EAF ERBAOHEEER

Conformational transition from catalytic dwell to ATP-binding dwell in F,-ATPase rotation

Kei-ichi Okazaki'-2, Mitsuhiro Sugawa®, Gerhard Hummer? (\IMS, 2MPI Biophysics, Univ. of Tokyo)

a-subunit NV v 7 ADMEVEHBEEICS TS FORBSFE— 54— D1+ EEEREEN

Analysis of the ion pathway of FO molecular motor using the revised structure with tilted a-subunit helices

Kota Tezuka, Ryoichi Kiyama, Daiki Yamakoshi, Dan Parkin, Mitsunori Takano (Dept. of Pure & Appl. Phys., Waseda Univ.)
WFHEHROBEZEE— 52— F, OBEBRHEOIIIT

Timing of Pi release in the rotary motor thermophilic F, (TF,)

Kengo Adachi', Kazuhiro Oiwa?, Masasuke Yoshida?®, Taro Uyeda', Kazuhiko Kinosita, Jr.! (\Dept. Physics, Waseda Univ., ?Adv. ICT Res. Inst.,
NICT, *Dept. Mol. Biosci., Kyoto Sangyo Univ.)
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F1-ATPase DFHIHEFE L TD e Y71y b ATP BEBERISIC & T 3182

Role of £ subunit on ATP dissociation as a regulator for F1-ATPase

Makoto Genda!, Rikiya Watanabe', Yasuyuki Yamada?, Hiroyuki Noji' (Graduate School of Engineering, University of Tokyo, *Department of
Life Science, Rikkyo University)

F1-ATPase ® P-loop EEKICH T 5 ) AR DOFEIE

The kinetics of Pi release in F1-ATPase investigated with P-loop mutations

Hiroka Narita!, Hitoshi Hoshina', Hikaru Yoshida', Yohei Nakayama', Shoichi Toyabe?, Hiroshi Ueno?, Eiro Muneyuki' (' Dept. of Phys., Chuo
Univ., *Dept. Appl. Phys., Tohoku Univ., *Dept. Appl. Chem., Tokyo Univ.)

IB3KE V-ATPase O Na'RE{KTF ATPase i5H & RET 3L EMOEE

Identification of accelerators on Na*-depending ATPase activity of Enterococcus hirae V-ATPase

Senka Gi', Lica Fabiana Yakushiji', Hiroshi Ueno?, Hiroyuki Noji?, Takayoshi Arai!, Katsuhiko Moriyama', Hideo Togo', Takeshi Murata'>
('Grad. Sch. Sci., Univ. Chiba, *Grad. Sch. Eng., Univ. Tokyo, 3PRESTO, JST)

FROVICLBWMNEDEERL

A novel function of kinesin-1: changing microtubule conformation that accelerates successive kinesin binding

Tomohire Shima'-2, Manatsu Morikawa?, Junichi Kaneshiro!, Taketoshi Kambara!, Shinji Kamimura®, Toshiki Yagi®, Hiroyuki Iwamoto®, Taro
Ichimura!, Tomonobu Watanabe!, Sotaro Uemura?, Ryo Nitta’, Yasushi Okada'-2, Nobutaka Hirokawa® (\RIKEN QBiC, *Grad. Sch. Sci., Univ.
Tokyo, 3Grad. Sch. Med., Univ. Tokyo, *Dept. Biol. Sci., Chuo Univ., >Dept. Life Sci., Pref. Univ. Hiroshima, °SPring-8, JASRI, "RIKEN CLST)
ZERRFE- S -OHTICHATIHR—ETN

A unified walking model for dimeric motor proteins

Kazuo Sasaki', Motoshi Kaya?, Hideo Higuchi? ('Grad. Sch. Eng., Tohoku Univ., *Grad. Sch. Sci., Univ. Tokyo)
SUTFLIC2DDBEHEDEVEF I VERVWEBRBEFTHAADRT Y 7OMA

Preferential forward stepping mechanism of kinesin-1 studied using tandemly joined two-headed monomer

Kohei Matsuzaki', Hiroshi Isojima', Sawako Enoki?, Hiroyuki Noji2, Michio Tomishige' ('Dept. Appl. Phys., Grad. Sch. Eng., Univ. Tokyo, *Dept.
Appl. Chem., Grad. Sch. Eng., Univ. Tokyo)

RBENZEBE Dronpa ZFIAL =% 22 VEHEROXFEMEE

Photo-reversible inhibition of kinesin motor activity utilizing photochromic protein Dronpa

Kohei Uchida, Shinsaku Maruta, Kazunori Kondo (Grad. Sch. Bioinfo., Univ. Soka)

WH5ENEEEAWVEFRELNAEICLZ XSV ERBHEED X HZ X LOEH

Application of the fluctuation theorem for the non-invasive measurement of force to pigment transport in melanophores

Shin Hasegawa!, Kazuho Ikeda?, Takashi Sagawa?, Yasushi Okada>*, Kumiko Hayashi' ('Sch. Eng., Tohoku Univ., >?QBiC, RIKEN, *NICT, *Sch.
Sci., Univ. Tokyo, >AMED, PRIME)

DNAFAVUAIZRAVERENRESF RO VILLIBAEHORE

Cooperative transport by two kinesin motors with different velocities studied using programmable DNA origami

Ryosuke Masuda', Tsuyoshi Omi!, Yamato Niitani!, Mitsuhiro Iwaki?, Michio Tomishige! (\Department of Applied Physics, Univ. of Tokyo,
2QBiC, RIKEN)

Inhibitory mechanism for photochromic kinesin Eg5 inhibitor composed of spiropyran derivative

Ryoma Yamamoto, Kei Sadakane, Shinsaku Maruta (Grad. Sch. Bioinfo., Univ. Soka)

153F FRET RBICL 3 HRE S 1 2 OEEZL DA

Single molecule FRET observation of cytoplasmic dynein’s conformational change

Mikiya Sakata!, Takuya Kobayashi', Mitsuhiro Sugawa!, Tomohiro Shima?, Junichiro Yajima', Yoko Y. Toyoshima' ('Grad. Sch. Arts and Sci.,
Univ. of Tokyo, >Grad. Sch. Sci., Univ. of Tokyo)

WNERE—Z—FA_VEBIFRT7IF U RE—S—%2IVIZTFIVTTE

Engineering Novel Actin-Based Molecular Motors from the Microtubule-based Motor Dynein

Akane Furuta, Kazuhiro Oiwa, Hiroaki Kojima, Ken’ya Furuta (Frontier Research Lab, NICT)
HWRESAZVOINFRT—NIIab—2 a3 :2RFH 5 EHEEA

Multiscale Simulations of Cytoplasmic Dynein: From All-atom to Continuum Mechanics

Shinji Tida'*, Benjamin Hanson®, Narutoshi Kamiya?, Genji Kurisu', Takahide Kon?, Haruki Nakamura', Sarah Harris* ('IPR, Osaka Univ., *Grad.
Sch. SS, Univ. Hyogo, Grad. Sch. Sci., Osaka Univ., *Sch. Phys. Astro., Univ. Leeds)

Diffusive Component in Directed Movements of Cytoplasmic Dynein

Takayuki Torisawa, Ken’ya Furuta, Kazuhiro Oiwa, Hiroaki Kojima (NICT, Advanced ICT Research Institute)

HMRESI - OBETILEFEIER XN ALICETEIHF IaL—YavlR

Molecular simulation study on the working mechanism with structural changes of cytoplasmic dynein

Shintaroh Kubo, Shoji Takada (Grad. Sci., Univ. Kyoto)

E MNEREFAI =1 9F0O/NT—Z bO— 7 EEEEREORIE

Measurement of the power stroke distance of cytoplasmic dynein motor

Yoshimi Kinoshita', Taketoshi Kambara'-?, Kaori Nishikawa', Motoshi Kaya', Hideo Higuchi! (! The University of Tokyo, >QBiC, Riken)
IFVUSIIESTHERENBZTIF V747X FOBRMBEZ(LDSEAFM ICLFRBE. TOEENER

High-speed AFM demonstration of cooperative structural changes in actin filaments induced by myosin S1 and physiological implication
Kien Xuan Ngo'-2, Noriyuki Kodera?®, Toshio Ando?®, Taro Ueda'?? ('Biomed. Res. Inst., AIST, >Dept. Phys., Waseda Univ., *Dept. Phys., & Bio-
AFM FRC, Kanazawa Univ.)
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B—745 XV MIBTBTIFVER - BEES 1T I 7 AONEMHIE

Mechanical manipulation of polymerization dynamics of individual actin filaments

Hiroaki Kubota', Makito Miyazaki'?, Taisaku Ogawa’, Togo Shimozawa*, Kazuhiko Kinosita Jr.!, Shin’ichi Ishiwata! (\Dept. Physics, Waseda
Univ., >Waseda Bioscience Research Institute in Singapore, Waseda Univ., >QBiC, Riken, *Dept. Life Sci. Med. Biosci., Waseda Univ.)
Actomyosin contraction with a contractile ring related cross-linker in an in vitro active gel model system

Kyohei Matsuda, Takuya Kobayashi, Mitsuhiro Sugawa, Yoko Y. Toyoshima, Junichiro Yajima (Department of Life Sciences, Graduate School of
Arts & Sciences, The University of Tokyo)

BAGVRETOT7 IV F U RHEOEREHICL ZBFBEDNHR

Appearance of ordered structure by collective motion of actin filaments in crowded environments

Takahiro Iwase, Yasuhiko Sasaki, Kuniyuki Hatori (Dept. Bio-Systems Eng., Yamagata Univ.)

Self-organizations of actin filament networks in confined spaces: A simulation study

Takahiro Nitta (Gifu Univ.)

HABWRSLVUBERAFM LB 342V E F-7 7 F EOBRERES DRFHRE

Real-time observation of cooperative binding between myosin and F-actin by fluorescence microscopy and high-speed atomic force
microscopy

Rika Hirakawa!, Hiroaki Ueno', Noriyuki Kodera?, Taro Q.P. Uyeda?, Kiyotaka Tokuraku' (\Muroran Inst. Tech.,*Bio-AFM FRC, Inst. Sci.
&Eng., Kanazawa Univ., *Waseda Univ.)

HWANNFEY W INELKEEDICHT 5K

Study of the collective motion of microtubules induced by depletion force

Ai Saito!, Ryuhei Suzuki', Tamanna Ishrat Fahana!, Arif Md. Rashedul Kabir?, Kazuki Sada'?, Akira Kakugo'? ('Grad. Sch. of Chem. Sci. and
Eng., Hokkaido Univ., *Fac. of Sci., Hokkaido Univ.)

HBELEMF / Cell biology

HIEHERICE T IHMRERT VF OBEOFFXHA=X L

Molecular mechanism of cytoskeletal Actin repairing in nerve cells

Tomboy Higo!, Ayumi Ishihara?, Shinji Aramaki!, Yoshiko Itou?, Takuo Yasunaga' (\Kyushu Institute of Technology, *Leica Microsystems)
BREAFREME THE L LIVBEROHA & B8R

Measurement and analysis of contractile ring observed with STED and Sim

Kaoru Katoh'2, Keijyu Kamijo?, Minami Tanaka?, Masayuki Takahashi?, Issei Mabuchi®, Hiroshi Hosoya® ('BioMed. Res. Inst., AIST, *Gad. Sch.
of Life & Environ. Sci., Univ. Tsukuba, 3Sch. of Med., Tohoku Med. Pharm. Univ., *Dept. of Chem, Fac. of Sci., Hokkaido Univ., >Dept. of Life Sci.
Gakushuin Univ., °Dept. of Biol., Fac. of Sci., Kanagawa Univ.)

TIF 747X FOBEMBEZE(LEBET 2377 F  EROBEFRY 7L v —#81F

Intragenic suppressor analysis of actin mutation that impairs cooperative conformational change of actin filament

Tenji Yumoto'*, Takehiko Yoko-0?, Keiko Hirose?, Taro Uyeda* (\Grad. Sch. Life & Env. Sci., Univ. of Tsukuba, *Bioprod. Res. Inst., AIST,
3Biomed. Res. Inst., AIST, *Dept. Phys., Waseda Univ.)

IIAABTFHRIEI S 74 THSPIILE, 74 OKTATRHAILEFB3 772 VILLBT7IF /745X PRIEXHZX A
F-actin bundling mechanisms by fascin in filopodia was revealed by cryo-ET

Shinji Aramaki', Kouta Mayanagi®, Kazuhiro Aoyama®*, Takuo Yasunaga' (' Department of Bioscience and Bioinformatics, *Medical Institute of
Bioregulation, Kyushu University, 3FEI Japan, *Research Centre for Ultra-High Voltage Electron Microscopy, Osaka University)

MEA Y 27 LZRAWVWEZD M) RHROREER OEFIGE

Drug response of embryonic chick heart tissue pieces using multi electrode array system

Yosuke Kamei!, Toshiyuki Mitsui?, Tomoyuki Kaneko! (\LaRC,Grad. Sci. Eng., Hosei Univ., 2Dept. Math. Phys., Col. Sci. Eng., Aoyama Univ.)
DEHMROESHEICHT 3 EROBIHOR

Influence of mechanical stimulus on embryonic chick heart cell aggregates

Shin Arai, Ayaha Tsuyuki, Takahiro Uehara, Kentaro Ishida, Toshiyuki Mitsui (Coll. of Sci. & Eng., Aoyama Gakuin Univ.)

Z4—=F Ny 724 700LF0Y—IL& 3 MRBHEOIEREHEEEEA

Nonlinear mechanical properties of Cytoskeletons measured with Dual-Feedback Microrheology

Natsuki Honda, Kenji Nishizawa, Takayuki Ariga, Daisuke Mizuno (Kyushu University, Department of Physics)

TG MNDEHFBERETE2O0DXH /£ TS

Keratocytes have hybrid mechanosensing system to decide their migration direction

Chika Okimura, Yoshiaki Iwadate (Fac. Sci., Yamaguchi Univ.)

BB ENICEEH S W HRABOEAEVIKE

Intracellular crowding mechanics driven by athermal force

Kenji Nishizawa, Daisuke Mizuno (Grad. Sch. Sci., Kyushu Univ.)

DHAROESFRBICEAZ TNV F 70— THENFROR

Effect of Multi-probe stimuli on cardiac cell aggregates with spontaneous beat

Ayaha Tsuyuki, Shin Arai, Takahiro Uehara, Kentaro Ishida, Toshiyuki Mitsui (Coll. of Sci. & Eng., Aoyama Gakuin Univ.)

BEREMRYT S MY A MDD S - 14 XEEFID

Relationship between traction forces, and shape and size of keratocytes

Ayane Sonoda, Chika Okimura, Yoshiaki Iwadate (Fac. Sci., Yamaguchi Univ.)

-S90 -



1Pos164 7 X —/NEBHT ZRREFOEFINAE
Measurement of Traction Force generated by Amoeboid Sperm of C. elegans
Midori Yoshimura!, Hikaru Emoto!, Chika Okimura?, Yoshiaki Iwadate?, Katsuya Shimabukuro' (Dep. of Chem. and Bio. Eng., NIT, Ube
College, *Faculty of Sci., Yamaguchi University)
1Pos165 HHFAREEAESTICHE S HRABREN T4 F IV R
The dynamics of Intracellular Environments during Cell-cycle progression
Katsuhiro Umeda, Kenji Nishizawa, Daisuke Mizuno (Grad. Sci., Univ. Kyushu)
1Pos166* Actin Cytoskeleton Remodeling Dynamics of Adherent Cells Under Mechanical Strain of Gelatin Substrate
Kwokhoi Ng', Kentaro Iketaki!, Ryuzo Kawamura!, Seiichiro Nakabayashi!, Yosuke Yoneyama?®, Fumihiko Hakuno?, Shin-Ichiro Takahashi,
Fumiki Yanagawa?, Toshiyuki Takagi?, Shinji Sugiura?, Toshiyuki Kanamori?, Hiroshi Yoshikawa' ('Dept. Chem.,Saitama Univ., >BRD.,AIST.,
3GASLS., The Univ. of Tokyo)
1Pos167 MEEBAAZFREEZEL 22757 HAEEEIC & 5 ME TR HHERO S LHE
Control of vascular smooth muscle cell differentiation using a novel micro-grooved collagen substrate
Kazuaki Nagayama, Keiichi Uchida, Saki Takeuchi (Micro-Nano Biomechanics Laboratory, Department of Intelligent Systems Engineering,
Ibaraki University)
1Pos168 NFHVEEDHHMEFEE T I2RARBEIT T TIVORHR
Development of photo-cross-linked collagen gels with tunable mechanical property
Takahiro Fujisawa!, Satoru Kidoaki? (‘Grad. Sch. Eng., Kyushu Univ., 2IMCE, Kyushu Univ.)
1Pos169 BT F DMBELEE: VUEA/NG - LRE
Response of Tissue Slice to Mechanical Stretching: Characteristic Cracking Pattern Reflecting Disease State
Keisuke Danno', Takuto Nakamura', Naohiko Nakamura?, Kota Iguchi?, Masaya Ikegawa?®, Kenichi Yoshikawa? (' Doshisha Univ., *Kyoto Univ.,
3Doshisha Univ.)
1Pos170 2 VU eEVFaUVILEBNETESOREM
Force- and rigidity-sensing by talin and vinculin
Hiroaki Hirata'>3, Keng-Hwee Chiam?, Hitoshi Tatsumi*, Chwee Teck Lim?, Masahiro Sokabe'? ('Nagoya Univ. Grad. Sch. Med.,
Mechanobiology Lab, *R-Pharm Japan, >Mechanobiology Inst., Natl. Univ. Singapore, *Kanazawa Inst. Tech.)
1Pos171 4 /0O X— MV AT —ILORBIBIEEICEKTF L MR E O i E
Migration of Dictyostelium cells on micro-scale ridge structures
Gen Honda', Akihiko Nakajima?, Satoshi Sawai'?3 (! Graduate School of Arts and Sciences, University of Tokyo, *Research Center for Complex
Systems Biology, >PRESTO, JST)
1Pos172* %2 /N7 BIC & 3 HREBEEAOEEMFEIR
The quantitative analysis of the intercellular interaction by membrane proteins
Takumi Miyatake'?, Yoshihisa Kaizuka? (! Graduate School of Pure and Applied Sciences, University of Tsukuba, >National Institute for Materials
Science)
1Pos173 EAT TOMEHMEK - #IFHTBITI/IF 2y b7 DFE
Teoretical study of contribution of YAP-dependent actomysin network to morphogenesis under gravity
Kazunori Takamiya', Hiraku Nishimori'?, Akinori Awazu'? (\Grad. Sch. Sci., Univ. Hiroshima, >RcMcD)
1Pos174 Divergence of structural strategies for E-cadherin homophilic binding among bilaterians
Shigetaka Nishiguchi'?>?, Akira Yagi’, Nobuaki Sakai®, Hiroki Oda'? ('JT BRH, *Osaka Univ., *Olympus Co.)
1Pos175* DNA hybridization & ' L 7= #ii8-#IfARIEE 51 73 7 A O #EHA
Dynamics of cell-cell adhesion via DNA hybridization
Ken Sato', Yuji Teramura?, Ryuzo Kawamura', Naritaka Kobayashi', Seiichiro Nakabayashi', Hiroshi Yoshikawa! (\Dept. Chem., Saitama Univ.,
2Dept. Bioeng., Tokyo Univ.)
1Pos176 &5 o HIRRD BTN HEICRITTEE S F CADM1 ORE
Effect of cell adhesion molecule 1 expression on intracellular granule movement in pancreatic a cells
Tadahide Furuno', Satoru Yokawa'?, Takanari Ikeda', Yoshikazu Inoh!, Ryo Suzuki?, Takahiro Suzuki®, Naohide Hirashima? ('Sch. Pharm., Aichi
Gakuin Univ., >Grad. Sch. Pharm. Sci., Nagoya City Univ., 3Sch. Dent., Aichi Gakuin Univ.)
1Pos177 SPEUEE iPS HIROBEEEEICH T 5/ 4 FOSFNVREAAND T I = EMHIKEOREHZR
Essential role of mannter of laminin-modification for hydrogel surface on the prolifelation activity of dissociated iPS cells
Kenta Mizumoto', Satoru Kidoaki? (' Grad. Sch. Eng., Univ. Kyushu, *IMCE., Univ. Kyushu)
1Pos178 #IRRAF /HFEA - IREHEEERGHO-HOHMEIE
Materials engineering approaches to modulate cell membrane structures for nanoparticles delivery and regulation of cell-cell interactions
Yoshihisa Kaizuka, Tomoto Ura, Hidenobu Nakao (N/MS)
1Pos179* REEICEbLh /MY 1 XERGF TV OHEMES
Elasticity of biopolymer gel in cell-sized droplet covered with a lipid membrane
Atsushi Sakai, Yoshihiro Murayama, Miho Yanagisawa (Tokyo university of Agriculture and Technology)
1Pos180 FIREZREVMOMRANEENIDBEETLISBONIENON - LER
New obvious information obtained from cell organelle 3D-structural models of primitive eukaryote
Atsuko H. Iwane'?, Rina Nagai'?, Hikari Mori!, Takako Ichinose'? ('Cell Field Struc., QBiC, Riken, *Grad. Sch. Fronti., Biosci., Osaka Univ.)
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1Pos181

1Pos182

1Pos183

1Pos184

1Pos185

1Pos186

1Pos188*

1Pos189

1Pos190*

1Pos191

1Pos192

1Pos193

1Pos194

1Pos195

1Pos196

1Pos197

Accumulation of cargo proteins can physically trigger vesiculation in membrane trafficking system

Masashi Tachikawa (RIKEN)

EREHF1—-TVVHAVE) - LOMEREXH=X L

Morphogenetic mechanism of tubulin-encapsulating giant liposomes with a hundred of membrane spines

Masahito Hayashi, Kingo Takiguchi (Grad. Sch. Sci., Nagoya Univ.)

TIRIAIVRY M7= OIS L ZHRY 1 XBHDEE)

Directed motion of cell-sized droplets driven by actomyosin network contraction

Yuto Sano!, Makito Miyazaki!?, Kozue Hamao?, Shin’ichi Ishiwata' (\Dept. Physics, Waseda Univ., >Waseda Bioscience Research Institute in
Singapore, Waseda Univ., *Dept. Bio. Sci., Hiroshima Univ.)

BIRET 7 F #MNEI SR ¥ AKNERED

The collective motion and band pattern formations of sliding actin filaments driven by HMM

Yuuji Setoguchi, Hirotaka Taomori, Masayuki Hoshida, Yu Ichinose, Hajime Honda (Dept. Bioeng., Nagaoka Univ. Tech.)
HERICELVWERTHEEOBRE : LY -7y TEEFTFOREDRNER

Constructing stable cellular assembly in the absence of artificial scaffold by use of laser tweezers

Shoto Tsuji, Aoi Yoshida, Tacko Ohta, Hiroaki Taniguchi, Kenichi Yoshikawa (Doshisha University)

EMNREBEZMY—H—e LTHRALGIX Y/ —LOEYMERINICEL HRIHAREORR

A novel isolation and preparation method for the biophysical analyses of useful exosomes as diagnostic markers for human diseases
Noriyuki Ishii, Mitsushi J. Ikemoto, Takayuki Odahara (Biomedical Research Institute, National Institute of Advanced Industrial Science and
Technology (A1ST))

TIOFORTIVOBNRTOREREE  HROEHREET VI

Selective Localization of Actin in Micro-Domains under Molecular Crowding: Difference among Monomeric, Linear-Polymeric and
Bundling State

Naoki Nakatani', Chen-Yang Shew?, Kanta Tsumoto?, Kingo Takiguchi#, Masahito Hayashi#, Shunsuke Tanaka®, Kenichi Yoshikawa' (! Grad.
Sch. Life and Medical Sciences, Doshisha Univ., *Division of Science & Technology, College of Staten Island, New York City Univ., ’Grad. Sch.
Engineering, Mie Univ., *Grad. Sch. Science, Nagoya Univ.)

4R - AIRE : 44 7 3 7 X /Biological & Artificial membrane: Dynamics

THATV IR INIZET BT IOC MO

Amyloid fibril formation in giant vesicle

Tong Zhu', Kensuke Kurihara'->3 (! Okazaki Institute for Integrative Bioscience, *Institute for Molecular Science, >Research Center for Complex
Systems Biology, The Univ. of Tokyo)

ATHRETVZERAVWEERERSHIEORERA

Biophysical principle of membrane fusion revealed by artificial lipid vesicles

Yui Suzuki', Ken Nagai!, Anatoly Zinchenko?, Tsutomu Hamada' ('{JAIST, 2Grad. Sch. of Environmental Studies, Nagoya Univ.)

invitro 1 3F A4 X =TV FHRICE WS » 2k > 7= P14,5)P2 {RTFHI 4 PTEN OEHEESORE - RE(L

Phosphatidylinositol lipid P1(4,5)P2 enhances membrane binding of PTEN revealed by in vitro single-molecule imaging analysis

Daisuke Yoshioka', Seiya Fukushima'~, Daichi Okuno?, Satomi Matsuoka?®, Toru Ide*, Masahiro Ueda®? (\Dep. Biol. Sci., Grad. Sch. of Sci.,
Osaka Univ., *Grad. Sch. of Front. Biosci., Osaka Univ., 3RIKEN QBiC, *Grad. Sch. of Nat. Sci. and Tech., Okayama Univ.)

Measurements of mitochondrial motility in cell body

Hyunjin Choi, Yuki Sugimoto, Yoshihiro Ohta (Div. of Biotech. And Life Sci., Inst. of Eng., Tokyo Univ. of Agr. and Tech.)
ATBEEE/NAAICE T B PIP3/PTEN traveling wave D B 1S

Reconstitution of traveling wave of PIP3/PTEN on membrane in GUVs

Hitomi Matsubara (Lab. Single Molecule Biology, Grad. FBS., Osaka Univ.)

HEEBNRTF R - AVITPNFZVQE—ARDINAORAILHT 3 REHRDOHR

Effects of lipid compositions on the entry of cell-penetrating peptide oligoarginine into single vesicles

Sabrina Sharmin!, Md Zahidul Islam!, Mohammad Abu Sayem Karal!, Sayed Ul Alam Shibly!, Hideo Dohra?, Masahito Yamazaki'>* ('Grad.
Sch. Sci. Tech., Shizuoka Univ., *Res. Inst. Green Sci. Tech., Shizuoka University, 3Res. Inst. Ele., Shizuoka Univ., *Grad. Sch. Sci., Shizuoka Univ.)
Functional significance of trimerization in CI pumping properties of halorhodopsin examined by nanodisc reconstitution

Eri Hashimoto', Kenshiro Suzuki', Ayumi Yamamoto', Takashi Tsukamoto?, Takeshi Uchida'>®, Takashi Kikukawa?, Makoto Demura?, Koichiro
Ishimori'? (!Grad. Sch. of Chem. Sci. and Eng. Hokkaido Univ., *Grad. Sch. of Life Sci. Hokkaido Univ., 3Fac. of Sci. Hokkaido Univ.)
BEEOHBEODKEHME

Spectroscopic Investigation of Osmotic Pressure-Induced Membrane Stretching

Chiranjib Ghatak', Sayed Ul Alam Shibly?, Masahito Yamazaki'->* ('Res. Inst. Ele., Shizuoka Univ., *Grad. Sch. Sci. Tech., Shizuoka Univ.,
3Grad. Sch. Sci., Shizuoka Univ.)

WE-E/ERAEER OB & RREERIE ORI

Dynamics and signal transduction of the interaction between bacteria and membrane vesicles

Yosuke Tashiro, Yusuke Hasegawa, Kotaro Takaki, Hiroyuki Futamata (Dept. of Eng., Shizuoka Univ.)
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1Pos198

1Pos199

1Pos200

1Pos201

1Po0s202

1P0s203

1Pos204

1Pos205

1P0s206

1Pos207

1P0s208

1Pos209

1Pos210

1Pos211

1Pos212

THAZ V2 FRT IBEBRPORT7HHRICHT IREANTF N - PGLa DR

Effect of Antimicrobial Peptide PGLa on Magainin 2-Induced Pore Formation in Lipid Membranes

Farliza Parvez', Md Jahangir Alam?, Hideo Dohra?, Masahito Yamazaki'->* ('Grad. Sch. Sci. Tech., Shizuoka Univ., *Res. Inst. Ele., Shizuoka
Univ., *Res. Inst. Green Sci. Tech., Shizuoka Univ., *Grad. Sch. Sci., Shizuoka Univ.)

A {ARE- N TH& : % / Biological & Artificial membrane: Transport

KEEERVHFHR bTF 2 2K -2 — MdtB, MdtC REDFHIL

Assembly of the xenobiotic efflux transporters MdtB and MdtC of Escherichia coli

Megumi Yamazaki', Kentaro Yamamoto!, Masatoshi Nishikawa!, Yoshiyuki Sowa'?, Ikure Kawagishi'-> (' Dept. Frontier Biosci., Hosei Univ.,
2Res. Cen. Micro-Nano Tech., Hosei Univ.)

SHERRIRE AT 2 HISEREBE Y K/ — LORIR

Magnetically-driven moving liposomes that sense environmental information

Mika Ebihara!, Taro Toyota?, Naoto Nemoto' ('Grad. Sch. Sci. Eng., Saitama Univ., *Grad. Sch. Arts Sci., Univ. of Tokyo)

S PAVRNUTERIZE S ATP EEOREL

Effective ATP generation by closely located mitochondria

Yusho Kuraoka', Daiki Yoshimatu', Takuya Takahashi?, Yoshihiro Ohta! (\Div. of Biotech. And Life Sci., Inst. of Eng., Tokyo Univ. of Agr. and

Tech., *Dept. of Biosci. and Bioinformatics, Ritsumeikan Univ.)

AR - ATHE - #8& - ¥1% / Biological & Artificial membrane: Structure & Property

BULWAFOY—BREROND VT IVOWE | REMIKORK

Morphology of high-genus vesicles under pore-size constraint: Construction of nuclear envelope shape

Hiroshi Noguchi (ISSP, Univ. Tokyo)

FEREEDNA AV HIILELBZWOTI70I7IY a3y OREEERE

Photo-responsive water-in-oil microemulsion made of amphiphilic DNA origami

Misato Tsuchiya', Daisuke Ishikawa!, Yuki Suzuki?, Masayuki Endo?, Masahiro Takinoue' (!Dept. Comput. Sci., Tokyo Tech., *Fronti. Res. Inst.
Interdiscip. Sci., Tohoku Univ., 3SWPI-iCeMS., Kyoto Univ.)

BEEDFICL BEMFEORHE

Recognition of membrane curvature by synthetic amphiphilic polymers

Naho Sunagawa', Manami Tsukamoto', Kenichi Kuroda?, Jun-ichi Kikuchi', Kazuma Yasuhara' ('Grad. Sch. Mat. Sci., Nara Inst. Sci. Tech., *Sch.
Dentistry Univ. Michigan)

REE & /N7 EOMAEREEZRTIEEIC & T 52 ZREEEM ORI

Theoretical analysis of a two-step relaxation on protein diffusion in the plasma membranes

Tomonari Sumi', Atsushi Okumoto?, Hitoshi Goto?, Hideo Sekino? ('Res. Inst. Interdisciplinary Sci., Okayama Univ., *Toyohashi Univ. Tech.)
WY =778 2NV EBONKKICLZBEEFFENBELL

Morphology changes in lipid monolayers induced by the N-terminal segments of surfactant protein B

Hideyuki Nagatsuka, Masahiro Hibino (Div. Sust. Enviro. Eng., Muroran Inst. Tech.)

S hIOLPASOBEER /ON /XY IV ERRTPFINIZ/—NT IV - ETFNVEEOHEEER

Interaction between cytochrome P450 substrate drug chlorzoxazone and phosphatidylethanolamine model membranes

Hiroshi Takahashi (Grad. Sch. Sci. Tech., Gunma Univ.)

BEX21—-Ev 7HBOHEEBICE T 25 LEAF

Orientational Relationships In Transformations Between Three Inverse Bicontinuous Cubic Phases of a Lipid

Toshihiko Oka'? (' Faculty of Science, Shizuoka University, >Research Institute of Electronics, Shizuoka University)
SIVAMMNERZ7FINAY-ALATO-NVEAZFFEPICE T IBREEODS TIVERE

Partial molar volumes of constituent lipids in the binary bilayer of dimyristoylphosphatidylcholine and cholesterol

Nobutake Tamai', Naohiro Takeshita?, Masaki Goto!, Hitoshi Matsuki'! ('Grad. Sch. Biosci. Bioind., Tokushima Univ., *Grad. Sch. Adv. Tech. Sci.,
Tokushima Univ.)

27 v &L VEE & DMPC DA RESEMEICET 5 RHEHHARE

Mixing behaviors in the binary membrane of DMPC and its partially fluorinated analogues with different perfluoroalkyl chain lengths
Miki Horikoshi', Kohei Morita!, Toshinori Motegi!, Hiroshi Takahashi', Hideki Amii', Toshiyuki Takagi®, Toshiyuki Kanamori?, Masashi
Sonoyama' ('Div. Mol. Sci., Gunma Univ., >AIST)

ZBE7LAETHOILY FOT7 3 —X—2 3 VEICEB YR — LOER

Preparation of liposomes by electro formation method on multi electrode array

Hayato Akizuki, Tomoyuki Kaneko (LaRC, Grad. Sci. Eng., Hosei Univ.)

PEG BEEZEA L X IFEE - EROEEHE

Effect of PEG-lipid on diffusion properties of supported lipid bilayer

Moeko Saruta, Takuhiro Otosu, Shoichi Yamaguchi (Grad. Sch. Sci. Eng., Saitama Univ.)
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1Pos213 707537 NEHEEHETSEDNAFT/TL— 05431 /0h7TIVOFK
Microcapsular compartments composed of programmable DNA nanoplates
Daisuke Ishikawa', Yuki Suzuki?, Chikako Kurokawa?, Masayuki Ohara*, Masamune Morita', Miho Yanagisawa?®, Ryuji Kawano*, Masayuki
Endo’, Masahiro Takinoue' (!Sch. Comput., Tokyo Tech.,>FRIS, Tohoku Univ., *Dept. Appl. Phys., Tokyo Univ. of Agri. and Tech., *Dept. Life Sci.
and Biotech., Tokyo Univ. of Agri. and Tech., >WPI-iCeMS, Kyoto Univ.)

ARRE- NIHE : BE - F v % JL / Biological & Artificial membrane: Excitation & Channels

1Pos215 Y X MEOHEWMERF v FIVICLZMRANEE TV 5 I VEERHEE
Bacterial mechanosensation and glutamate export by mechanosensitive channels in Corynebacterium glutamicum
Yoshitaka Nakayama', Kosuke Komazawa?, Navid Bavi'-, Ken-ichi Hashimoto?, Hisashi Kawasaki?, Boris Martinac'? (! Victor Chang Cardiac
Research Institute, *Tokyo Denki University, University of New South Wales)
1Pos216 £RHFFHFXTR 3 BUKFHETD b2 F v+ IV VSOP NDERHES
Metal binding to the voltage-gated proton channel VSOP studied by ATR-FTIR
Masayo Iwaki', Kohei Takeshita®>#, Yasushi Okamura®, Atushi Nakagawa?, Hideki Kandori' ('Nagoya Inst. Tech., *Inst. Protein Res., Osaka
Univ., *Inst. Acad. Initiat., Osaka Univ., *JST-PRESTO, SGrad. Sch. Med., Osaka Univ.)
1Pos217 F/F+ET A1 TOKDOEENKVI2 Fr RV 2B KDREZTIZEIY
Occupancy of a K* in the nanocavity induces K* ions' run through the Kv1.2 channel
Takashi Sumikama, Shigetoshi Oiki (Univ. of Fukui)
1P0s218 KcsA F v RIVOMBRAREOREREN F v+ XRIVFHRAICE R 38
Effects of the electrostatic state of the cytoplasmic domain in the KcsA channel on its gating
Minako Hirano', Toru Ide? (' GPI, 2Okayama Univ.)
1P0s219 Discrimination between mitochondrial rounding and permeability transition
Takahiro Shibata, Yoshihiro Ohta (Grad. Sch. Life Sci. & Bio Tech., TUAT)
1P0s223 Artificial bilayers formed on a solid substrate for ion-channel recordings
Toru Ide'2, Saki Nomura', Minako Hirano?, Junnya Ichinose', Hiroaki Yokota? (\Grad. Schl Sci. Tech., Okayama Univ., >GPI)
1Pos224 EHEKFEFRZX7 74—t VSP DR NX A 2 ILE T 2 EHEEERIBLOEE
The role of membrane interacting region of phosphatase domain in voltage-sensing phosphatase (VSP)
Akira Kawanabe', Masaki Hashimoto!, Tomoko Yonezawa', Yuka Jinno?, Souhei Sakata?, Yasushi Okamura' ('Osaka Univ., ?Osaka Med. Col.)
1P0s225 A F 2 F v FIVHEEICH T ZREEMROBRICHT IBE —EREBRODAREEE
Rapid replacement of the lipid bilayer composition for the analysis of the lipid-effect on the ion channel function
Masayuki Iwamoto, Shigetoshi Oiki (Dept. Mol. Physiol. & Biophys., Univ. Fukui Facult. Med. Sci.)
1P0s226 EEFEFHENBEMKRICELS K'F v 2RIV KesA EXRTHRAMYVIEBT I XD V2 0BERF1T I 7 20— F8EH
Single-molecule blocking dynamics of a scorpion toxin on the KcsA potassium channel revealed by HS-AFM
Ayumi Sumino'?, Takayuki Uchihashi?, Takashi Sumikama?, Shigetoshi Oiki? ('JST/PRESTO, *Facult. Med. Sci., Univ. Fukui, 3Depart. Phys.,

Kanazawa Univ.)
RIS - BUE / Neuroscience & Sensory systems

1P0s227* #RH (C.elegans) REREMHBZHRAOEEFIRMHLICHSVIINT S5 cGMP BE
Compartmentalized cGMP responses to odor in Caenorhabditis elegans’ olfactory sensory neurons
Hisashi Shidara, Keita Ashida, Kohji Hotta, Kotaro Oka (Grad. Sch. Sci. and Tech., Keio Univ.)
1P0s228* C. elegans DIKRBEIGICH VT 2 BERBREENSFOI v Y
Molecular logic for temperature signaling in cold tolerance of C. elegans
Tomoyo Ujisawa', Misato Uda!, Akane Ohta', Katsushi Arisaka?, Atsushi Kuhara! (\nst. for Integrative Neurobiology, Konan University., >Dept.
of Physics and Astronomy, UCLA, U.S.A.)
1Pos229 HINXIRERY — MER ViR BmREELHA
Detection of Neural Thermogenesis with Fluorescent Thermometer Sheet
Mizuho Gotoh'->3, Kotaro Oyama'#, Yuki Kawamura', Hideki Itoh'>, Shin’ichi Ishiwata-® ('Sch. Adv. Sci. Eng., Waseda Univ., >Grad. Sch. Comp.
Human Sci., Tsukuba Univ., >HIRI, AIST, *Cell Physiol., Jikei Univ., *Inst. Med. Biol., A*STAR, Singapore, WABIOS, Waseda Univ., Singapore)
1P0s230* MRBORMARTIFSICE T 3 BE - NEMEHAROBI RO TENE
Compartmentalized modulations of sensory and interneurons for early adaptation in C. elegans
Keita Ashida, Hisashi Shidara, Kohji Hotta, Kotaro Oka (Keio University)
1P0s231* ANNWX Y F L&D 07 ZAFETEFNA) VEZEBROFFREEEZERXORER
Discovery of the internal motion enhancement of a7 nAChR with Ivermectin
Tomoyuki Baba', Keigo Ikezaki', Hiroshi Sekiguchi?, Tai Kubo?, Yuji C. Sasaki'? (\Grad. Sch. Front. Sci., Univ. Tokyo, 2JASRI/SPring-8,
3MolprofRC/AIST)
1Pos232 I IXAERIBICAT 318h & ZOEIE
Establishment and recovery of habituation by repeated tactile stimulus in earthworm
Yoshiichiro Kitamura!, Hitoshi Aonuma?, Hiroto Ogawa’, Kotaro Oka* (' Dept. Math Sci. Phys, Kanto Gakuin Univ., *Res Inst Elect Sci.,
Hokkaido Univ., *Dept. Biol. Sci., Hokkaido Univ., *Dept. Biosci Info, Keio Univ.)
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1Pos234
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1Pos236

1P0os237

1Pos238*

1Pos239

1Pos240*

1Pos241

1Pos242

1P0s243*

1Pos244

1P0s245*

1Pos246

1P0s247

eNATY = by —RAROREREEFND—DOTHIFA1FTIV20XERIIMRORELTIF U HBEF X VKT 1+ TREDORED
26E57

Expression of a dynamin 2 mutant associated with Charcot-Marie-Tooth disease leads to aberrant actin dynamics and lamellipodia
formation

Hiroshi Yamada, Kinue Kobayashi, Yubai Zhang, Tetsuya Takeda, Kohji Takei (Dep. of Neurosci., Grad. Sch. of Med., Dent., and Pharm. Sci.,
Okayama Univ.)

ENERZRAOEERHOS FRIBME

Ligand-induced structural changes of human bitter taste receptor

Mayu Hioki!, Masayo Iwaki!, Rei Abe-Yoshizumi!, Hiroo Imai?, Hideki Kandori' (\Nagoya Inst. Tech., *Primate Res. Inst.)
ERNVEVILLZBEREMRI T TIAOHME : FXREXXDOKEE

Effect of estrogen and androgen on hippocampal synapses : gender difference of male and female

Asami Kato', Yasushi Hojo?, Yoshitaka Hasegawa', Yusuke Hatanaka', Suguru Kawato'->* (\Grad. Sch. Univ. of Tokyo., *Dept. Biochem.,Saitama-
Med. Univ., *Dept. of Urology, Juntendo Univ., *Dept. of Urology, Teikyo Univ.)

&Y - $RE -2 A / Photobiology: Vision & Photoreception

FRIILRTRORNT DV OXREPEFEOREHEE

Structure of retinal chromophore of the photointermediates in sodium ion pump rhodopsin

Nao Nishimura', Misao Mizuno', Hideki Kandori?, Yasuhisa Mizutani! ('Grad. Sch. Sci., Osaka Univ., >Grad. Sch. Eng., Nagoya Inst. Tech.)
Eff NMR 2RI KO RT v OLFF—VEERT v b OBERIF

Solid-state NMR structural study of retinal-binding pocket in middle rhodopsin

Izuru Kawamura', Hayato Seki', Arisu Shigeta', Yoshiteru Makino', Takashi Okitsu?, Akimori Wada?, Yuki Sudo® (Grad. Sch. Eng., Yokohama
Natl. Univ., ?’Kobe Pharm. Univ., 3Okayama Univ.)

BERVUPREICEIZF NI ILLAF VR TKR2 DL FF—IVEEEKT v bOER NMR HEiEf2R

Solid-state NMR analysis of retinal binding pocket structure of sodium ion pump, KR2, at acidic and neutral pH

Arisu Shigeta!, Shota Ito?, Takashi Okitsu’, Akimori Wada®, Keiichi Inoue?*, Hideki Kandori?, Izuru Kawamura' (' Graduate School of
Engineering, Yokohama National University, °Nagoya Institute of Technology, >*Kobe Pharmaceutical University, *JST PRESTO)

Nat/H+/\A 7V v FEY 7O K72 2 KR2 (IS 3 His30 D&E]

Role of His30 in Na+/H+ Hybrid Pumping Rhodopsin KR2

Sahoko Tomida', Shota Ito!, Rei Abe-Yoshizumi', Keiichi Inoue!~?, Hideki Kandori' (' Nagoya Inst. Tech. Kandori Laboratory, >PRESTO, JST)
FTIR BHEICE > TAS A ICE o AREBEHAME 70 b2 K2 TOEEEE

Transport mechanism of light-driven inward proton pump revealed by FTIR spectroscopy

Shota Ito', Sahoko Tomida', Yoshitaka Kato', Yurika Nomura!, Satoshi Tsunoda', Keiichi Inoue'-?, Hideki Kandori! (!\Grad. Sch. Eng., Nagoya
Inst. Tech., >PRESTO, JST)

HAY7REORNT YV ORBEHA : H donor RENHEBERIC & 315

Replacements of “donor” residues in the light-driven H*-pump rhodopsins

Koki Nishiya', Syogo Sasaki?, Jun Tamogami?, Takashi Kikukawa?, Tomoyasu Aizawa?, Naoki Kamo?, Makoto Demura® (' Facu. Sci., Univ.
Hokkaido, *Grad. Sch. Life Sci., Univ. Hokkaido, *Facu. Phar., Univ. Matsuyama)

74779 7ART U070 BHICETS D2 HEV C218 REROHEERAORE

Role of the interaction between D92 and C218 in the proton transfer reaction in Acetabularia rhodopsin 11

Jun Tamogami', Takashi Kikukawa?, Keisuke Okawa', Noboru Ohsawa®*, Kohei Date!, Toshifumi Nara', Makoto Demura?, Tomomi Kimura-
Someya*, Mikako Shirouzu®*, Shigeyuki Yokoyama®>, Seiji Miyauchi®, Kazumi Shimono®, Naoki Kamo? (' College Pharm. Sci., Matsuyama
Univ., *Fac. Adv. Life Sci., Hokkaido Univ., >RIKEN SSBC, *RIKEN CLST, RIKEN Structural Biology Laboratory, °Fac. Pharm. Sci., Toho Univ.)
BEfANMRIZE B8 70 F0 K7L 0 OBEIERIREEICE T 3 Tyr185 OEERIF

Structure of Tyr18S in dark-adapted bacteriorhodopsin as studied by solid-state NMR

Yuto Otani', Arisu Shigeta!, Yoko Kebukawa', Kensei Kobayashi', Takashi Okitsu?, Akimori Wada?, Satoru Tuzi’, Akira Naito'?, Izuru
Kawamura' ('Grad. Sch. Eng, Yokohama Natl Univ., >’Kobe Pharm. Univ., 3Univ. of Hyogo)

KEBEF FUILEVTKR2DZERVRICEELT I /BERE

Oligomerization of light-driven sodium pump KR2 is important for ion transport activity

Rei Abe-Yoshizumi', Shota Ito!, Mikihiro Shibata?®, Keiichi Inoue'-?, Takayuki Uchihashi®, Hideki Kandori! (\Nagoya Inst. Tech.,%JST PRESTO,
3Dept. Physics, Kanazawa Univ.)

Theoretical study on molecular mechanism of a light-driven ion transport of Halorhodopsin

Ryo Oyama, Shigehiko Hayashi (Grad. Sch. Sci., Kyoto Univ.)

Rhodobacter capsulatus PYP DESEHFKICH# 5 BEX L

Complex induced structural changes of Rhodobacter capsulatus Photoactive Yellow Protein

Yoichi Yamazaki, Yohei Shibata, Hironari Kamikubo (Grad. Sch. Mat. Sci. NAIST)

Re-PYP DNIRTFHIICTEK T 3 EHREDBESHKEIR

Analysis of light dependent multiple complex formation of Rc-PYP

Yohei Shibata, Yoichi Yamazaki, Keito Yoshida, Shoki Nakata, Hironari Kamikubo (Analysis of light dependent multiple complex formation of Rc-
PYP)
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1Pos248* EHLAZEHEAEIZ ALV BLUF M X 1 OKFHR/ESRIEOARA
Analysis of a hydrogen bonding network of the BLUF domain using isotope-labeled samples
Takashi Nagai', Tatsuya Iwata!, Shota Ito!, Mineo Iseki?, Masakatsu Watanabe?, Masashi Unno*, Shinya Kitagawa', Hideki Kandori' (‘Grad. Sch.
Eng., Nagoya Inst. Tech., *Dept. Pharmacol., Toho Univ., *Grad. Sch. for Creation of Photonics Indust., *Dept. of Chem. and Applied Chem. Saga
Univ.)

1P0s249 FANFF NI 7TV VR - HHEZANRYT MVICEH T B3 KNFHR
Hydration effects on absorption and fluorescence spectra of firefly oxyluciferin
Miyabi Hiyama', Yoshifumi Noguchi'!, Hidefumi Akiyama', Kenta Yamada?, Nobuaki Koga? ('ISSP, Univ. Tokyo, >Grad. Sch. Info. Sci., Nagoya
Univ.)

Se&EH) - YA R [ Photobiology: Photosynthesis

1Pos250 RALFER N ICH T3 7007 1 VEIER=ZBIFIKEO KI5 HEEF
FTIR analysis on the localization of the excited triplet state of chlorophyll in photosystem I1
Tatsuya Mitomi, Ryo Nagao, Takumi Noguchi (Grad. Sch. Sci., Nagoya Univ.)
1Pos251 EERKDBRISICE T 3 X &/ — IWHEEE O FH D ERT
FTIR study on the mechanism of methanol inhibition in the S-state cycle of photosynthetic water oxidation
Haruna Yata, Tatsuki Shimizu, Takumi Noguchi (Grad. Sch. Sci., Nagoya Univ.)
1P0s252* Structure and Function of Novel Carbonyl-Carotenoid bound to Light-Harvesting Complex II from Transplastomic Lettuce
Nami Yamano', Kentaro Ifuku?, Hideki Hashimoto'-*°, Norihiko Misawa®*, Ritsuko Fujii'* ('Grad. Sch. Sci., Osaka City Univ., *Grad. Sch.
Biostudy, Kyoto Univ., 3Sch. Sci. Tech., Kwansei Gakuin Univ., *Res. Inst. Biores. Biotech., Ishikawa prefectural Univ., SOCARINA, Osaka City
Univ.)
1P0s253 REZRHFHIREICLIREARKAEMn 7722 —FALO 70O b LBEDRRIT
Protonation structure around the water-oxidizing Mn cluster in photosystem II revealed by polarized ATR-FTIR spectroscopy
Shin Nakamura, Takumi Noguchi (Grad. Sch. Sci., Nagoya Univ.)
1Pos254 MERERY AV IFAZ—ORKFFOEREE
Chemical properties of terminal water ligands of the Mn cluster
Hiroki Nagashima, Hiroyuki Mino (Grad. Sch. Sci. Nagoya Univ.)
1Pos255* EILFR I EFEFT7 MM * 2 E DHIBRIL & X REERBERT
Co-crystallization of photosystem II with an inhibitor NaN;, and its structural analysis
Shoya Tamaru', Yasufumi Umena?, Jian-Ren Shen? (' Graduate School of Natural Science and Technology, Okayama University., >Reseach
Institute for Interdisciplinary Science, Okayama University.)
1Pos256 EFfE5 A% EPREZ AV /- PSII RIGH D ICER T 2 WMEAER 5 B EE - EFHEEIER ORRIR
Time resolved EPR study on orientations and electronic couplings of the primary charge-separated state in the PSII reaction center
Reina Minobe', Masashi Hasegawa', Shusuke Katagiri®, Takahiro Sakai®, Hiroki Nagashima?, Takashi Tachikawa', Hiroyuki Mino?, Yasuhiro
Kobori! (Graduate School of Science, Kobe Univ., >Graduate School of Science, Nagoya Univ., 3Graduate School of Science, Shizuoka Univ.)
1P0s257 FTIR ARAEBERMFEZAVARILLERUICEIZE—F/ VEFZEME Q, DELETE L&A
Measurement of the redox potential of the primary quinone electron accepter Q, in photosystem II by FTIR spectroelectrochemistry
Ayaka Ohira, Ryo Nagao, Takumi Noguchi, Yuki Kato (Grad. Sch. Sci., Nagoya Univ.)
1Pos258 HALZR U ICH T3 F/ VY EFSEAROETFBHFHIHMEE
Regulation mechanism of electron transfer between quinone electron acceptors in Photosystem I1
Yosuke Nozawa, Takumi Noguchi (Division of Material Science, Graduate School of Science, Nagoya University)
1P0os259 Energy gap dependence for the exciton relaxation rate using Time-dependent renormalized Redfield theory
Akihiro Kimura (Graduate School of Science, Nagoya Univeristy)

&M - KERF - S / Photobiology: Optogenetics & Optical Control

1P0s260 Photozipper-DNA EEAFHNEENTTF IV
Quantitative modeling of the equilibria among Photozipper-DNA complexes
Yoichi Nakatani, Osamu Hisatomi (Grad. Sch. Sci., Osaka Univ.)

1P0s261 A bZIP € ¥ 1 — IV Photozipper DIEEZE L NDE RIKXREIT
Mutational analyses of the conformational switching of a light-regulated bZIP module, Photozipper
Osamu Hisatomi (Graduate School of Science, Osaka University)

1P0s262 KERMERFFIC & 3 X HIH#IE bZip € 2 1 — IV photozipper M DNA #&& D EEHT
The DNA-binding of a light-regulated bZIP module, photozipper, analyzed by quartz crystal microbalance
Samu Tateyama, Osamu Hisatomi (Grad. Sch. Sci., Univ. Osaka)

1P0s263* EEMENFR T7RHORNT L Y OBBRERELVENFFXHDZXLIDVTOHEA
Functional conversion of eubacterial pump rhodopsins and the investigation of the molecular mechanism
Yurika Nomura!, Keiichi Inoue'?, Shota Ito!, Hideki Kandori' ('Nagoya Inst. Tech.,>JST PRESTO)
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1Pos264

1P0s265

1P0s266

1P0s267

1P0s268

1Pos269

1Pos270

1Pos271*

1Pos272

1Pos273

1Pos274

1Pos275

1Pos276*

1Pos277

1P0s278

1Pos279

1Pos280

XEEBHRImMZ 7O R TORR

Natural light-driven inward proton pump

Keiichi Inoue'?, Shota Ito!, Yoshitaka Kato!, Yurika Nomura', Mikihiro Shibata®#, Takayuki Uchihashi*#, Satoshi Tsunoda', Hideki Kandori'
('Grad. Sch. Eng., Nagoya Inst. Tech.,>JST PRESTO, 3Faculty Sci., Kanazawa Univ., *Bio-AFM Frontier Research Center, Kanazawa Univ.)
EREEERICEYRBITL AXEEERHIF MY LK TOHERE

Transport mechanism of NaRs studied by electrophysiology measurement

Yuko Kozaki', Satoshi Tsunoda', Keiichi Inoue'?, Rei Abe-Yoshizumi', Hideki Kandori' (' Nagoya Inst. Tech.,>JST PRESTO)

NAAALTAYT 17X EES / 2 7 X | Bioinformatics: Structural genomics

An index to select homologous sequences with the same functional region

Shoichiro Kato', Hiroyuki Toh?, Wataru Nemoto! (Life Sci. & Eng., Grad. Sch. of Sci. & Eng, *Dept. Biomed. Chem., Scl. of Sci. & Tech.,
Kwansei Gakuin Univ.)

GWAS 7= 21L& 3 RBREEEHRETVOTE

Prediction of disease related supramolecule models using GWAS data

Toshiyuki Tsuji', Atsushi Hijikata!, Takao Yoda', Tsuyoshi Shirai! (\Nagahama Institute of Bio-Science and Technology, >MITA International
School)

Predictions of cancer causing mutations that potentially affect GPCR-GPCR interaction

Shunsuke Fujishiro', Vachiranee Limviphuvadh?, Sebastian Maurer-Stroh?, Yoshihiro Yamanishi®, Hiroyuki Toh*, Wataru Nemoto' ('Life Sci. &
Eng., Grad. Sch. of Sci. & Eng., Tokyo Denki Univ., *BII, A*STAR., 3Med. Ins. of Bioreg., Kyushu Univ., *Dept. Biomed. Chem., Sci. & Tech.,
Kwansei Gakuin Univ.)

NI MVRBILETI VBREOTYF U TILEBZ 2 INIE- VAV FEETH

A new approach for protein-ligand binding predictions based on matching of vector-represented amino acid residues

Atsushi Hijikata, Masafumi Shionyu, Tsuyoshi Shirai (Nagahama Inst. Bio-Sci. Tech.)

B-Trefoil 2/ /INJ D7 =T ¢V JICERLREICET 2 REMFHEMEEICE D BRI

Analysis of residues significant for folding of beta-trefoil proteins based on the inter-residue average distance statistics

Takuya Kirioka, Takeshi Kikuchi (Dept. of Bioinfo., Col. Life Sci., Ritsumeikan Univ.)

SHIBHEBETEATF LmrR (S & T 5 FH 5 FRREHB O B2 AN

Computational study on the mechanism of multidrug recognition by a transcriptional repressor LmrR

Kazuho Cryershinozuka, Tadaomi Furuta, Minoru Sakurai (Center for Biol. Res. & Inform., Tokyo Tech.)

Lysozyme superfamily ® 7 I / BEEFIBIRICL 27 + — v T 1« » JEEEHTFAE

Folding region predictions by amino acid analysis of lysozyme superfamily proteins

Takuto Nakashima, Michiro Kabata, Takeshi Kikuchi (Dept. of Bioinfo., Col. Life Sci., Ritsumeikan Univ.)
ZRBEEFOEXICL-TRIIEEE 7+ -V FOZHKIL

Loop connectivity change drives protein fold divergence

Shintaro Minami', George Chikenji, Motonori Ota! ('Grad. Sch. of Comput. Sci., Nagoya Univ., >Grad. Sch. of Eng., Nagoya Univ.)
SN EOALFEEE T I/ BESIEORKEDREF

The relationship between hydrophobicity in amino acid sequence and three-dimensional structure of a protein

Kohei Ohnishi, Takeshi Kikuchi (Dept. of Bioinf., Col. of Life Sci., Ritsumeikan Univ.)

HIEEMZ | Mathematical biology

Role of interdomain communication in pacemaking circadian rhythm studied by a single molecule model of KaiC

Shota Hashimoto, Sumita Das, Masaki Sasai, Tomoki P. Terada (Dept. Comput. Sci. Eng., Grad. Sch. Eng., Nagoya Univ.)

A stochastic simulation study on the correlation between circadian oscillation and ATPase activity of KaiC hexamer

Sumita Das, Shota Hashimoto, Tomoki P. Terada, Masaki Sasai (Department of Computational Science and Engineering, Nagoya
University,Nagoya)

PIEETIVICE 3 OEHMBROKRERROBEIR

Community effect of cardiomyocytes in beating rhythms is ruled by stable cells

Tatsuya Hayashi', Tetsuji Tokihiro!?, Hiroki Kurihara>?, Fumimasa Nomura®, Kenji Yasuda®® ('Grad. Sch. Math. Sci., The Univ. of Tokyo, %JST,
CREST, 3Grad. Sch. Med., The Univ. of Tokyo, *Inst. Biomat. Bioeng., Tokyo Medical and Dental Univ., *Fac. Sci. Eng., Waseda Univ.)
Discreteness-induced transition in multi-body reaction systems

Yohei Saito, Yuki Sughiyama, Tetsuya Kobayashi (1S, Univ. Tokyo)

Probability Eddy currents in stochastic gene expression dynamics in eukaryotes

Bhaswati Bhattacharyya', Masaki Sasai'-? (' Department of Computational science and engineering, Nagoya University, >Department of Applied
Physics, Nagoya University)

SEEERICE T2 ERIKEBRNE

Steady State Thermodynamics in Population Dynamics

Yuki Sughiyama, Tetsuya J. Kobayashi (/IS, Univ. Tokyo)
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1Pos289*

1Pos290*

1Pos291*

1P0s292*

1P0s293

1Pos294

1P0s295

1P0s296

LTRIEABREICE T3 ZRTE MR E DN FHIEHE

Mechanical regulatory mechanism of 3D multicellular dynamics during epithelial invagination

Satoru Okuda, Mototsugu Eiraku (RIKEN Center for Developmental Biology)

Modeling folding of epithelial cell sheets

FuLai Wen', YuChiun Wang?, Tatsuo Shibata' (\RIKEN Quantitative Biology Center, >RIKEN Center for Developmental Biology)
FEEMETIF/IFIMRBEBICETIE—2—-FEENICEAT 2EH

Theory on motor-induced stress in an isotropic actomyosin cytoskeleton

Tetsuya Hiraiwa (Dept. Sci., Univ. Tokyo)

Phase-field simulations of the basic cell-cell effects of adhesion and chemoattractant on multi-cellular interaction

Daisuke Imoto'-*, Satoshi Sawai'>3, Shuji Ishihara* (Dept. Basic Sci., Grad. School of Arts and Sci., Univ. of Tokyo, >Research Ctr for Complex
Systems Biology, Univ. of Tokyo, 3JST PRESTO, *School of Sci. Eng., Meiji Univ., National Research Institute of Police Science)

B4 GEEKEYT 3 AENTFOEEED

Collective motion of various kinds of rotating self-propelled particle

Ken Nagai', Yutaka Sumino?, Chate Hugues**, Kazuhiro Oiwa>°, Takuma Sugi’, Hideo Iwasaki® (\Sch. Mater. Sci., JAIST, *Dep. Appl. Phys.,
Tokyo Univ. Sci., 3CEA-Saclay, *Beijing Comp. Sci. Res. Ctr., >Adv. ICT Res. Inst., NICT, °Grad. Sch. Sci., Univ. Hyogo, "Mol. Neurosci. Res. Ctr.,
Shiga Univ. of Med. Sci., 8Sch. Adv. Sci. Eng., Waseda Univ.)

FET - 1A 1) X Ls / Nonequilibrium state & Biological rhythm

BREDREICE B8FEH 2 /8T E KaiC DEEEEZ LD REIR

Spectroscopic characterization of the conformational change of the cyanobacterial clock protein KaiC

Atsushi Mukaiyama'?, Jun Abe!, Yoshihiko Furuike'?, Eiki Yamashita®, Takao Kondo*, Shuji Akiyama'? (\/MS, CIMoS, 2SOKENDALI, 3IPR,
“Naogya Univ.)

ERERFENBEMBEICL > THSHIZT 3 Kai 2 /N7 EBEOHHHEEERAD Y B LIRBIKEFE

HS-AFM images reveal dynamic interaction between Kai proteins dependent on phosphorylation states of KaiC

Shogo Sugiyama', Tetsuya Mori?, Takayuki Uchihashi'-3, Johnson Carl H.2, Toshio Ando'? ('Dept. of phys., Kanazawa Univ., *Dept. of Biol. Sci.,
Univ. Vanderbilt, *Bio-AFM FRC., Kanazawa Univ.)

EMYATLOIRBRFICH TS TREM ETEEOEEMRR

Reciprocity between robustness and plasticity in biological oscillators

Tetsuhiro S. Hatakeyama, Kunihiko Kaneko (Department of Basic Science, The University of Tokyo)

BENGCRHEHETIHNE)  TIREEHE

Mechanical Oscillation of Dynamic Microtubule Rings

Masaki Ito', Kabir Arif Md. Rashedul?, Md. Sirajul Islam', Daisuke Inoue?, Shoki Wada', Kazuki Sada'?, Akihiko Konagaya?®, Akira Kakugo'?
('Grad. of CSE, Hokkaido Univ., *Fac. of Sci., Hokkaido Univ., *DIS, TITECH)

FRIUBEBHNED/INE - ERAEEER

Configuring Dynamic Patterns of Microtubules Driven by Kinesins

Sakurako Tanida', Ken’ya Furuta?, Kaori Nishikawa', Hiroaki Kojima?, Masaki Sano! (' Graduate School of Science, The University of Tokyo,
>National Institute of Information and Communications Technology)

BRMCHEERZTOREBF 2 Y b7 — 0 ORFIR

Analysis of nonlinear oscillator network with discrete interactions

Manami Ito!, Masahiro Takinoue'? (\Dept. Comput. Intell. Syst. Sci., Tokyo Tech., >Dept. Comput. Sci., Tokyo Tech.)
BHEWVRETICETZ3 T/ 70RFOIF 1 v bEE

Ratchet transport of microparticles in crowded conditions

Masayuki Hayakawa', Yusuke Kishino?, Masahiro Takinoue'->3 (' Dept. of Comput. Intell. and Syst. Sci., Tokyo Tech., *Dept. of Engineering,
Tokyo Tech., *Dept. of Computer Science, Tokyo Tech.)

(@5 X]| HElWHT [BEFEEE]: HRORHEEOETV T

Fluctuation Creates Exotic Spatial-Order: Verification with a Simple Crowding Cellular-Model

Soutaro Oda!, Chwen-Yang Shew?, Kenichi Yoshikawa! (\Faculty of Life and Medical Sciences, Doshisha University, >Department of Chemistry,
CSI, City University of New York)

EPNAREZBIET 2EREDNTR  LFOEFEEICI VBT IEMS LEEZTIEZHET IV

Smart response of chemically driven self-motile object: Real-world modeling

Shiho Sato!, Hiroki Sakuta?, Kenichi Yoshikawal? (' Facul. Life Med. Sci., Univ. Doshisha, >Grad. Sch. Life Med. Sci., Univ. Doshisha)

£t / Measurements

Shot noise free number and brightness B ;% (- & 2 £ #MAR /I I3 F 24 FEEAEZERILBIE OB ZEE 5 H EHR
Spatio-temporal distribution analysis of glucocorticoid receptor dimerization in cells by shot noise free number and brightness analysis
Ryosuke Fukushima!, Jotaro Yamamoto?, Masataka Kinjo? (Grad. Sch. Life Sci., Hokkaido Univ., *Faculty of Adv. Life Sci., Hokkaido Univ.)
HERFHEEZAVERE LY ORE

Development of Fluorescence Anisotropy Immunosensor

Seiichi Suzuki, Sena Hasegawa, Maki Takagi, Takuya Ito, Toshinori Kojima (Faculty Sci. Tech., Seikei Univ.)
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EEFREEIRMEINRIC & 2 SRR 1 #REEFRIRER

Single cell gene expression analysis of stimulated immune cells with real-time selection

Yumiko Tanaka', Yoshitaka Shirasaki'-2, Mai Yamagishi'-2, Kaede Miyata!, Nobutake Suzuki!, Osamu Ohara?, Kazuyo Moro?, Sotaro Uemura!
("Grad. Sch. Sci., Univ. Tokyo, 2IMS., Riken)

By THAK AFM F v 7% BV - 5% 4 SRR 4R B 1F FA 5HRE O BA R

Easy Measurement of Cell-Cell Interactions Using Cup-Shaped AFM Chip

Hyonchol Kim!, Ayana Yamagishi', Miku Imaizumi?, Chikashi Nakamura'? (!Biomed. Res. Inst., AIST, >Grad. Sch. Eng., Tokyo Univ. Agric.
Technol.)

ToV=7FZERAVEKBERRETICE T 2MRANEBOAFMA X—J 2T

An Unroofing Method to Observe the Cytoskeleton Directly at Molecular Resolution Using Atomic Force Microscopy

Eiji Usukura!, Akihiro Narita!, Akira Yagi?, Shuichi Ito?, Jiro Usukura! ('Grad. Sch. Sci., Univ. Nagoya, >*Olympus Co., Ltd.)
FEFRENEMEIC & 3 MEaEE & DO S —MRERRERITE

Atomic force microscopy for single-cell correlation analysis between cellular function and cell mechanical property

Ryosuke Tanaka', Yoshikatsu Akiyama?, Jun Kobayashi?, Masayuki Yamato?, Okajima Takaharu! (\Grad. Sch. Info. Tech. Univ. Hokkaido, *Inst.
Adv. BioMed. Eng. Sci. Univ. Tokyo Women's Med.)

FOANTA VOFGBERICLEZ TS ENMNIFT v EA

Digital bioassay in digital microfluidic platform

Ryohei Kobayashi!, Sadao Ota'-2, Hiroyuki Noji'* (!4ppl. Chem., Grad. Sch. Eng., Univ. Tokyo, 2JST, PRESTO, *ImPACT, JST)
EA@EBEREBICE T 3 IRiEETR

Measurements of Pulse Waves in the Both Ears

Yoshitomi Morikawa (4/S7)

FERXBEREZAVEXER1 3 TFHEHRR

X-ray Single Molecule Observations using Laboratory X-ray Generator

Keigo Ikezaki', Ken Matsubara', Yuhuku Matsushita', Jae-won Chang', Hiroshi Sekiguchi?, Yuji Sasaki' (' University of Tokyo, Spring-8/JASRI)
MALDLEICE T B2 M) I A0 5 RFAIERIT

Spectroscopic analysis of matrices in ionization process of matrix-assisted laser desorption/ionization

Noritaka Masaki, Shigetoshi Okazaki (Dept. Med. Spec., Hamamatsu Univ. Sch. Med.)

HbAlc DEEHFEAARICRITTAETIOE V KRINOZE

Effects of hemoglobin absorption on fluorescence correlation analysis for HbAlc

Atsushi Matsuo, Yasutomo Nomura, Mayuka Chiba, Misaki Naraoka (Maebashi Institute of technology)

INA F 4 % —3 > | Bioimaging

SRFEFENBERSEZAVEERROKEFLEHED TR

High-speed atomic force microscopy visualization of the nuclear pores dynamics in cancer cells

Mahmoud Shaaban Mohamed'??, Yosuke Kikuchi*, Watanabe-Nakayama Takahiro?, Azuma Taoka®*, Akiko Kobayashi'?, Masaharu
Hazawa'?3, Noriyuki Kodera?, Takayuki Uchihashi?, Yoshihiro Fukumori#, Toshio Ando?, Richard Wong'?? (' Cell-Bionomics Research Unit,
Kanazawa University, >Bio-AFM Frontier Research Center, Kanazawa University, 3Lab of Mol. Cell Biol. Institute of Science and Engineering,
Kanazawa University, *Institute of Science and Engineering, Kanazawa University)

=& AFM 12 & 3 kS F O EBEVERE

The dynamic behaviors of antibody molecules

Yoko Kawamoto-Ozaki, Norito Kotani, Kumaresan Ramanujam, Aya Murakami, Takashi Morii, Takao Okada (Research Institute of Biomolecule
Metrology Co.,Ltd.)

BEAFM L& 3 2 N7 EOHBEEICET 3L fk/N 2 - EiROER

Fabrication of 3D-patterned Substrate as a Platform for HS-AFM Observation of Protein Dynamics

Akane Goto!, Shin’nosuke Yamanaka', Mikihiro Shibata!?, Takayuki Uchihashi', Noriyuki Kodera!, Toshio Ando? (!Dept. of phys., Kanazawa
Univ., *Bio-AFM FRC)

BEIAYF L TERI VN EEHRR E Nz SPoD-ExPAN (& 5BRRIFA x - T

Superresolution imaging of live cells by fast photoswitching fluorescent protein and improved SPoD-ExPAN microscopy

Tetsuichi Wazawa'2, Yoshiyuki Arai'-2, Tomoki Matsuda'~, Hiroki Takauchi', Yoshinobu Kawahara'-?, Takashi Washio'-2, Takeharu Nagai'-?
(MISIR, Osaka Univ., *CREST, JST)

EMREZAICETS INOS) VOV F U BERBERD 1 3FI X -T2 T

Single-molecule imaging of the INO80 chromatin remodeling complex in the living cell nucleus

Yuma Ito', Masahiko Harata?, Kumiko Sakata-Sogawa', Makio Tokunaga' ('Sch. Life Sci. Tech., Tokyo Inst. Tech.,>Grad. Sch. Agr. Sci., Tohoku
Univ.)

TOF4A ZTHRENLEEAICHY 3 HEEFEROMLICET 5 IMRI R

An fMRI study to establish an evaluation system of analgesic agents on allodynia-specific pain

Naoya Yuzuriha', Sosuke Yoshinaga!, Mitsuhiro Takeda', Hiroshi Sato?, Hiroaki Terasawa! ('Fac. Life Sci., Kumamoto Univ., >Bruker Biospin
KK)
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CLIP-170 phosphorylation mediates repositioning of microtubule-organizing center during T cell activation

Wei Ming Lim, Yuma Ito, Makio Tokunaga, Kumiko Sakata-Sogawa (Sch. Life Sci. Tech., Tokyo Inst. Tech.)

BMEER S NV EBHEO1 FFA X —F  JEEREN

Single molecule imaging and quantitative analysis of Nucleolar-localized protein dynamics

Daiki Matsumoto!, Yuma Ito!, Noriko Saitoh?, Kumiko Sakata-Sogawa!, Makio Tokunaga' (\Sch. Life Sci. Tech., Tokyo Inst. Tech., *IMEG,
Kumamoto Univ.)

ERBREAFENE LAV A HFERBOERTEORE

Observations of the membrane traffic in living yeast cells via the high-speed super-resolution optical microscope

Daisuke Miyashiro', Kazuo Kurokawa!, Akihiko Nakano'-? (\Riken, RAP, 2University of Tokyo, Dep. Bio. Sci.)
HBRWSTSEREEAVEERRATO/OTF ICETINEBEOSN X—-D T

“Density” imaging of heterochromatin in live mouse cells using OI-DIC microscopy

Ryosuke Imai'2, Tadasu Nozaki!, Tomomi Tani?, Kayo Hibino'-2, Michael Shribak?, Kazuhiro Maeshima'-> (‘Natl. Inst. of Genet., 2SOKENDAI,
3SMBL, Woods Hole, USA)

#RHE C elegans BRREEICH T 3 HRREEOEFEEEHFT

Quantitative analysis of variability of cellular dynamics in C. elegans embryogenesis

Yusuke Azuma, Shuichi Onami (RIKEN QBiC)

HREMEFICE T 3 HBFHRNEEA X -V T

Imaging of intracellular temperature in PC12 cell nerve differentiation

Masaki Kinoshita'2, Kohki Okabe>*, Hisashi Tadakuma?, Yoshie Harada'?* (\Grad. Sch. Bio., Kyoto Univ., ?iCeMS, Kyoto Univ., *Grad. Sch.
Pharm, Tokyo Univ., *PRESTO, JST, *IPR, Osaka Univ.)

ErREEED 1 MRAEXESEA X -V JICE3T7 LV BI04

Potential allergy diagnosis by real-time single-cell secretion imaging of human immune response

Kaede Miyata', Yoshitaka Shirasaki'-2, Nobutake Suzuki', Hiroki Kabata’, Mai Yamagishi'?, Osamu Ohara?, Koichi Fukunaga®, Kazuyo Moro?,
Sotaro Uemura! (!Department of Bological Sciences, Graduate school of Tokyo, *Institute of Physical and Chemical Research, IMS., *Division of
Pulmonary Medicine, Keio University)

V717 [RARIEEMCPLNIY ZLEZRAVES VNV B3I RABFEESHOBER - XFEL-CXDI EBREZHBEL Y IaL—
av

Reconstruction of three-dimensional structures of a protein with software ENMA and EMC algorithm: A simulation for XFEL-CXDI
experiment

Takashi Yoshidome!, Yuki Sekiguchi?3, Tomotaka Oroguchi®>, Masayoshi Nakasako®?, Mitsunori Ikeguchi* (' Dep. of Appl. Phys., Tohoku Univ.,
2Fac. of Sci. and Tech., Keio Univ., 3RIKEN SPring-8 Center, *Grad. Sch. of Med. Life Sci. Yokohama City Univ.)
X#MEABFL—Y—2RAVAERIE— LY NXBEFA X = TILLB3 YT /NI T I T DZRTIBERN
Three-dimensional structure of a cyanobacterium visualized by cryogenic coherent X-ray diffraction imaging using X-ray free-electron
laser

Amane Kobayashi'-2, Yuki Sekiguchi'?, Koji Okajima'-2, Tomotaka Oroguchi'-?, Masayoshi Nakasako'?, Yayoi Inui, Takeshi Hirakawa?,
Sachihiro Matsunaga’, Masaki Yamamoto? ('Sci. Tech., Keio Univ., >RIKEN SPring-8 Center, 3Sci. Tech., Tokyo Univ. Sci.)
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EAHE : #)E / Protein: Structure

AN ) LRFHLEEEEHOFEHICEDI 2 INVEHT VD OBERIR

Structural analysis of calaxin, calcium-dependent flagellar movement regulator

Tomoki Shojima', Feng Hou', Yusuke Takahashi'!, Masahiko Okai', Katsutoshi Mizuno?, Kazuo Inaba?, Takuya Miyakawa', Masaru Tanokura'
('Grad. Sch. Agr. Life Sci., Univ. Tokyo, 2Shimoda Marine Research Center, Univ. Tsukuba)

Porphyromonas gingivalis ® T9SS IZ & > THi# & h % PGN_0123 DEiE

Structure of PGN_0123, a Type IX secretion substrate of Porphyromonas gingivalis

Yusuke Handa', Keiko Sato?, Koji Nakayama?, Katsumi Imada' (' Grad. Sch. Sci. Osaka Univ., *Grad. Sch. Biomedical Sci., Univ. Nagasaki)
BEEt 2 /NI BE KaiC D VELIRBER ) VBUERKEBICE T3 BELDER

Structural Differences between Phosphorylated and Dephosphorylated States of Clock Protein KaiC

Yoshihiko Furuike', Jun Abe!, Eiki Yamashita’, Takao Kondo®, Shuji Akiyama'-? ('Research Center of Integrative Molecular Systems (CIMoS),
Institute for Molecular Science (IMS), >Department of Functional Molecular Science, SOKENDAI (The Graduate University for Advanced Studies),
3Institute for Protein Research, Osaka University, *Graduate School of Science, Nagoya University)

Structural characterization of Hsp104 from a thermophilic fungus, Chaetomium thermophilum

Yosuke Inoue (Tokyo University of Agriculture and Technology)

ENREEETT YFP BAZRGOEET TOHKEEEE

Crystal structure of a pressure sensitive YFP mutant under high pressure

Mika Tsujii!, Takayuki Nagae?, Keiko Yoshizawa®, Tomonobu Watanabe?, Masahiro Nishiyama*, Nobuhisa Watanabe?, Tatsuya Kawaguchi',
Katsumi Imada' ('Grad. Sch. Sci., Univ. Osaka, >SRRC. Nagoya Univ., *QBiC, Riken., *Grad. Sch. Sci., Univ. Kyoto)
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2P0s006 Crystallization of Hepatitis B virus Core Protein in genotype C
Katsumi Omagari (Nagoya City University)
2P0os007* EXZV/INVBRABANTI 7V 0 EERZRRZAVEEKRSTFOIE
Encapsulation of biomacromolecules into porous crystal of a huge protein complex hemocyanin
Asuka Matsuno', Ye Yuxin?, Yuki Ohnishi?, Akira Kitamura'?, Masataka Kinjo'?, Satoshi Abe*, Takafumi Ueno*, Yoshikazu Tanaka'??3, Min
Yao'? (\Graduate School of Life Science, Hokkaido University, >Faculty of Advanced Life Science, Hokkaido University, >JST, PRESTO,
“Department of Life Science and Technology, Tokyo Institute of Technology)
2Pos008 ERBEFESEPOS FHEHEMEEERIE
Calculation of inter-molecular electrostatic interactions in protein crystals
Takuya Takahashi', Shigeru Endo?, Masanori Ootaki®, Yoko Sugawara? ('Bioinfo., Coll. Life. Sci., Ritsumeikan Univ., >Dept. Physics, Sch. Sci.,
Kitasato Univ., *Dep. Pharmacology, St. Marianna Univ. School of Medicine)
2Pos009 X #BEHEFL—Y— (XFEL) Eifffd 5 0EFFFEZRTHBENERLTOT 5 LORAFE
Development of 3D reconstruction program for coherent diffraction patterns obtained by XFEL
Miki Nakano', Osamu Miyashita', Slavica Jonic?, Atsushi Tokuhisa!, Daewoon Nam?, Yasumasa Joti*, Changyong Song?, Florence Tama'-®
('RIKEN AICS, 2IMPMC, Sorbonne University - CNRS UMR 7590, UPMC Univ. Paris 6, MNHN, IRD UMR 206, 3POSTECH, Korea, *JASRI
XFEL, 3Grad. Sch. Science, Nagoya Univ.)
2P0os010 Hsp90 DHEEXRLICET 3 EBRAVAR
Theoretical study of a conformational change in Hsp90
Kazutomo Kawaguchi, Hidemi Nagao (Inst. Sci. Eng., Kanazawa Univ.)
2Pos011 Building a database of 3D biological shapes for the interpretation of XFEL diffraction patterns
Sandhya Tiwari', Osamu Miyashita!, Florence Tama'? ('Riken Advanced Institute for Computational Science, *Nagoya University)
2Pos012 PR EEEXEADHRFEBHEI IaL—-Y a3y
Molecular dynamics simulation of the bile acid transporter
Shin-ichiro Tasaki, Ryunosuke Yoshino, Yoshitaka Moriwaki, Kentaro Shimizu, Tohru Terada (Grad. Sch. of Agri. Life Sci., Univ. of Tokyo)
2Pos013* 7L * Y4 KEVNVE—FVINJE NI 4 1 PaCS-MD DR
Flexible-Body Protein-Protein Docking: an Application of Parallel Cascade Selection Molecular Dynamics
Duy P. Tran!, Akio Kitao'? ('UTokyo, GSFS, ?UTokyo, IMCB)
2Pos014 SFEHNHF L I 2L —2 a3 &RV Hras-GTP/GDP &K EBHK & DKFHEE D X DRFR
Analysis of dynamics of hydrogen bond between the solvent water and the Hras-GTP/GDP complexes by molecular dynamics simulations
Takeshi Miyakawa!, Ryota Morikawa', Masako Takasu', Kimikazu Sugimori?, Kazutomo Kawaguchi?, Hidemi Nagao? (' Tokyo Univ. of Pharm. &
Life Sci., >’Kanazawa Univ.)
2Pos015 SBFEHFEL I 2L —2 3 IC& 35 HIV FHHE PGl6 O CDR-H3 (2 & (T 2 SR O ##R
Molecular dynamics study of the structural rigidity of CDR-H3 of anti-HIV neutralizing antibody PG16
Ryo Kiribayashi', Hiroko Kondo!, Daisuke Kuroda?, Toru Saito!, Jiro Kohda', Akimitsu Kugimiya', Yasuhisa Nakano!, Yu Takano' (! Hiroshima
City Univ., >*Showa Univ.)
2P0s016 Molecular dynamics simulations of the basic amyloidogenic unit of IAPP
Richa Tambi', Satoshi Kosuda', Gentaro Morimoto?, Makoto Taiji%, Yutaka Kuroda' (' Tokyo University of Agriculture and Technology,
2Quantitative Biology Center, RIKEN)
2P0s017 L 7Y HRRIBEE T HIVOSAAPID HICL D CARTFRETrp =V DRFrIalb—3v
Molecular simulation of C-peptide and Trp-cage by SAAP3D-REMC method
Michio Iwaoka, Natsuki Babe, Yuya Shoji (Tokai University, Department of Chemistry)
2P0s018 RESTEIZ& D TRP-cage D7 # =T 1 J 2 3ab—-23>
In silico folding simulation of Trp-cage using the REST method and its variants
Motoshi Kamiya', Yuji Sugita':>3 ({4ICS, RIKEN, *RIKEN, 3QBiC, RIKEN)
2Pos019 HVNNJBED7 x =T 1 v TBREICE T ZREENE E TH—EOF FRER
Molecular origin of heterogeneity and hierarchy behind protein folding
Toshifumi Mori' 2, Shinji Saito"? (/MS, 2SOKENDAI)
2P0s020 7OUVBAI7ZI/VEESENRTF FORFFEHHZHE
Molecular dynamics simulation of peptide oligomers bearing the proline-type artificial amino acid
Yuko Otani!, Satoshi Watanabe!, Akio Kitao?, Tomohiko Ohwada' (\Grad. Sch. Pharm. Sci., Univ. Tokyo, >2IMCB, Univ. Tokyo)
2P0s021 Theoretical study of diffusion of plastocyanin with Langevin equation
Makoto Wada, Satoshi Nakagawa, Shogo Kinoshita, Kurniawan Isman, Kouichi Kodama, Kazutomo Kawaguchi, Hidemi Nagao (Nat. Sci.
Kanazawa Univ.)
2P0s022* HIV-1 protease D AR MK B BRI ICE T 3 IBR/AVAR
Theoretical study on catalytic hydrolysis of HIV-1 protease
Masahiro Kaneso, Shigehiko Hayashi (Grad. Sch. Sci., Kyoto. Univ.)
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EBE : 1B 58EEMERT / Protein: Structure & Function

FEWNY 71 57—ENLEFEERLERERBEFF NS 7 1) Y ORRIO p H KFEDESHER

Quantitative Analysis of pH Effect on Absorption Peaks of Oxyluciferin by Considering All Atoms of Firefly Luciferase

Hironori Sakai', Itsuki Kaji2, Naohisa Wada? ('Insti. of Fluid Science, Tohoku Univ., *Food Life Sciences, Toyo Univ.)

WEEREROEZBREL S NN VERRICEADI7 I JBEORR

Sequence and structure analysis of glycosyltransferases for understanding the sugar selectivity and target recognition mechanisms

Go Miyasaka', Kenji Etchuya?, Yuri Mukai'? ('Sch. Sci. & Tech., Meiji Univ., >Grad. Sch. Sci. & Tech., Meiji Univ.)
TPINVAVEEBREBRREOBERRICE T 2REFHRULOES

Alanine scanning mutagenesis reveals functional roles of conserved residues in an enzyme for alkane biosynthesis

Masashi Nomura, Hisashi Kudo, Yuuki Hayashi, Munehito Arai (Dept. Life Sci., Univ. Tokyo)

TREEBVEAEREERAVAETIV M7 METEZEO (LA YWER MO T

Evaluation of compound selectivity of aldo-keto reductases using differential scanning fluorimetry

Kabir Aurangazeb', Satoshi Endo?, Naoki Toyooka®, Mayuko Fukuoka', Kazuo Kuwata'*, Yuji Kamatari® (' United Grad. Sch. Drug Dis. Med. Inf.
Sci., Gifu Univ., *Lab. Biochem., Gifu Pharm. Univ., *Grad. Sch. Sci. Tech. Res., Univ. Toyama, *Grad. Sch. Med., Gifu Univ., Gifu Univ., Life Sci.
Res. Ctr.)

Unique mechanism for broad substrate specificity of human MTH1

Shaimaa Ali, Teruya Nakamura, Keisuke Hirata, Mami Chirifu, Shinji Ikemizu, Yuriko Yamagata (Grad. Sch. Pharmaceut. Sci., Kumamoto Univ.)
T VEBART VA EREEREOEERERT

Structural and functional analysis of a cyanobacterial enzyme for alkane biosynthesis

Hisashi Kudo', Ryota Nawa?, Yuuki Hayashi'-?, Munehito Arai'? (\Dept. Life Sci., Univ. Tokyo., *Dept. Pure & Applied Sci., Univ. Tokyo.)
7973470 05Tk

Tracing evolution of whale myoglobin by resurrecting ancient proteins

Yasuhiro Isogai', Hiroshi Imamura?, Setsu Nakae?, Tomonari Sumi*, Ken-ichi Takahashi?, Taro Nakagawa?®, Antonio Tsuneshige®, Tsuyoshi Sirai’
(!Dept. Biotech., Toyama Pref. Univ., >Biomedical Res. Inst., AIST, *Dept. Comp. Bio-Sci., Nagahama Inst. Bio-Sci. Tech., *Dept. Chem., Okayama
Univ., >Nano-Tech. Center, Hosei Univ.)

MEK1 Y VEE{LIC# S BiEx (L

Structual dynamics of MEK1 activation through phosphorylation

Minami Ando, Kei Moritsugu, Akinori Kidera (Grad. Sch. of Med. Life Sci., Yokohama City Univ.)

FORTFY—OBSIRICAMIIT : bOYEYOTORFTY v 7l - BEh

Toward Expanding the Concept of Allostery: Thrombin Allosteric Regulation, Revisited

Ikuo Kurisaki', Masayoshi Takayanagi'-?, Barberot Chantal'-?, Masataka Nagaoka'? ('\Grad. Sch. Info. Sci. Univ. Nagoya, >JST-CREST)

PN VEBACBREORBEERMIEADDKF v IO 1 DEERMICBET S : FHAKRT Y v IVIC L B

Potential of mean force shows that the reaction product of sarcosine oxidase selectively exits from one of four water channels

Takami Saito!, Go Watanabe?, Daisuke Nakajima?, Haruo Suzuki?, Shigetaka Yoneda? (Grad. Sch. Sci., Kitasato Univ., *Sch. Sci., Kitasato Univ.)
Characterizing NO diffusion in nitrite reductase: nitric oxide reductase complex

Po-hung Wang!, Kenta Yamada', Takehiko Tosha?, Yoshitsugu Shiro>?, Yuji Sugita*>¢ (\RIKEN Theoretical Molecular Science Laboratory,
2RIKEN SPring-8 Center, >Graduate School of Life Science, University of Hyogo, *RIKEN Advanced Institute for Computational Science, SRIKEN
Quantitative Biology Center, SRIKEN iTHES)

“ERREEME-FERICL3EBE Y I 2L -2 a v OBNEER

Dynamical analysis of protein simulations by using two-step relaxation mode analysis

Naoyuki Karasawa', Ayori Mitsutake'-2, Hiroshi Takano! ('Grad. Sch. Sci. Technol., Keio Univ., >JST, PRESTO)

MSES iEIC & 3 EGFR ¥+ —+ N X £ ViEHLO 2R FIEERT

Structural basis for activation of EGFR kinase domain at atomistic resolution revealed by multiscale enhanced sampling

Kei Moritsugu!, Tohru Terada?, Akinori Kidera! (\Grad. Sch. of Med. Life Sci., Yokohama City Univ., >Grad. Sch. of Agri. and Life Sci., Univ. of
Tokyo)

EMEHLTANY FEBRT IHDENBEY 7Y I FEOMK

Developments of conformational sampling methods for reproducing biologically rare events of proteins

Ryuhei Harada, Yasuteru Shigeta (Center for Computational Sciences, University of Tsukuba)

AUVNVEORBEY I 2L—2aICBT 58 MT — NER

Relaxation mode analysis for long time simulations of proteins

Ayori Mitsutake'-, Hiroshi Takano! ('Dept. Physics, Keio Univ., 2JST, PRESTO)

Molecular basis for Hsp104-mediated prion propagation in yeast

Yoshiko Nakagawa'?, Hideki Taguchi®, Motomasa Tanaka' (\RIKEN Brain Science Institute, *Tokyo Institute of Technology, *Institute of
Innovative Research, Tokyo Institute of Technology)

HSP70 D7 2 DEEHEREERSICVHICEAETEH?

How the lid exploits its structure dynamics in grasping the substrate in HSP70

Kohei Umehara!, Naoya Tochio?, Miho Hoshikawa!, Shoji Ueki®, Shin-ichi Tate'-? (\Dept. Math. and Life Sci., Hiroshima Univ., >ReMcD,

Hiroshima Univ., >Kagawa Sch. Pharm. Sci., Tokushima bunri Univ.)
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2Pos051
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2Pos053
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New insights into high molecular weight complex formation of 2-Cys peroxiredoxin and its chaperone function

Takamitsu Haruyama!, Takayuki Uchihashi'-2, Noriyuki Kodera!, Toshio Ando!, Hiroki Konno! ('Bio-AFM FRC, Coll. Sci. & Eng., Kanazawa
Univ., *Coll. Sci. & Eng., Kanazawa Univ.)

Spectral characteristics of chimeric channelrhodopsins implicate the molecular identity involved in desensitization

Alemeh Zamani, Toru Ishizuka, Hiromu Yawo (Tohoku University)

AN EORE EHEE DI % FIA L /2 Channelrhodopsin & MtrF QBRI FEEET) VT

Strategic modeling of channelrhodopsins and MtrF based on the correlation between protein structures and functions

Hiroshi C. Watanabe'?, Yuki Yamashita?, Marcus Elstner®, Hiroshi Ishikita!? (' UTokyo, RCAST, ?UTokyo, School of Engineering, *Karlsruhe
Institute of Technology)

BREBEF v+ RV M LT =T 4 v JILEVWT XA/ oY — 75— MIBERICEHT S

Mechanosensor and the gate are tightly coupled in the mechano-gating of the bacterial mechanosensitive channel MscL

Yasuyuki Sawada', Takeshi Nomura?, Masahiro Sokabe' (Mechanobiology Lab Nagoya Univ. Grad. Sch. Med., >Physical Therapy Grad. Sch.
Health Sciences Kyushu Nutrition Welfare Univ.)

BHRFET7O b F v 2RIV VSOP/HVL IZEH (T TR A £~ OISR ORI

A detailed analysis of the binding mode of a zinc ion to the voltage-gated proton channel VSOP/Hv1

Hiroko X. Kondo!?, Masayo Iwaki®, Yusuke Kanematsu', Matsuyuki Shirota®*°, Yasushige Yonezawa®, Kengo Kinoshita®>’, Hideki Kandori?,
Yu Takano! ('GSIS, Hiroshima City Univ., >GSIS, Tohoku Univ., *Grad. Sch. Eng, Nagoya Inst tech, *Grad. Sch. Med., Tohoku Univ., >ToMMo,
Tohoku Univ., °IAT, Kinki Univ., "IDAC, Tohoku Univ.)

Molecular dynamics investigation of the full maltose transporter with and without the maltose binding protein MalE

WeiLin Hsu, Tadaomi Furuta, Minoru Sakurai (Center for Biol. Res. & Inform., Tokyo Tech.)

Binding and conformational dynamics of TOM20 and mitochondrial targeting signals using computational methods

Arpita Srivastava!, Osamu Miyashita?, Florence Tama'? ('Dept. Phys., Sch. Sci., Nagoya Univ., >RIKEN Adv. Inst. Comp. Sci., *ITbM, Nagoya
Univ.)

MRS EREAICE T3 0o HT VR FOH-BE BRI 1F IV R

Mechanical, structural and functional dynamics of a-catenin molecule at intercellular adherens junctions

Koichiro Maki'2, Taiji Adachi'-? (\Institute for Frontier Medical Sciences, Kyoto University, *Department of Micro Engineering, Graduate School
of Engineering, Kyoto University)

EREAFM ILL B3N F VTV TV Y EE MukBEF OBEHEOHR

Structural dynamics of bacterial condensin complex MukBEF studied by HS-AFM

Hironori Yoneda', Kouichi Yano?, Noriyuki Kodera®#, Kenta Yagi', Hironori Niki?, Toshio Ando'3" (' Div. of Math & Phys. Sci., Grad. Sch. of
Nat. Sci. & Tech., Kanazawa Univ., *Natl. Inst. of Genet., 3Bio-AFM FRC, Inst. of Sci. & Eng., Kanazawa Univ., *PRESTO, JST, *CREST, JST)
BREAFMILE B M1 F IV 1I-T V71774 VREKROHERE

High-Speed AFM imaging of dynamics of Dynaminl-Amphiphysinl complexes

Daiki Ishikuro!, Tetsuya Takeda®, Toshiya Kozai', Yusuke Kumagai!, Kaho Seyama?®, Huiran Yang’, Hiroshi Yamada?®, Takayuki Uchihashi'-2,
Toshio Ando!?, Kohji Takei® (' College of Science and Engineering, Kanazawa Univ., *Bio-AFM FRC, Kanazawa Univ., *Graduate School of
Medicine, Dentistry and Pharmaceutical Sciences, Okayama Univ.)

BEAMKXETICETZ 2N IEFFRAIRBEXRILEFEERT I /BRAKEE

Internal Secondary Structural Changes and Aromatic Rings Conformation of Protein under Supersaturated Condition

Yufuku Matsushita', Hiroshi Sekiguchi?, Jae-won Chang', Keigo Ikezaki', Masaki Nishijima®, Daizo Hamada*, Yuji Goto’, Yuji Sasaki'? (' Grad.
Sch. Front. Sci., Univ. Tokyo, 2JASRI/SPring-8, 3UIC, Osaka Univ., *Int. Res. Cent., Kobe Univ., *IPR, Osaka Univ.)
ZRTHAFGHESRECLIBEEREY F/OL c ORIBICEKFELBED S EOHMR

Study of environment dependent dynamics of cytochrome c on a lipid membrane by 2D fluorescence lifetime correlation spectroscopy
Miyuki Sakaguchi', Masaru Yamanaka?, Shun Hirota?, Kunihiko Ishii'?, Tahei Tahara'? ('Molecular Spectroscopy Lab. RIKEN, >NAIST Graduate
School of Materials Science, >RIKEN Center for Advanced Photonics)

EHBE . % / Protein: Property

—FFHESRAECIVALSHICE S AIEFF UV OEHIKBOFY—HEW KV ELAEFIFIVR

Significant Heterogeneity and Slow dynamics of the Unfolded Ubiquitin Detected by Single-Molecule Fluorescence Spectroscopy

Masataka Saito'2, Kamonprasertsuk Supawich!, Keiichiro Kushiro®, Madoka Takai®, Eric H.-L. Chen®, Po-Ting Chen*, Rita P.-Y. Chen*, Hiroyuki
Oikawa'?, Satoshi Takahashi'? ('Grad. Sch. Sci., Tohoku Univ., 2IMRAM, Tohoku Univ., 3Sch. Eng., Univ. Tokyo., *IBC, Academia Sinica)
&R DHFR Z2FDHEIEE 5 ¥ D NMR 4

NMR analysis of structural fluctuation of a highly active mutant of Escherichia coli dihydrofolate reductase

Takuro Nobe, Yuki Hayashi, Munehito Arai (Dept. Life Sci., Univ. Tokyo)

CARTFREEHES GV VERA A) VOZKBEBH 7+ —VT 1 v TR

Double-chain oxidative folding pathways of bovine pancreatic insulin without C-peptide region

Kenta Arai', Toshiki Takei'-?, Reina Shinozaki'!, Yuya Asahina?, Hironobu Hojo?, Michio Iwaoka' (! Tokai Univ., ’Inst. for Prot. Res., Osaka Univ.)
EAY+ V7 FTIREZRAWVERZ7 v5OT VD7 4 =T 1 2 T RIGERT

A pressure-jump FTIR study of the folding reaction of p-Lactoglobulin

Satoshi Hayakawa, Tsubasa Yamamoto, Minoru Kato (Dept. Applied Chemistry, Ritsumeikan Univ.)
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700 MPa ST THEl & h 2 EHXERE Akane families DIFR L EKEE)

Unique properties of a GFP-like protein Akane families, observed under 700 MPa high-pressure

Akihiro Maeno', Yuko Kato?, Mitsuru Jimbo?, Kei Amada®, Kazuyuki Akasaka® (' Chem., Kansai Med. Univ., *Electro. Res. Lab., Fukuoka Inst.
Tech., *Marine Biosci., Kitasato Univ., *Life, Environ. and Mat. Sci., Fukuoka Inst. Tech.,>Grad. Sch. Life and Environ. Sci., Kyoto pref. Univ.)
BUVINTBEIANT 4 P4 X5 —EHMREEE 2T T IHREFF oL NMEEDERAVAREN 7+ -7« Y JICHT 35
%

Study on the oxidative folding by using a novel small-molecular diselenide compound having protein disulfide isomerase-like activity

Yuki Asano, Haruhito Ueno, Michio Iwaoka, Kenta Arai (Tokai Univ.)

BFRATANT 1 SEEHPIVRAI RTORG T/ D ARBROBREERRVBEREEICEZ 2HE

Effects of an intramolecular disulfide bond on the thermal and conformational stability of lipocalin-type prostaglandin D synthase

Shogo Atsuji!, Yoshiaki Teraoka', Young-Ho Lee?, Yuji Goto?, Takashi Inui! (\Grad. Sch. Life & Envi. Sci., Osaka Pref. Univ., *Inst. Prot. Res.,
Osaka Univ.)

SBVINVBOBRE7Z A —NVT 4 JICHE TR VER) —LHROBRILLBFEHAEIaL—-2avHiR

Ribosomal effects on protein cotranslatoinal folding studied by coarse-grained molecular dynamics simulation

Kazushi Mochizuki, Shoji Takada (Graduate School of Science, Kyoto Univ.)

EOEOHEMFRAE M1 T IV RAIRETEFFRABVOEE  2REFITFHAFERILIHMA

Influence of Macromolecular Crowding on the Dynamics and Interactions of proteins: All-atom Molecular Dynamics Study

Isseki Yu', Tadashi Ando?, Takaharu Mori', Jaewoon Jung?, Ryuhei Harada?, Yuji Sugita'>3, Michael Feig* (\RIKEN, 2RIKEN QBIC, 3RIKEN
AICS, *“Michigan State Univ.)

ERFMGT TEML /= DENAED3 OF[#MEF Y IV - MR O—ZREBRICL 3HE

Unusual reversible oligomerization of unfolded Dengue envelope protein domain 3 at high temperature and its abolition by a point mutation
Tomonori Saotome', Shigeyoshi Nakamura?, Mohammad M. Islam', Akiko Nakazawa?, Mariano Dellarole®, Fumio Arisaka*, Shun-ichi Kidokoro?,
Yutaka Kuroda' ('Dept. of Biotech. and Life Sci., Tokyo Univ. of Agric. and Tech., *Dept. of Bioeng., Nagaoka Univ. of Tech., 3CBS, Univ. of
Montpellier, *Coll. of Biores. Sci., Univ. of Nihon)

KRRBIFEAICE T EMEEERADOERE

The role of local interactions on the spherical shell-shaped supermoleculer assembly

Daisuke Sato', Hideaki Ohtomo?, Atsushi Kurobe?, Kazuo Fujiwara', Masamichi Ikeguchi' ('Fac. of Sci. and Eng., Soka Univ., *Fac. of Eng., Soka
Univ.)

FAFREILLBAND I LBEE S VNI EOEEBERMBEERIT - SRATF F7FOJOREIC L 3B

Infrared study of the Ca*-coordination structures of Ca**-binding proteins: the problem of aggregation of synthetic peptide analogues
Masayuki Nara', Hisayuki Morii?, Takuya Miyakawa®, Masaru Tanokura® (\TMDU, 2AIST, *Grad. Sch. Agr. Life Sci., Univ. Tokyo)
HRMBEMEEBICE SV AEAERERENIER

Understanding of aberrant protein aggregation based on the competitive aggregation mechanism

Masayuki Adachi, Masatomo So, Yuji Goto (Inst. Protein Res., Osaka Univ.)

AN VICE BT I O4 NRIER R O (& & M 03 FHiiE

Molecular mechanism underlying the heparin-induced acceleration and inhibition of amyloid fibrillation

Ayame Nitani, Hiroya Muta, Masayuki Adachi, Masatomo So, Yuji Goto (/nst. Protein res., osaka Univ.)

FXZAND PZVICEBE DAY P27 IO FREBEHEORH

Analysis of amyloid formation and inhibition mechanisms of human calcitonin by chimera calcitonin

Chiaki Ota', Hiroko Tanaka', Tomoyasu Aizawa?, Yoichi Yamazaki', Mikio Kataoka', Hironari Kamikubo' ('Grad. Sch. Mat. Sci., NAIST, *Grad.
Sch. Life Sci., Hokkaido Univ.)

TV EVNGBETIVF L 2V INJEEENET 35 RNA BT 0 Ap READBE

The effects of prion protein and a RNA molecule that binds to prion protein on A fibrillation

Mamiko lida'?, Tsukasa Mashima'2, Yudai Yamaoki?, Takashi Nagata!?, Masato Katahira'?> (\Grad. Sch. of Energy Sci., Kyoto Univ., *Inst. of
Adv. Energy, Kyoto Univ.)

EBE : #EE / Protein: Function

High-level expression, purification and characterization of the plant antimicrobial peptide snakin-1 in Pichia pastoris

Md. Ruhul Kuddus'?, Farhana Rumi'!, Motosuke Tsutsumi', Megumi Yamano', Masakatsu Kamiya', Takashi Kikukawa!, Makoto Demura’,
Tomoyasu Aizawa' (\Grad. Sch. Life Sci., Hokkaido Univ., >Dhaka Univ.)

A study on tryptophan-dependent translation termination arrest of TnaC

Tomoki Shinozawa, Ryo lizuka, Zhuohao Yang, Takashi Funatsu (Grad. Sch. of Pharm. Sci., The Univ. of Tokyo)

1 BFTREEVINVEORERGFESAF IV RE Agl & ORER R

Temperature Dynamics of Single Molecular AntiFreeze Proteins and adsorption to Agl interaction

Rio Okada', Tatsuya Arai’, Yuhuku Matushita', Jae-won Chang', Hiroshi Sekiguchi®, Tadashi Mori*, Masaki Nishijima*, Keigo Ikezaki!, Sakae
Tsuda?, Yuji Sasaki'? ('Frontier Science., Adv. Material Science., Tokyo Univ., >AIST / Grad. Schl. of Life Sci., Hokkaido Univ., >JASRI, *Grad.
Schl. of Eng., Div. of Ap. Chem., Osaka Univ.)

BFEE Y —22/%7 BirPl OREONIRE KFHE

Light intensity determines photoreaction of blue-light sensor protein BlrP1

Kosei Shibata, Yusuke Nakasone, Masahide Terazima (Grad. Sch. Sci. Unv. Kyoto)
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REBENIZRAVENAEZHBEEEDE OHXIERF O

Secretion order of the Class-II flagellar axial proteins analyzed by inverted membrane vesicles (IMV)

Yudai Matsumoto', Chinatsu Tatsumi', Hiroyuki Terashima!, Tohru Minamino?, Katsumi Imada' ('Grad. Sch. of Sci., Osaka Univ., *Grad. Sch. of
Front. BioSci., Osaka Univ.)

Alp7/TACC-Alp14/TOG protein complex promotes assembly of S. pombe microtubules

Douglas Drummond’, Frauke Hussmann?, Daniel Peet?, Douglas Martin®, Robert Cross® (' Faculty of Agriculture, Kyushu Univ., >Warwick Medical
Sch., UK, 3Lawrence Univ., USA)

28 INIEICHMT 3 Pinl AROTOF 7 —EDEKE

Activity of a protease derived from Pinl for tau protein

Teikichi Ikura, Nobutoshi Ito (Med. Res. Inst., Tokyo Med. Dent. Univ.)

7309 FiRMMBRORENKRFELHERAT 2 -DOHEMA

Computational Research to Reveal the Pressure Dependency of the Formation of Amyloid Fibrils

Naohiro Nishikawa'!, Yoshiharu Mori%, Yuko Okamoto'-**°, Hisashi Okumura®® (\Grad. Sch. of Sci., Nagoya Univ., >IMS, 3Str. Biol. Res. Cent.,
Grad. Sch. of Sci., Nagoya Univ., *Cent. for Comp. Sci., Grad. Sch. of Eng., Nagoya Univ., *Info. Tech. Cent., Nagoya Univ., "SSOKENDAI)

EQE : 5H8l-##4F / Protein: Measurement & Analysis

ESI-QTOF MS &% AWWA7 I 04 RR=4EXRTF KO A ) Jv —FEEE ORI

ESI-QTOF MS analyses of the oligomerization mechanism of amyloid p peptides

Shintaro Yoshida', Sosuke Yoshinaga!, Mitsuhiro Takeda!, Ayumi Tanaka', Takashi Hamaguchi', Hitomi Yamaguchi', Shigeto Iwamoto', Takashi
Saito?, Yoshihiko Takinami®, Toshiyuki Kohno*, Takaomi C. Saido?, Hiroaki Terasawa' ('Fac. Life Sci., Kumamoto Univ., *RIKEN BSI, 3Bruker
Daltonics, *Kitasato Univ. Sch. Med.)

Processing of XFEL still images with a reference oscillation data set for crystal structural analyses of Cytochrome ¢ Oxidase

Luo Fangjia', Atsuhiro Shimada', Keitaro Yamashita?, Kunio Hirata?, Masaki Yamamoto?, Kyoko Itoh-Shinzawa', Shinya Yoshikawa!, Tomitake
Tsukihara! (' Picobiology INST, Grad. Sch. of Life Sci., Univ. of Hyogo, >RIKEN SPring-8 Center)

hiEF 2 N BREBERIT TOKRSRERE O 7= OBHIRKREIERED T iHEER

The preliminary result of Dynamic Nuclear Polarization method for more sensitive detection of hydrogen in Neutron Protein
Crystallography

Naoya Komatsuzaki', Ichiro Tanaka'?, Takahiro Iwata?, Daisuke Miura®, Yoshiyuki Miyachi’, Genki Nukazuka?, Hiroki Matsuda?®, Toshiyuki
Chatake?, Katsuhiro Kusaka?, Nobuo Niimura? ('Coll. of Eng., Ibaraki Univ., *Frontier Res. Ctr., Ibaraki Univ., *Faculty of Sci., Yamagata Univ.,
“RRI, Kyoto Univ.)

Elucidating the mechanisms of proton pumping in cytochrome ¢ oxidase by time resolved IR spectroscopy

Chen Li, Tatsuhito Nishiguchi, Shun Yamauchi, Kyoko Shinzawa-Itoh, Shinya Yoshikawa, Satoru Nakashima, Takashi Ogura (Grad. Sch. Sci.,
Univ. Hyogo)

Zby 7 h70-%BEBERRRTFEEHEAEDE LSV NERISHREFEOHR

Time-resolved detection of the transient grating signal using stopped flow system

Shunki Takaramoto, Yusuke Nakasone, Masahide Terazima (Dept. of chem, Univ. Kyoto)

BT v AREICL BMNRERTORREEIRHRORE

Detection of enzymatic activity in femtliter droplets using micro-Raman spectroscopy

Hironobu Yamashita', Kazuhito Tabata V.2, Hiroshi Ueno!, Hiroyuki Noji'?* (' Department of Applied Chemistry, the University of Tokyo,
2PRESTO, JST, *ImPACT, CAO, Govt)

ERERABEOKAFEHORAEZAME LAEXT7y 7a0N=2 3 VAERBORR

Development of fluorescence up-conversion apparatus to investigate hydration dynamics around the protein surface

Asahi Fukuda, Tomotaka Oroguchi, Masayoshi Nakasako (Grad. Sci. Tech., Keio Univ.)

Grid inhomogeneous solvation theory % Fi L\ 7= MR AFE EF Xa O KINEER

Hydration analysis of Coagulation Factor Xa using grid inhomogeneous solvation theory

Hiroyuki Sato, Azuma Matsuura (Fujitsu Laboratories Ltd.)

FF—tE ATP REBEZEHENFESERIRNF —HEILH T, FRESY M FOLABERRENI LS TH

The effect of conformational flexibility on the binding free energy calculation between kinases and their ATP-competitive inhibitors
Mitsugu Araki', Narutoshi Kamiya'-?, Miwa Sato®, Masahiko Nakatsui'*, Takatsugu Hirokawa®, Yasushi Okuno' ('RIKEN, AICS, *Grad. Sch.
Sim. St., Univ. Hyogo, *Mitsui Knowledge Industry Co., Ltd., *AIST, Molecular Profiling Research Center for Drug Discovery, >Grad. Sch. Med.,
Kyoto Univ.)

BEBEIY FOE-SHEENERNHARE

Theoretical study for solute configurational entropy calculation methods

Simon Hikiri!, Takashi Yoshidome'-2, Mitsunori Ikeguchi! (\Grad. Sch. of Med. Life Sci. Yokohama city Univ., *Dept. of Appl. Phys., Tohoku Univ.)
BFLIaAL—2a BT IHEREERANEE  EZEEFENOEREER

Computational method for electrostatic interactions in molecular simulation: theory and practice in the zero-multipole summation

Ikuo Fukuda', Han Wang?, Narutoshi Kamiya®, Kota Kasahara*, Tohru Terada®, Shun Sakuraba®, Haruki Nakamura! (\IPR, Osaka Univ., *Freie
Universitaet Berlin, 3Univ. of Hyogo, *Col. Life Sci., Ritsumeikan Univ., *Grad. Sch. Agr. Life Sci. Univ. Tokyo, °Grad. Sch. Frontier Sci., Univ.
Tokyo)
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EHET% / Protein: Engineering

KAREELAZLTREZ7RIF/TOE VY EHPEFOES

Native-like and non-native structures in the folding intermediate of apomyoglobin

Chiaki Nishimura (Fac. Pharm. Sci., Teikyo Heisei Univ.)

BEIVNIEOREREDF ) V28RS

Stability for de novo designed ideal proteins revisited

Mami Yamamoto'2, Rie Koga!, Takahiro Kosugi'?, Nobuyasu Koga'?? ('CIMoS, IMS., 2SOKENDAI, 3JST, PRESTO)

c-Myb- KIX BHEEEA ZBET 37 F FOSIERIERET

Rational design of a peptide inhibitor of the c-Myb-KIX interaction

Shunji Suetaka', Yoshiki Oka?, Yuuki Hayashi'-2, Munehito Arai'? (' Dept. Integrated Sci., Univ. Tokyo, *Dept. Life Sci., Univ. Tokyo)
BY—RETFIWEVINVJEOspAAND aB 722 OT I 04 FUKETIEHE & i

Grafting of a short amyloid forming sequence from oB crystalline into B-rich model protein, OspA

Yuki Hori', Kenta Hongo?, Norio Yoshida’, Koki Makabe' (! Graduate School of Science and Engineering, Yamagata University, 2School of
Information Science, JAIST, *Department of Chemistry, Graduate School of Sciences, Kyushu University)

L7 X SIVCHENICHEAET 3T F FOKE

Design of peptides that specifically bind to the rare metal

Yoshihiro Tida, Atsuo Tamura (Grad. Sci., Univ. Kobe)

BB FIFICEE7 1« FUBRIBMKSBEROEER L

Improving activity of a phytate-hydrolyzing enzyme by directed evolution

Manami Wada, Yuuki Hayashi, Munehito Arai (Dept. Life Sci., Univ. Tokyo)

Toward Directed Evolution of Bacterial Biosensor for Arsenite Detection by Compartmentalized Partnered Replication
Seaim Lwin Aye, Asuka Ueki, Kei Fujiwara, Nobuhide Doi (Grad. Sch. Sci. Tech., Keio Univ.)

ZILbMYY MVFoN=FLLERAVWERI V=2V T RTLILEBTINAV 74+ A7 7 2 —EO®LSFIE
Directed evolution of alkaline phosphatase by femtoliter chamber array screening system

Makoto Kato, Yi Zhang, Kazuhito Tabata, Hiroyuki Noji (Grad. Sch. Eng., Univ. Tokyo)

77—V BRRBAOGAZBIELAZATY) Y FGFP ICLBEET 7 — Y OER

Construction of fluorescent phages based on split GFP for the phage sorting technique

Naoki Mikoshiba'-2, Yuki Shimizu'?3, Rie Kiriguchi'?, Seiji Sakamoto!?, Hiroyuki Oikawa'->3, Kiyoto Kamagata'?3, Takehiko Wada'-3, Satoshi
Takahashi'->3 ({IMRAM, Tohoku Univ., >Grad. Sch. Life Sci., Tohoku Univ., *Grad. Sch. Sci., Tohoku Univ.)

Toward design of diverse all-a protein structures

Kouya Sakuma'?2, Rie Koga!, Takahiro Kosugi'-2, Nobuyasu Koga'->* (\CIMoS, IMS., 2SOKENDAI, 3JST, PRESTO)

IV URTF ROBETR & BT

Prediction of Exon-Peptide Structures and Analysis

Michiko Nosaka (National Institute of Technology, Sasebo College)

1% B #E S E E'E / Nucleic acid binding proteins

HBALAFHNEHRICELZYTXI LAY — LOBERIT

Structural modeling of the subnucleosome using coarse-grained molecular dynamics simulations

Masahiro Shimizu, Shoji Takada (Grad. Sch. Sci., Kyoto Univ.)

Holliday junction DNA facilitates RuvA-RuvB complex formation

Yong-Woon Han', Reiko Yamamoto!, Kimiko Nakao', Hisashi Tadakuma', Yoshie Harada'>3 ('Kyoto Univ., iCeMS, >*Grad. Sch. Biostudies,
Kyoto Univ., 3Inst. for Protein Res., Osaka Univ.)

EEMNA X =V FEERVEE—MRBRO/NIINF I FERENFEZEAR L BETEEORERT

Quantification of homodimeric glucocorticoid receptor and transcriptional activity from single cell using quantitative imaging techniques
Sho Oasa!, Akira Sasaki®, Shintaro Mikuni', Johtaro Yamamoto', Masataka Kinjo! (Fac. Adv. Life Sci., Hokkaido Univ., *>AIST)
6-4)XEREZED TG-4HT & T(6-4)C DEFERUVUNEBICH TS FAFHBIROLLE

Comparative FTIR study of photoactivation and photorepair of T(6-4)T and T(6-4)C photoproducts by Xenopus (6-4) photolyase

Mai Kumagai', Daichi Yamada'2, Tatsuya Iwata', Elizabeth D Getzoff*, Junpei Yamamoto?, Shigenori Iwai®, Hideki Kandori! ('Nagoya Institute
of Technology, *Ochanomizu University, 3Osaka University, *The Scripps Research Institute)

3K DNAEEEEEN 3 A DNA 2RET 59 FHE

Molecular mechanism of the triplex DNA-binding protein to recognize triplex DNA

Kazuki Kiuchi!, Kohta Sugiyama!, Ryotaro Kishi!, Satoru Unzai*?, Hidetaka Torigoe! ('Dept. Applied Chem., Fac. Sci., Tokyo Univ. Sci., *Grad.
Sch. Medical Life Sci., Yokohama City Univ., *Fac. Biosci. Applied Chem., Hosei Univ.)

Characterization of the deamination activity of APOBEC3B by real-time NMR, which is distinct from that of APOBEC3G

Li Wan', Takashi Nagata'?, Ryo Morishita®, Akifumi Takaori*, Masato Katahira'? ('\Grad. Sch. of Energy Sci., Kyoto Univ., *Inst. of Adv. Energy,
Kyoto Univ., 3CellFree Sciences Co., Ltd., *Dept. of Hematology and Oncology, Grad. Sch. of Med., Kyoto Uni.)

Sequence-Specific Protein-DNA Interactions for Molecular Simulations Modeled by Position Weight Matrix

Cheng Tan, Shoji Takada (Dept. Biophysics, Graduate School of Science, Kyoto University)
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2Pos117
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Mechanistic studies of transcriptional regulation by non-CpG methylated DNA

Jianshi Jin'>4, Tengfei Lian'?, Chan Gu'?, Kai Yu'?, Yi Qin Gao'?, Xiao-Dong Su'? (' Biodynamic Optical Imaging Center(BIOPIC), Peking
University, *School of Life Sciences, Peking University, >College of Chemistry and Molecular Engineering, Peking University, ‘RIKEN Quantitative
Biology Center (QBiC), Laboratory for Integrative Omics)

EERAMEEORANBIR~a 3 ARITHIEZZE, bhdEVnZ &~

Global Statistical Control of Transcriptional Pausing by Repetitive Genomic Sequences

Masahiko Imashimizu'?>3, Ariel Afek*, Hiroki Takahashi?, David Lukatsky* ({IMSUT, 2MMRC, Chiba Univ., *NIH/NCI, *Ben-Gurion Univ. of the
Negev)

Molecular dynamics of transcription factor-nucleosome interactions

Giovanni Brandani, Shoji Takada (Kyoto University)

1%B8 18 - ¥1% / Nucleic acid: Structure & Property

Structured RNAs Induce Intersubunit Rolling and Codon-Anticodon Weakening During Ribosomal Frameshifting

Kaichun Chang!, Emmanuel Salawu??, Jin-Der Wen', Lee-Wei Yang?>** (\National Taiwan University, *National Tsing Hua University,
3Bioinformatics Program, Academia Sinica, *National Center of Theoretical Science)
DYH—DNAILLWBRNI>TWBEIXI LAY —LBEOY T T

Sampling di-nucleosome structures connected by linker DNA of various lengths

Hiroo Kenzaki', Shoji Takada® ('ACCC, RIKEN, *Grad. Sch. Sci., Univ. Kyoto)

EEBEPREADONZETTIVERKARIE - BEEORIT

Analysis of interface chromosome dynamics of yeast by course-grained models

Takamasa Yamamoto', Hiraku Nishimori'?, Akinori Awazu'? (\Dept. Math and Life Sci. Hiroshima Univ., >ReMcD)
HRARSELVTZ7R -V ZBEILETZ7O09F U E1FI7 20 1 3FBIR

Chromatin dynamics in mitosis and apoptosis

Kayo Hibino'?, Kazuhiro Maeshima'? (NIG, 2SOKENDAI)

Grab & Watch: Correlative optical Tweezers-Fluorescence Microscopy (CTFM) as a versatile tool for chromatin studies

Andrea Candelli'?, Gerrit Sitters'?, Rosalie Driessen'2, Willem Peutz'?, Olivier Heyning'?, Gijs Wuite', Erwin Peterman'-? (' LUMICKS, *VU
University, Amsterdam)

/a3 FOIEY 1Ty VIKEBEZRAVEE FNEPBERICE T 3RBHRZRTEEN I2Lb—-Ya Yy

Simulating three-dimensional organization of chromosomes in human interphase nucleus using epigenetic state of chromatin
Shin Fujishiro, Masaki Sasai (Nagoya Univ.)

1%E8 - HEEH - B A4 / Nucleic acid: Interaction & Complex formation

HEREHEEASKEZRAVAEINVIINFIA NEER-DNA BHEERAOERL

The different interaction affinity of monomeric or dimeric GR on DNA determined by fluorescence cross-correlation spectroscopy
Daisuke Yamashita, Mari Saito, Sho Oasa, Shintaro Mikuni, Masataka Kinjo (Grad. Sch. Life Sci., Univ. Hokkaido)

Effects of cumulative acetylation in histone H3 tail studied by an enhanced conformational sampling MD simulation

Jinzen Ikebe', Shun Sakuraba?, Hidetoshi Kono' ('OST, MMS, >Grad. School of Frontier Sci., Univ. Tokyo)

Photo-control of the ribosome movement along mRNA using a reversible photo-cross-linking probe

Shunsuke Yamashiro', Ryo lizuka?, Takashi Funatsu? ('Fac. of Pharm. Sci., The Univ. of Tokyo, >Grad. Sch. of Pharm. Sci., The Univ. of Tokyo)
BRILL-THFRENZ/OTF T OMP B

Transcription driven phase separation in chromatin brush

Tetsuya Yamamoto', Helmut Schiessel? (' National Composite Center, Nagoya University, *Instituut-Lorentz for Theoretical Physics, Leiden
University)

HAEARAKREZFALLERI— KR F/ F1-TRALTO—KH DNA BREBEORE

Monitoring adsorption process of single stranded DNA to single-walled carbon nanotubes surfaces by fluorescence quenching
Shizuma Sato!, Gilbert Bustamante?, Jing Yong Ye?, Kazuo Umemura' (! Tokyo Univ. of Sci., 2UTSA)

DNA O B#EEN WM F OIS RITTRE

Effect of a mesh structure of DNA on diffusion of a small particle

Masaya Tanoguchi, Yoshihiro Murayama (Tokyo Univ. of Agri. and Tech.)

7K -7KF0-EEEE / Water & Hydration & Electrolyte

14V BE—KEEBRFOB-77 707V OEEEE

Aggregation of B-lactoglobulin in alkylammonium-based nitrate ionic liquid-water mixture

Koji Yoshida, Ayako Fujiyoshi, Toshio Yamaguchi (Fukuoka Univ.)

OH HiEiREBIN F v FKICL 37 I / BKIE DB

Hydration analysis of amino acids by Raman OH-stretching spectroscopy

Yasutaka Naito', Yuki Ochiai’, George Mogami®, Makoto Suzuki? ('Sch. Eng., Univ. Tohoku, *Grad. Sch. Eng., Univ. Tohoku)

-S107 -



2Pos122

2Pos123*

2Pos124

2Pos125

2Pos126*

2Pos127

2Pos128

2Pos129*

2Pos130

2Pos131

2Pos132*

2Pos133

2Pos134

2Pos135

2Pos136

2Pos137

EHFEEERMAREAVERRESVOBRELZ /NN IEICE T 3KMEBEEDROMA

Effects of hydration and thermal excitation of globular and membrane proteins studied by broadband dielectric spectroscopy

Naoki Yamamoto', Shota Ito?, Eri Chatani', Hideki Kandori?, Keisuke Tominaga'> (' Graduate School of Science, Kobe University, *Graduate
School of Engineering, Nagoya Institute of Technology, *Molecular Photoscience Research Center, Kobe University)
RFHNFEEAVAEEQERABOKMS 1 I 7 A0  BREFGCEQEBEOHZEILOVT

Effects of solvent pH and protein conformations on water dynamics around a denatured protein with molecular dynamics simulation
Takafumi Fujiyoshi', Naoki Ogasawara', Yuji Ezaki?, Yuta Nonaka?, Kota Kasahara?, Takuya Takahashi? (' Graduate School of Life Sciences,
Ritsumeikan University, *College of Life Sciences, Ritsumeikan University)

X VABRORRBERKR

Local dielectric environment around myosin

Takato Sato, Tohru Sasaki, Jun Ohnuki, Mitsunori Takano (Dept. of Pure. & Appl. Phys., Waseda Univ.)

KEBRIZE T3 FEREAVEEAOKIBNE

Statistical thermodynamics of aromatic-aromatic interactions in aqueous solution

Tomohiko Hayashi, Masahiro Kinoshita (/nst. Adv. Energy, Kyoto Univ.)

Lennard-Jones K72 v VDNF X — 2 DEEILLZBFERABRDKZTFNDEA1F I 7 ADFEK

Effects of Lennard-Jones potentials on the dynamics of water molecules around a solute

Yuki Takimoto', Kou Sakuma?, Nana Okita?, Kota Kasahara?, Takuya Takahashi? (\Grad. Sch. Life. Sci., Ritsumeikan Univ., >Col. Life. Sci.,
Ritsumeikan Univ.)

BKET I /BERERDOKMBEICS T IBERFO- X7 OR

Effects of lone pairs of oxygen atoms on hydration structures around polar amino-acid residues: MD simulation study

Tomotaka Oroguchi, Masayoshi Nakasako (Sci. Tech., Keio Univ.)

BRFEBICL S5 /N ERK BRKRAICE T 3KSFOBERS FE L DOEIR

Analysis of water behavior near the protein hydrophobic/hydrophilic surface by machine learning techniques

Taku Mizukami', Nguyen Viet Cuong?®, Ho Tu Bao? Dam Hieu Chi? ('JAIST, Materials Science, 2JAIST, Knowledge Science, > HPC SYSTEMS
Inc.)

MM/3D-RISM ;& Z VLM = Pim1-Y A2 FRICE T3 HEAHI XNV F—DOFH

Estimation of binding free energy based on the MM/3D-RISM method for the Pim1-ligand system

Takeshi Hasegawa', Masatake Sugita', Takeshi Kikuchi'!, Fumio Hiata? (' Dept. of Bioinfo., Col. Life Sci., Ritsumeikan Univ., *Toyota Physical and

Chemical Research Institute)

4 - 21k | Development & Differentiation

ROXS IZ& > T mCherry DREMHEEAZ EHPMET S

in-vivo ROXS improve the brightness and photostability of a red fluorescent protein, mCherry in C. elegans embryos

Yukinobu Arata, Yasushi Sako (Cell. Info. Lab. RIKEN)

Axon bundle regulates cortical tissue stiffness in the developing brain

Misato Iwashita, Yoichi Kosodo (Korea Brain Research Institute)

Mouse-ferret differences in the mechanical property of the developing cerebral cortex: tissue-level and single cell-level assessments
Arata Nagasaka, Tomoyasu Shinoda, Takaki Miyata (Grad. Sch. Med., Univ. Nagoya)

Macroscopic dynamics of vascular endothelial cells in angiogenesis

Naoko Takubo!, Kazuaki Naekura', Ryo Yoshida?, Terumasa Tokunaga?, Osamu Hirose*, Yasunobu Uchijima!, Yukiko Kurihara!, Hiroki
Kurihara! ('Graduate School of Medicine, The University of Tokyo, >The Institute of Statistical Mathematics, Research Organization of Information
and Systems, 3Faculty of Computer Science and Systems Engineering, Kyushu Institute of Technology, *College of Science and Engineering,
Kanazawa University)

b FORBREEEOMEISES % in vitro T—HIIREZR

Single cell tracking of migration during human gastrulation in vitro

Shota Miyazaki', Yuta Yamamoto!, Kohei Nakazono', Minh N. T. Le!, Shuji Fuji'2, Kiyoshi Ohnuma'-® (\Department of Bioengineering, Nagaoka
University of Technology, *Department of Materials Science and Technology, Nagaoka University of Technology, *Department of Science of
Technology Innovation, Nagaoka University of Technology)

ZHREHICHTZV ) b BREYHEEEFORE

Searching the responsible genes for biological soliton in multicellular movement

Kentaro Yoshida', Hiroki Takahashi?, Yoshitoshi Ogura?, Yutaka Suzuki*, Tetsuya Hayashi?, Hidekazu Kuwayama' ('Fac. Life and Env. Sci.,
Univ. Tsukuba, *Medi. Mpyco. Res. Center, Chiba Univ., 3Dep. Bact., Fac. Med. Sci., Kyushu Univ., 4Dep. Med. Genome Sci., Grad. School Front.
Sci., Univ. Tokyo)

A model for analyzing phenomena in multicellular organisms with multivariable polynomials

Hiroshi Yoshida (Dep. Math., Kyushu Univ.)

C. elegans DERICE T3 _HEHAN D I LEOS FER

The molecular underpinnings of the biphasic calcium wave during fertilization in C. elegans

Jun Takayama, Shuichi Onami (RIKEN QBiC)
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A5 / Muscle

2Pos138 T 32 RRRAMH-7 Y X BEH/NC TV v FHREOBIER
Reconstitution of functional insect flight- and rabbit skeletal hybrid muscle fibers as monitored by X-ray diffraction
Hiroyuki Iwamoto (SPring-8, JASRI)
2Pos139 7 7 F BHEHEZEH Latrunculin A B7 7 F e BHEASELESEZHEET S
Latrunculin-A; a drug to inhibit actin cytoskeleton, depolymerizes and inhibits actin polymerization under TIRF microscopy
Ikuko Fujiwara!, Thomas Pollard? (\URA, NiTech., *MCDB, Yale Univ.)
2Pos140 NF¥ 21OV NA-BR#EREAVE, HBZB-T7I/F U ORBBRRADEE
Expression and Purification of Recombinant Human B-Actin in Insect Cells
Mizuki Matsuzaki', Sae Kashima', Kayo Maeda', Mahito Kikumoto', Tomoharu Matsumoto', Kotaro Tanaka', Motonori Ota?, Akihiro Narita!
('Grad. Sch. Sci., Nagoya Univ., >Grad. Sch. Info. Sci., Nagoya Univ.)
2Pos141 #E& L7/ HMMIREDEWIZL 3 F-7 7 F  DIREE(L
HMM induced structural changes of actin monitored by in vitro fluorescence along single filaments
Marie Kobayashi, Satoshi Nakamura, Takahiro Hayashizaki, Hajime Honda (Dept. Bioeng., Nagaoka Univ. Tech.)
2Pos142* BRBAX—JVJFZERAVWEBRHIA L VA FHEOEREA
Direct measurement of dynamics of individual skeletal myosin by using a super-resolution localization method
ZhiYuan Zhang, Yuto Ashida, Masahito Ueda, Hideo Higuchi, Motoshi Kaya (Department of Physics, Graduate School of Science, The University
of Tokyo)

»FFE — % — | Molecular motor

2P0s143* HS-AFM T—A R G EEHERE & h /20— %2 — L X Enterococus hirae V,-ATPase D#E R 1E:&E 7T
Crystal structures of rotorless Enterococus hirae V,-ATPase which shows unidirectional dynamics by HS-AFM
Shintaro Maruyama', Kazuya Nakamoto!, Kano Suzuki!, Fabiana. Lica Yakushiji!, Kenji Mizutani', Motonori Imamura?, Takayuki Uchihashi>*#,
Takeshi Murata'-> ('Grad. Sch. Sci., Univ. Chiba, *Bio-AFM FRC, Kanazawa Univ., 3Dept. Phys., Kanazawa Univ., *CREST, JST, SPRESTO, JST)
2Pos144 F,-ATPase D LEHEEZBH T 3MEY 712y rO 1 FFREXLER

Single-molecule detection of conformational changes in the catalytic subunit of F;-ATPase that correlate with rotation of the shaft
Ryuichi Yokota'!, Ryota Yanagida', Yuta Nomura', Nagisa Mikami?, Rinako Nakayama?3, Takayuki Nishizaka?, Tomoko Masaike'-** (' Dept.
Appl. Biol. Sci., Tokyo Univ. of Sci., *Dept. Phys., Gakushuin Univ., *Res. Inst. for Sci. and Tech., Tokyo Univ. of Sci., *PRESTO, JST)
2Pos145* V, EESFE—F—TOHNFEE /X7 EDOEER
Rotation of endogenous proteins in V, rotary motor
Mihori Baba, Atsuko Nakanishi, Jun-ichi Kishikawa, Ken Yokoyama (Kyoto Sangyo Univ. LifeSci.)
2Pos146* 1 FFHRBERNYF I 32—V a3V THEEEEZBEUCTHASPICE > LEERSICH > BREOEEXL
Conformational change of the rotary motor F,-ATPase revealed by single-molecule imaging and docking simulation
Nagisa Mikami', Yuko Ito?, Mitsuhiro Sugawa!, Mitsunori Ikeguchi?, Takayuki Nishizaka' (' Dept. phys., Gakushuin Univ., *Medical Life Sci.,
Yokohama City Univ.)
2Pos147 RBLF v T&FELNFREL AT LD : DNA 4 7 % &24E > /= F-ATPase O EIEEA 1L
Development of optical vortex trapping system with DNA origami for the precise measurements of torque generated by F,-ATPase
Yu Hashimoto', Sayaka Kazami', Yuji Kimura', Tomoko Hyodo-Otsu?, Taro Ando?, Hiroyasu Itoh'? (! Tsukuba Research Lab., Hamamatsu
Photonics K.K., 2Central Research Lab., Hamamatsu Photonics K.K)
2Pos148 Enterococcus hirac 3 V,-ATPase DEIERE X 7 L #F F NESWREED 1 5 FREFRE
Single-molecule simultaneous observation of rotation and nucleotide binding/release of Enterococcus hirae V,-ATPase
Yoshihiro Minagawa!, Hiroshi Ueno!, Hiroyuki Noji!, Takeshi Murata?, Ryota 1ino>* (! Univ. Tokyo, 2Chiba Univ., 3OIIB and IMS, NINS,
4SOKENDAI)
2P0s149 &EE Bacillus PS3 A3 F,F,-ATP SR EZO 70 b V8% EES L U H/ATP ORTE
Determination of the proton pump activity and the H/ATP ratio of thermophilic Bacillus PS3 F F,-ATP synthase
Naoya lida'!, Yuzo Kasuya', Naoki Soga?, Toshiharu Suzuki?, Taro Uyeda', Masasuke Yoshida?, Kazuhiko Kinosita' ('Dept. Physics, Waseda
Univ., *Dept. Eng, Univ. of Tokyo, *Dept. Mol Biochem, Kyoto Sangyo Univ.)
2Pos150 H#MENAETE— % — OEIES MZ & FH SO REA
Elucidation of the directional switching mechanism of the bacterial flagellar motor by electron cryomicroscopy
Tomoko Miyata', Takayuki Kato', Akihiro Kawamoto', Keiichi Namba'? (Grad. Sch. Frontier Biosci., Osaka Univ., > QBiC, RIKEN)
2P0os151 Molecular dynamics study of pressure effects on unbinding of the CheY-FliM complex
Hiroaki Hata', Yasutaka Nishihara', Masayoshi Nishiyama?, Ikuro Kawagishi®, Akio Kitao! (\IMCB, UTokyo, *The HAKUBI Center, Kyoto Univ.,
3Dept. of Frontier Biosci., Hosei Univ.)
2Pos152 B¥MEE 7Y #H FliG ® EHPQR-motif FBEiEIC & 3 NAENEEH MIRE
Direction of flagellar motor rotation determined by the structure around EHPQR-motif of FIiG in marine Vibrio
Tatsuro Nishikino', Atsushi Hijikata?, Yasuhiro Onoue', Tsuyoshi Shirai?, Michio Homma' (! Div. Biol. Sci. Grad. Sch. Sci., Nagoya Univ., *Dep.
Biosci., Nagahama Inst. of Bio-Sci. Tec.)
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2EAA VEBRHENAEE—I—DOANEHNOEE

Input-output relationship of dual ion driven flagellar motor

Kenta Arai', Taishi Kasai®, Yuka Takahashi®, Masahiro Ito?, Yoshiyuki Sowa'? (' Hosei Univ., *Research Center for Micro-Nano Tech. Hosei
Univ., 3Toyo Univ.)

BESEENONITFIILYYFSLONAEDOREGE R T v 7EHOEERS

Direct observation of rotation and steps of the archaellum in the swimming halophilic archaeon Halobacterium salinarum

Yoshiaki Kinosita!, Nariya Uchida?, Daisuke Nakane!, Takayuki Nishizaka' (' Department of Physics, Gakushuin University, *Department of
Physics, Tohoku University)

FROVRVIVA-—DOBERRICHESIBRIRLF XKL

Measuring of energy at neck linker docking of single kinesin molecule

Yuichi Kondo, Hideo Higuchi (Grad. Sch. Sci., Univ. of Tokyo)

LZMW 2R L ARRERHEATP FET TOF R VEH E ATP HEDOEFEE 1 9 F5HA

Simultaneous fluorescent observation of kinesin motility and ATP occupancy with high concentration of fluorescent labeled ATP using
LZMW

Kazuya Fujimoto', Yuki Morita!, Hirofumi Shintaku', Michio Tomishige?, Ryota Iino®, Hidetoshi Kotera', Ryuji Yokokawa' ('Kyoto University
Department of Micro Engineering, >*The University of Tokyo Department of Applied Physics, *National Institute of Natural Science Institute for
Molecular Science)

CYK-4 |2 & 3 kinesin-6 DEISREEIE S &

CYK-4 induces the large fluctuations of the left-handed rotational movement of dimeric kinesin-6

Yohei Maruyama', Akihiko Sato!, Tim Davis?, Toshihisa Osaki?, Shin Yamaguchi', Shoji Takeuchi?®, Masanori MishimaZ, Junichiro Yajima'
("Dept. Life Sci., Grad. Sch. of Arts and Sci., Univ. of Tokyo, >*CMCB at Warwick Med. Sch., Univ. of Warwick, *Inst. of Ind. Sci., Univ. of Tokyo)
WAEERISEE DNA (L IMBEEES X T LOESE

Construction of a nano-transportation system by using microtubules and photoresponsive DNA

Kentaro Kayano', Ryuuhei Suzuki?, A.M.R. Kabir?, Kazuki Sada®?, Akinori Kuzuya®, Hiroyuki Asanuma®, Akira Kakugo®? ('Dept. Chem. Fac.
Sci., Hokkaido Univ., *Grad. Sch. Chem. Sci. Eng., Hokkaido Univ., *Fac. Sci., Hokkaido Univ., *Fac. Chem. Mater. Bioeng., Kansai Univ., *Grad.
Sch. Eng., Nagoya Univ.)

F 2DV DIEFHHRBR

Non-equilibrium dissipation of kinesin

Takayuki Ariga', Michio Tomishige?, Daisuke Mizuno! ('Dept. of Phys., Kyushu Univ., ?Dept. of Appl. phys., Univ. Tokyo)
EHRAICETZRNEADX 2D ViEAREEROEREEA

Direct measurement of the binding rate constant of kinesin to microtubules in living cells

Taketoshi Kambara, Yasushi Okada (RIKEN, QBiC)

Flavobacterium johnsoniae DBEICEET 37 F L —IViEE

The multi-rail structure contributes to gliding motility of Flavobacterium johnsoniae

Satoshi Shibata, Koji Nakayama (Graduate Sch. of Biomedical Sciencces, Nagasaki Univ.)

YA4ATS5X7 - E—ELBEEHICHETZ TNy MHIRET BN

Force generated by single unit in Mycoplasma mobile gliding

Masaki Mizutani', Isil Tulum', Yoshiaki Kinosita?, Takayuki Nishizaka?, Makoto Miyata' ('Osaka City Univ., Grad. sch. Sci., *Gakushuin Univ.,
Fac. Sci.)

Dynamics of Type IV pili controlled by light direction in unicellular cyanobacteria

Daisuke Nakane, Takayuki Nishizaka (Dept. of Phys., Gakushuin Univ.)

YM4AT AT E-ELHRBESL /NI E G349 DIEE N X 1 2 DFER E T OEERR

Determination of domain boundaries and analysis of domain structures of the gliding protein Gli349 from Mycoplasma mobile

Yuuki Hayashi' %, Yoshihiro Nomura?, Manami Wada!, Tasuku Hamaguchi®, Aya Takamori®, Masato Miyata®, Munehito Arai'-? (\Dept. Life Sci.,
Univ. Tokyo, *Dept. Integrated Sci., Univ. Tokyo, *Dept. Biol., Osaka City Univ.)

BENBREEIC L 3FRBHEMOBKEDRR

Swimming motility of deep-sea bacteria measured by high-pressure microscopy

Masayoshi Nishiyama', Chiaki Kato?, Hiroshi Imai®, Shinji Kamimura®, Yoshie Harada* (' The HAKUBI Center, Kyoto Univ., > JAMSTEC, *Chuo
Univ., *Osaka Univ.)

Mycoplasma mobile DR ERBICBET INRTILLESEFRATP 7—E0/NZ07

Paired F-type ATPase paralog in gliding machinery of Mycoplasma mobile

Takuma Toyonaga', Yuhei Tahara!, Noriyuki Kodera?, Tasuku Hamaguchi!, Toshio Ando?, Makoto Miyata' (\Grad. Sch. Sci., Osaka City Univ.,
2Bio AFM-FRC., Kanazawa Univ.)

Dynamics and heterogeneity of ATP production and consumption in single C2C12 myotubes

Naoki Matsuda', Katsuyuki Kunida', Takumi Wada', Haruki Inoue?, Daisuke Hoshino', Shinya Kuroda'? (\Grad. Sch. Sci., Univ. Tokyo, >Grad.
Sch. Frontier Sci., Univ. Tokyo)
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fHEIE 4% / Cell biology

CRAVINIVHFIAINADEHHE

Motile mechanism of influenza C virus

Tatsuya Sakai!, Yasushi Muraki?, Mineki Saito! (' Department of Microbiology, Kawasaki Medical School, *Division of Infectious Diseases and
Immunology, Department of Microbiology, School of Medicine, Iwate Medical University)

WE - HEORAED : AROLBUCEI /NVBEOS4FIIR

Surface motility in eukaryote cilia/flagella: Generality and membrane protein dynamics

Ritsu Kamiya'?, Kogiku Shiba?, Kazuo Inaba?, Takako Kato-Minoura® (' Gakushuin Univ., Fac. Sci., *Tsukuba Univ., Shimoda Marine Res. Ctr.,
3Chuo Univ., Fac. Sci. Eng.)

MWAERY F7—7IL&->THIEEZ & h 3 MIREEER

Spatial confinement of active microtubule networks induces large-scale rotational cytoplasmic flow

Kazuya Suzuki'?, Makito Miyazaki'?, Jun Takagi®, Takeshi Itabashi'?, Shin’ichi Ishiwata' (' Dept. Physics, Waseda Univ., *Waseda Bioscience
Research Institute in Singapor, Waseda Univ., 3Quantitative Mechanobiology Lab., NIG)

BRERY 1 XTI & 3 EEHE ORE/HES O FH

Regulation of cilia and flagella bending movements through the change of axoneme diameter

Toshiki Yagi', Shinji Kamimura?, Hiroyuki Iwamoto® (' Dept. Life Sci., Prefectural Univ. of Hiroshima, *Dept. Biol. Sci., Chuo Univ., 3SPring-8
JASRI)

D FOEER 9 B FREREIE OBEMEE

Assembly mechanisms of the nine-fold symmetry of the centriole structure

Masafumi Hirono (Frontier Biosci. Hosei Univ.)

X HREHET 2 AV - EREVBEEBROBES 17 I 7 X8BH

X-ray fiber diffraction study on structural dynamics of flagellar axonemes of Chlamydomonas

Kazuhiro Oiwa'2, Hiroyuki Iwamoto?, Junya Kirima?, Yu Yamano? ('4dv. ICT Res. Inst. NICT, *Univ. Hyogo, 3SPring8, JASRI)

3-D measurement of bending dependency of the maximum force of the single tracheal cilium

Takanobu A Katoh', Koji Ikegami?, Toshihito Iwase?, Tomoko Masaike>*, Mitsutoshi Setou?, Takayuki Nishizaka! (\Dept. Phys., Gakushuin
Univ., *Dept. Cell Biol. and Anat., Hamamatsu Univ. Sch. Med., *Dept. Appl. Biol. Sci., Tokyo Univ. of Sci., *PRESTO, JST)

TR 7IRIbA 2221807 BIC& 3 EEER/NE O FIETEE

Alpha-synuclein binds unconventional microtubules that have a unique function

Shiori Toba!, Mingyue Jin', Masami Yamada', Takuo Yasunaga?, Yuko Fukunaga®*, Atsuo Miyazawa’*, Kyoko Itoh’, Shinji Fushiki®, Hiroaki
Kojima®, Hideki Wanibuchi’, Yoshiyuki Arai®, Takeharu Nagai®, Shinji Hirotsune! ('Dept. of Genetic Disease Research, Osaka City Univ. Graduate
School of Medicine, *Faculty of Computer Science and Systems Engineering, Kyushu Institute of Technology, *Graduate School of Life Science,
Univ. of Hyogo, *RSC-University of Hyogo Leading Program Center, RIKEN SPring-8 Center, Kyoto Prefectural Univ. of Medicine Graduate
School of Medical Sciences, *Advanced ICT Research Institute, National Institute of Information and Communications Technology, 'Dept. of
Pathology, Osaka City Univ. Graduate School of Medicine, $Institute of Scientific and Industrial Research, Osaka Univ.)

<) Z Tppp (Tubulin Polymerization Promoting Protein) D ¥ & #7417

Analysis of Tppp (Tubulin Polymerization Promoting Protein)

Masahiro Kawakita', Arashi Seki', Katsuyoshi Takaoka?, Hiroshi Hamada?®, Kyosuke Shinohara! (! Tokyo University of Agriculture & Technology,
2EMBL Heidelberg, *RIKEN Center for Developmental Biology)

7 AEMIICH T 5 Dped DHEEERZIR

Role of Dped in motile cilia of mice

Misato Tamegai', Mahito Kikumoto?, Miki Kinoshita?, Akihiro Kawamoto?, Keiichi Namba?, Hiroshi Hamada*, Katsumi Imada?, Akihiro Narita?,
Kyosuke Shinohara! (! Tokyo University of Agriculture & Technology, >Nagoya University, *Osaka University, ‘RIKEN Center for Developmental
Biology)

IFT (EANEZX) (CRET 3EEMIM/NEDOREICEHT MR

The function of the basal body microtubules associated with intraflagellar transport (IFT)

Yurika Koiso, Shin Yamaguchi, Mitsuhiro Sugawa, Takuya Kobayashi, Yoko Y. Toyoshima, Junichiro Yajima (Department of Life Sciences
Graduate School of Art & Sciences, The University of Tokyo)

Distinctive structured radial spoke of mouse sperm underlies wave propagation of flagella

Kaoru Horiuchi', Hironori Ueno?, Akihiro Narita®, Hiroshi Hamada®*, Kyosuke Shinohara! (! Tokyo University of Agriculture and Technology,
2Adichi University of Education, 3Nagoya University, *RIKEN Center for Developmental Biology)
IFIFEFRABEPSBRLAEFIOTINAKR - O

Properties of the Purified Radial Spoke of Chlamydomonas Flagella

Hitoshi Sakakibara!, Yosuke Shimizu!, Pinfen Yang?, Hiroaki Kojima' (! Protein Biophys. Gr., NICT, *Dept. Biol. Sci., Marquette Univ.)
NTPZIOWNERSEIASI V TEHXAH=_XLERD

Unveiling a mechanism for rapid microtubule coiling movement of haptonema

Mami Nomura', Keiko Hirose?, Kogiku Shiba', Kazuo Inaba' ('Shimoda Marine Research Center, University of Tsukuba., *Biomedical Research

Institute, National Institute of Advanced Industrial Science and Technology)
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cAMP ¥ 7 F ) L—ICH T BREMELDOEHE & i

Measurement and control of membrane potential changes in cAMP signal relay

Yusuke V. Morimoto', Masahiro Ueda'? (\QBiC, RIKEN, *>Grad. Sch. Frontier Biosci., Osaka Univ.)

HMEBICH T FRETRMEX S XLOREN  ELENT FIROTREMBOERER

Delineating temporal and spatial sensing in migrating cells: chemotactic wave paradox and rectification of the leading edge response
Akihiko Nakajima!, Shuji Ishihara?, Motohiko Ishida®, Daisuke Imoto?, Satoshi Sawai'? ('Res. Cent. Comp. Sys. Biol., Grad. Sch. Arts Sci., Univ.
Tokyo, 2Sch. Sci. Tech., Meiji Univ., 3Dept. Basic Sci., Grad. Sch. Arts Sci., Univ. Tokyo)

HparEEICLYEEEh 3 HROKEES

Cell-Cell Adhesion guiding Collective Cell Migration

Katsuyoshi Matsushita (Department of Biological Sciences, Graduate School of Science, Osaka University)

HAE THD 7 RO KEEE

Measuring the Forces in Neural Stem Cell Monolayer

Masahito Uwamichi, Masaki Sano (Dept. of Phys., The Univ. of Tokyo)

HRREREIC & T 5 KENEERER O EE IR

Quantitative analysis of collective rotational motion of Dictyostelium cells

Taihei Fujimori!, Akihiko Nakajima'?, Ryo Yokota?, Ryo Nakabayashi*, Gen Honda', Tetsuya Kobayashi?, Satoshi Sawai'? ('Grad. Sch. of Arts
& Sci., Univ. Tokyo, *Res. Ctr. Complex Syst. Biol., Univ. Tokyo, *Inst. of Ind. Sci., Univ. Tokyo, *Univ. Tokyo)

Spatial heterogeneous and transient dynamics during collective cell migration in a monolayer of MDCK epithelial cells

Preetom Nag', Helal Khalifa'-2, Hiroshi Teramoto®, Naoya Yamaguchi*, Chun-Biu Li', Hisashi Haga?, Tamiki Komatsuzaki'? ('Research Institute
for Electronic Science, Hokkaido University, >Graduate School of Life Science, Hokkaido University, 3Hitachi, Ltd. Research & Development
Group, *Skirball Institute of Biomolecular Medicine, New York University Langone Medical Center, USA)
MRROWHAERICE T FEEFEE 2 /NI EDORE

Roles of adherence junction proteins in the collective cell movement in vitro and vivo

Takeomi Mizutani, Kazushige Kawabata (Department of Advanced Transdisciplinary Sciences, Faculty of Advanced Life Science, Hokkaido
University)

BAME C2C12 ILB T B 1 R Y U HliEEE SOK BN S 1 F I 7 R ET—i

Dynamics and Heterogeneity of S6K activity in insulin stimulated-C2C12 myotubes

Haruki Inoue', Katsuyuki Kunida?, Daisuke Hoshino?, Takumi Wada?, Shinya Kuroda'? (\Grad. Frontier Sci., Univ. Tokyo, *Grad. Sch. Sci., Univ.
Tokyo)

Beating rate changes of isolated cardiomyocyte clusters in different thermal environments

Wei Wang, Tomoyuki Kaneko (LaRC, Dept. Frontier Biosci., Hosei Univ.)

BREEEATP t ¥ - ZAVA—HRRVCBRARBE ATP REOAIE

Quantification of single-cell and subcellular ATP concentrations using an improved fluorescent ATP indicator in mammalian cells
Hideyuki Yaginuma, Yasushi Okada (OBiC, RIKEN)

AR DIRIZER B IE O E B 7

Quantitative evaluation of recovery from damage in cancer cells

Morito Sakuma'-2, Kazuhito Tabata'?, Hiroyuki Noji?, Hideo Higuchi! (' Department of Physics, Graduate School of Science, The University of
Tokyo, ?Department of Applied Chemistry, Graduate School of Engineering, The University of Tokyo, >JSPS Research Fellow)
F/BNNVABBICLZMRAGENEMF v - HEFREZRAVEZOBHRA

In situ observation of the intracellular responses to nanosecond pulsed electric fields by Raman and fluorescence spectroscopy

Yusuke Horii, Hirotsugu Hiramatsu, Takakazu Nakabayashi (Graduate School of Pharmaceutical Sciences, Tohoku University)

I bV FYTEHR - BEM - ATP & W 0RO BN

Correlation analysis of transport, membrane potential, and ATP levels of mitochondria and neurite extension

Rika Suzuki, Kohji Hotta, Kotaro Oka (Keio Univ.)

HENBARERN R ML AR K ZHIRT 5

Intracellular local thermogenesis initiates stress granule formation

Beini Shi!, Kohki Okabe'2, Takashi Funatsu' (\Grad. Sch. Pharm. Sci., Univ. Tokyo, >PRESTO, JST)

Investigating the contribution of cytoskeletons on intracellular temperature variation

Takashi Yanagi!, Kohki Okabe!?, Takashi Funatsu! (\Grad. Sch. Pharmac. Sci., Univ. Tokyo, 2JST, PRESTO)

Attempt to Detect Functional Interaction between FoF1-ATPase and Adenine Nucleotide Translocator

Saki Yamashita, Takahiro Shibata, Yoshihiro Ohta (Div. of Biotech. And Life Sci., Inst. of Eng., Tokyo Univ. of Agr. and Tech.)

Effects of mitochondrial volume on the generation of reactive oxygen species

Sawako Kimura', Satoshi Honda?, Norihiro Umeda?, Yoshihiro Ohta' (\Div. of Biotech. And Life Sci., Inst. of Eng., Tokyo Univ. of Agr. and Tech.,
2Dept. of Mech. Sys. Eng., Tokyo Univ. of Agr. and Tech.)

Partial contribution of mitochondrial permeability transition to t-butyl hydroperoxide-induced cell death

Naoko Ashida, Xiaolei Shi, Hyonjin Choi, Yoshihiro Ohta (Div. of Biotech. And Life Sci., Inst. of Eng., Tokyo Univ. of Agr. and Tech.)
Monitoring of mitochondrial activity during cell division

Kyunghak Cho, Kotoe Hirusaki, Yoshihiro Ohta (Div. of Biotech. And Life Sci., Inst. of Eng., Tokyo Univ. of Agr. and Tech.)
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H1FRE - ATRE - 153R1=:E / Biological & Artificial membrane: Signal transduction

NEG—{ELATIBEZRAVWTEES 7 MoK 3R T FVREOHIEHEE 2 BAT 3

Regulation of phototransduction by lipid rafts studied with a micropatterned model membrane

Yasushi Tanimoto', Sakiko Kojima', Fumio Hayashi?, Kenichi Morigaki'-* (\Grad. Sch. Agri, Univ. Kobe, >Grad. Sch. Scie, Univ. Kobe, >Biosignal
Research Center, Univ. Kobe)

2R 51 RBAE L E M 2 AL /2 RalGDS 5 F O EGF KEFH L BEREL X h= X L DR

Elucidation of the EGF dependent localization mechanism of RalGDS molecule to plasma membrane using TIRF microscopy

Ryo Yoshizawa'?, Nobuhisa Umeki?, Masataka Yanagawa?, Masayuki Murata', Yasushi Sako? ('Grad. Sch. Sci., Univ. Tokyo, *Wako Inst., Riken)

IR - NIEE : 44+ 3 7 X /Biological & Artificial membrane: Dynamics

BFHNFELIaAL—YaVICLIEOHMARERI RV X —#IF

Free energy analysis of membrane pore formation by molecular dynamics simulations

Yusuke Miyazaki, Wataru Shinoda, Susumu Okazaki (Grad. Eng., Univ. Nagoya)

Min RSIEELR O MK BB SR

Reconstitution of Min Reaction-Diffusion Waves in Water-in-Oil Microdroplets

Shunshi Kohyama, Nobuhide Doi, Kei Fujiwara (Grad. Sch. Sci. Tech., Keio Univ.)

9871V VB779 XY MEXRBES LV GUV EDHEER

Interactions of a fragment of lactoferricin B with E.coli and single GUVs

Md. Moniruzzaman', Hideo Dohra?, Masahito Yamazaki'>* ('\Grad. Sch. Sci. Tech., Shizuoka Univ., *Res. Inst. Green Sci. Tech., Shizuoka
University, *Res. Inst. Ele., Shizuoka Univ., *Grad. Sch. Sci., Shizuoka Univ.)

748703V 7BBEZRAVAREBENS 4TIV

Intermembrane transfer of fluorescent lipid analogs using photochromic lipid analogs as FRET acceptors

Mariko Sumi'?, Asami Makino', Takehiko Inaba!, Fumihiro Fujimori?, Peter Greimel', Toshihide Kobayashi'? (!Lipid Bio. Lab., RIKEN, *Grad.
Sch. of Humanities and Life Sci., Tokyo Kasei Univ., 3CNRS, France)

EBEEOHZNEFEIHREBRTF K b5V ZAKR=22 10(TPIO)DE—XI VIWADRAICHEEZERS

Mechanical Properties of Lipid Bilayers Affect the Entry of Cell-Penetrating Peptide Transportan 10 (TP10) into Single Vesicles

Md. Zahidul Islam', Sabrina Sharmin', Masahito Yamazaki'>? (\Grad. Sch. Sci. Tech., Shizuoka Univ., *Res. Inst. Ele., Shizuoka Univ., *Grad.
Sch. Sci., Shizuoka Univ.)

—ERNHIFET 2ERBOFEMI RNVF— AV EIR

Analysis of Constant Tension-Induced Rupture of Lipid Membranes Using Activation Energy

Md. Abu Sayem Karal!, Victor Levadnyy'-}, Masahito Yamazaki'-? ('Shizuoka Univ. Grad. Sch. Sci. Tech., >Shizuoka Univ. Res. Inst. Ele., 3Rus.
Acad. Sci.)

MERTF R - vHAZV 2 REBRPICHERT IR THEREOX DX L

A Mechanism of Antimicrobial Peptide, Magainin 2-Induced Pore Formation in Lipid Membranes

Moynul Hasan', Mohammad Abu Sayem Karal', Victor Levadnyy'?, Md. Zahidul Islam', Masahito Yamazaki'>* ('Grad. Sch. Sci. Tech., Shizuoka
Univ., *Rus. Acad. Sci., *Res. Inst. Ele., Shizuoka Univ., *Grad. Sch. Sci., Shizuoka Univ.)

BBRFALZAFO-LVEFV VEREZERICE T3 EHEABEOHE : #FHHhEIaL—a v

Stretch-Induced Interdigitated Phase Formation in Phospholipid/Cholesterol Bilayer: Molecular Dynamics Simulation

Taiki Shigematsu', Kenichiro Koshiyama?, Shigeo Wada? ('JAMSTEC, ?Grad. Sch. Eng. Sci., Osaka Univ.)

HfaY 1 XBFARNICS T2 EFFEROILRE ZOEEALADDFE

Diffusion in polymer solutions confined in cell-sized droplets: effect of confinement size

Chiho Watanabe', Miho Yanagisawa? (\nst. Glob. Innov., Tokyo Univ. Agri. & Tech.,*Grad. Sch. Tech., Tokyo Univ. Agri. & Tech.)
Investigating interactions and dynamics of pleckstrin homology domains on a lipid membrane surface

Eiji Yamamoto', Antreas C. Kalli?, Takuma Akimoto', Mark S.P. Sansom?, Kenji Yasuoka® ('Grad. Sch. Sci. Technol., Keio Univ., *Dept.
Biochem., Univ. Oxford, *Dept. Mech. Eng., Keio Univ.)

HEFE - ATHE : #5& - ¥1% / Biological & Artificial membrane: Structure & Property

DFEZIZNT 5 EEEHENTF K Phenylseptin DBEE i & OHE(ERARIT

Analysis of interaction between antimicrobial peptide phenylseptin containing a D-phenylalanine and membrane

Yuta Matsuo, [zuru Kawamura (Grad. Sch. Eng., Yokohama Natl. Univ.)

ATEFEEF /ZEEFAL = 1 3 FaHRIR#ORRE

Single-molecule observation technique based on a model membrane and a nanometric gap structure

Koji Ando', Humio Hayashi?, Kenichi Morigaki'* (\Grad. Agri., Univ. Kobe, *Grad. Sci., Univ. Kobe, 3Biosignal. Univ. Kobe)
AFFVHERBERTF N RVEZV M BEEVHIO) -2 a7 2 7EREMEE DHROLHAEER

Specific interaction of cationic antimicrobial peptides bombinin H2 and H4 with Leishmania protozoa mimetic membrane
Shiho Kaneda, Akira Naito, Izuru Kawamura (Grad. Sch. Eng., Yokohama Natl. Univ.)
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KOBEEREBICHT BRDOBRIDIHE

Effect of Lateral Tension on Membrane Permeability of Water in Lipid Membranes

Sayed Ul Alam Shibly', Masahito Yamazaki'3 ('Grad. Sch. Sci. Tech., Shizuoka Univ., *Res. Inst. Ele., Shizuoka Univ., *Grad. Sch. Sci., Shizuoka
Univ.)

BA7vRIL) VEELSLEIAIENERFFOREES

Investigation of fluorescence emission from dye-lipid in partially fluorinated lipid bilayer

Toshinori Motegi', Ryugo Tero?, Toshiyuki Takagi’, Hiroshi Takahashi!, Hideki Amii', Toshiyuki Kanamori®, Masashi Sonoyama' (! Gunma
Univ., *Toyohashi Univ. Tech., 3AIST)

NG =L AT ZFIA L 7= NAP-22 DRIEE & REE TR

Membrane binding and aggregation of neuronal acidic protein of 22kDa (NAP-22) studied with a patterned model membrane

Sakiko Kojima', Yasushi Tanimoto', Fumio Hayashi?, Shohei Maekawa?, Kenichi Morigaki'? ('Grad. Sch. Agri., Univ. Kobe, *Biosignal Research
Center, Univ. Kobe, *Grad. Sch. Sci., Univ. Kobe)

Phospholipase C and D induced defects in POPC and POPC: POPG lipid bilayers: A simulation study

M Harunur Rashid', M N Holme?, M M Stevens?, I Yarovsky' ('School of Engineering, RMIT university, Melbourne, Australia, >Department of
Materials, Department of Bioengineering and Institute of Biomedical Engineering, Imperial College, London, UK.)

EfA NMR &€ MD 22 2L =2 aVIlLBRBERTF K7 IXF I X ) F 0 OEEEEE & B R ORFA

Structure and orientation of antimicrobial peptides alamethicin and melittin in membrane revealed by solid-state NMR and MD simulation
Akira Naito', Takashi Nagao', Daisuke Mishima', Namsrai Javkhalantugs?, Jun Wang', Daisuke Ishioka', Kiyonori Yokota!, Kazushi Norisada',
Izuru Kawamura', Kazuyoshi Ueda! ('Grad. Schl. Eng. Yokohama Natl. Univ., ’Schl. Eng. and Appl. Sci., Natl. Univ. Mongolia)
BEX—HEBA7NVICABEN/ADNA AVE1 -2 ERBEFRATNH X T4

Development of a DNA computer-based gene-regulatory system encapsulated in a giant unilamellar vesicle

Koh-ichiroh Shohda', Toru Nishikata', Yutetsu Kuruma?, Akira Suyama' ('Grad. Sch. Arts and Sciences, The University of Tokyo, 2Earth-Life
Science Institute, Tokyo Institute of Technology)

Local pressure tensor calculation for molecular simulations and its application to lipid membranes

Koh Nakagawa, Hiroshi Noguchi (ISSP, Univ. of Tokyo)

Formation of vesicles using self-reproducing oil droplet system

Kensuke Kurihara'?3 ('Okazaki Institute for Integrative Bioscience, *Institute for Molecular Science, *Research Center for Complex Systems
Biology, The Univ. of Tokyo)

TIOFr7147 X2 NOMREY — M EADIES

The binding of actin filament on the cell membrane flat sheet

Shun Wakamatsu', Kuniyuki Hatori', Takashi Okuno? (Grad. Sch. Sci. & Eng., Yamagata Univ., *Fac. Sci., Yamagata Univ.)
TOFUoRMEHALEEXYRY - LOBEZ(L

Shape change of giant liposomes encapsulating actin filaments

Shunsuke Tanaka, Masahito Hayashi, Kingo Takiguchi (Grad. Sch. Sci., Nagoya Univ.)

&M - FRE -2 H / Photobiology: Vision & Photoreception

ERFFAFREERAVEY O F T EQVRTFOHREERRR

ATR-FTIR study on the interactions between bovine opsin and odorants

Kunisato Kuroi!, Takefumi Morizumi?, Hisao Tsukamoto!, Oliver P Ernst?, Yuji Furutani' (\nst. for Mol. Sci., >Univ. Toronto)

Glu38lLys REEAEZRAWVAZT7 MY IV T v 0OL 4 DERIE X H = X L ORI

Photoreaction mechanism of chicken cryptochrome4 studied by using a Glu381Lys mutant

Hiromasa Mitsui, Kota Miura, Keiko Okano, Toshiyuki Okano (Dept. Eng. and Biosci., Grad. Sch. Adv. Sci. and Eng., Waseda Univ.)
ZIM)IYT M/ OLAORKEFENEHEERARFEINFFXAZZLA

Identification of chicken CRY4-interacting molecules and the interaction mechanism

Ayano Orii, Shingo Kondo, Keiko Okano, Toshiyuki Okano (Dept. Eng. and Biosci., Grad. Sch. Adv. Sci. and Eng., Waseda Univ.)
REGRMRICRRY 2 (MEOREELEE

Thermal activation rates of visual pigments expressed in rods

Keiichi Kojima', Yuki Matsutani!, Masataka Yanagawa?, Takahiro Yamashita!, Yasushi Imamoto', Osamu Hisatomi?, Yumiko Yamano®, Akimori

Wada*, Yoshinori Shichida' ('Grad. Sch. Sci., Kyoto Univ., *Cell. Info. Lab., Riken, *Grad. Sch. Sci., Osaka Univ., *Kobe Pharm. Univ.)
FFVZXTF21—2 VI3 PDE & “BERICT EMWKT S

Transducin activates cGMP phosphodiesterase indirectly

Teizo Asano, Shuji Tachibanaki, Satoru Kawamura (Grad. Sch. Frontier Biosci., Osaka Univ.)

ERRNFREICLZVIVRBZHEMEDN S DB A+ ESHBEUOE SRR

Structural analysis of chloride binding site of monkey green studied by light-induced difference FTIR spectroscopy

Shunta Nakamura', Kota Katayama?, Hiroo Imai?®, Hideki Kandori! ('Grad. Sch. Eng., Nagoya Inst. Tech., ?Dept. Pharm CWRU, USA, *Primate

Res Inst., Kyoto Univ.)
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HOBHMOXZIE L /87 E Opns DB K

Diversity of the photoreceptor protein OpnS5 found in deuterostomes

Takahiro Yamashita', Tkutaro Sawada', Keita Sato?, Naoaki Sakamoto?, Keisuke Takahashi', Naoyuki Iwabe!, Hideyo Ohuchi?, Takashi
‘Yamamoto®, Yoshinori Shichida! ('Grad. Scl. of Sci., Kyoto Univ., 2Okayama Univ. Grad. Sch. of Med., *Grad. Scl. of Sci., Hiroshima Univ.)
Light-dependent association and dissociation of arrestin with bistable opsins

Takashi Nagata', Mitsumasa Koyanagi' 2, Emi Yamashita-Kawano', Robert Lucas?, Akihisa Terakita' (' Graduate School of Science, Osaka City
University, 2JST PRESTO, *Faculty of Life Sciences, The Unversity of Manchester)

BATFLIAFUVORTZARNYT 2 b - pdd DECEE DRI

Self-association of p44, a splice variant of visual rod arrestin

Yasushi Imamoto', Keiichi Kojima', Toshihiko Oka?, Takahiro Yamashita!, Yoshinori Shichida! ('Grad. Sch. Sci., Kyoto Univ., *Grad. Sch. Sci.,
Shizuoka Univ.)

ERICHAHZORFNTY VEREO FTIR R

FTIR study of disease-causing mutations of rhodopsin

Akiko Enomoto', Shunta Nakamura!, Kota Katayama?, Hiroo Imai?, Hideki Kandori! ('Nagoya Inst. Tech., ?Dept. Pharm., CWRU, USA, >Primate
Res. Inst., Kyoto Univ.)

N-terminal region of modified Volvox channel rhodopsin-1(mVChR1) enchances Na+ Influx by drowing hydrogen ion

Yuko Sakajiri', Kanako Hara?, Yoshito Watanabe?, Tetsuya Sakajiri®, Eriko Sugano?, Hiroshi Tomita'? ('Ugas. Agr. Iwate Univ., *Se. Iwate Univ.,
3Fac. of Nutr. Sci., Morioka Univ.)

7 JIRIKAROMAIKIC S T 3 LEHE L ERISEHE

A wide-range spectral photosensitivity in the puffer fish ocular cells

Keiko Okano!, Shoichi Ozawa', Hayao Sato!, Sawa Kodachi!, Masaharu Ito!, Toshiaki Miyadai?, Akihiro Takemura?, Toshiyuki Okano' (' Dept.
Eng Biosci, Grad. Sch. Adv Sci. and Eng, Waseda Univ., *Fac Marine Biosci, Fukui Pref. Univ., 3Dept. Chem Biol. & Marine Sci. Fac Sci., Univ.
Ryukyus)

Guillardia theta B3RO K72 V85 2159 B OR FHE RN

Molecular functions of rhodopsin-like proteins from Guillardia theta

Yumeka Yamauchi'!, Masae Konno!, Keiichi Inoue'-2, Satoshi Tsunoda', Hideki Kandori' (‘Nagoya Inst. tech., >JST. PRESTO)

BEEAEOL ORBHAF KT

Light-driven ion-pump activity of native marine bacteria

Yuichi Hashimoto!, Rei Abe-Yoshizumi', Yoshitaka Kato!, Keiichi Inoue!?, Hideki Kandori! (\Nagoya Institute of Technology, >JST PRESTO)

JeEH)  F£E R | Photobiology: Photosynthesis

R R ABME Al tepidum RO RBRES RO ERFER & 578 F a0 FHE T

Purification and spectroscopic study of the light-harvesting complexes from thermophilic purple bacterium Allochromatium tepidum

N. Nakamura!, S.-W. Lu?, A. Ohkoshi!, K. Okazaki', T. Kawakami', M. T. Madigan?, Y. Kimura?, S. Otome' ('/baraki Univ., >Grad. Sch. Agri.
Sci., Kobe Univ., 3Southern Illinois Univ.)

Thermochromatium tepidum HREHHE 1 EAEFICH T 2 BIAFENHERAED G LR

Spectroscopic characterization of site-directed mutants in Light-Harvesting 1 complex from Thermochromatium tepidum

Kanako Hashimoto', Seiji Akimoto?, Kenji Nagashima®, Takashi Ohno!, Sheiu Otomo*, Yukihiro Kimura! (! Graduate school of Agriculture, Kobe
University, *Graduate school of Science, Kobe University, *Research Institute for Photobiological Hydrogen Production, Kanagawa University,
“Faculity of Science, Ibaraki University)

RERABERSEICE T2 ERM A REOHEER

Structural basis for the metal-ion recognition of the bacterial core light-harvesting complex

T. Kawakami!, L.-J. Yu>3, Y. Kimura®*, S. Otomo? ('Grad. Sch. Sci. Eng., Ibaraki Univ., *Ibaraki Univ., 3Present address: Grad. sch. Boi.,
Okayama Univ., *Grad. Sch. Agri. Sci., Kobe Univ.)

NMR study of the interaction on the two ferredoxin isoforms with ferredoxin-NADP* reductase

Risa Mutoh'2, Akane Furuya®3, Takahisa Ikegami*, Michael Hippler® (' Faculty of Sci., Fukuoka Univ., *Inst. for Protein Research, Osaka Univ.,
3Grad. Sch. of Sci., Osaka Univ., *Grad. Sch. of Med. Life Sci., Yokohama City Univ., >Inst. for Biology and Biotechnology, Univ. of Munster)
FA—X7% /3 FOBREXBEMUIG 2BOXSGEREFOERE T 500mV b R4 3B

Redox potential difference of 500 mV for menaquinones in two types of photosynthetic reaction centers

Keisuke Kawashima', Hiroshi Ishikita'-> ('Grad. Sch. Eng., Univ. of Tokyo, >RCAST, Univ. of Tokyo)

AV F NG 7 I THREBRRIGHRDOBIERINE L &R H IR

Analyses of transient absorption changes and low-temperature fluorescence in the photosynthetic reaction center of heliobacteria

Hirozo Oh-oka!, Risa Kojima!, Chihiro Azai?, Risa Mutoh?, Genji Kurisu?, Shigeru Itoh* (' Graduate School of Science, Osaka University, >College
of Life Science, Ritsumeikan University, Institute for Protein Research, Osaka University, *Center for Gene Research, Nagoya University)
Magnetic structure of reduced [2Fe-2S] Rieske cluster from green sulfur bacteria Chlorobaculum tepidum studied by ESEEM

Naotaka Terashima (photobioenergetics lab, graduate school of science, Nagoya university)
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17 B AT Bk S Ul E Thermochromatium tepidum HERRIEHDEESEICE T D AN LA F 2 OHEEER. BEMERE

Functional and structural roles of calcium ion in the reaction center from thermophilic purple bacterium, Thermochromatium tepidum
Michie Imanishi', Masayuki Kobayashi?, Manami Kobayashi', Mari Matsuzaki®, Yuki Yura’, Takashi Ohno?, Seiu Otomo*, Yukihiro Kimura?
('Faculty of Agriculture, Kobe University, *Ariake National College of Technology, *Guraduate school of Agriculture, Kobe university, *Faculty of
Science, Ibaraki University)

Initial formation of the radical pair in reaction center complex of Heliobacterium modesticaldum detected by transient ESR

Hiroyuki Tsukuno!, Risa Mutoh?, Genji Kurisu>*, Hirozo Oh-oka?, Hiroyuki Mino! (!\Grad. Sch. Sci., Nagoya Univ., *Grad. Sch. Sci., Osaka
Univ., *Dept. Applied Phys. Fac. Sci., Fukuoka Univ., *Ins. Pro. Res., Osaka Univ.)

77EVAVNIVETHETAIRER

Artificial photosynthesis based on the engineered flavoprotein LOV

Nozomi Ueda, Yukiko Ono, Tatsuya Iwata, Masayo Iwaki, Hideki Kandori (Nagoya Institute of Technology)

BFHNFELIAL—-Ya VIS ABEREFAOBCHEMBEICHT 3 EROMA

Theoretical study on the self-organization process of the light-harvesting complexes with molecular dynamics simulation

Marie Yamauchi!, Shinji Saito>?, Masahiro Higashi* (! Graduate School of Engineering and Science, University of the Ryukyus, >Department of
Theoretical and Computational Molecular Science, Institute for Molecular Science, *The Graduate University for Advanced Studies (SOKENDAI),
“Faculty of Science, University of the Ryukyus)

&M - KE=F - St / Photobiology: Optogenetics & Optical Control

VT FEREDAFFFrRNVART IOV DAAVEBAN_ALOERERRICLIHMA

Electrophysiological study of cation channelrhodopsins from cryptophyte algae

Satoshi Tsunoda!, Yumeka Yamauchi!, Masae Konno!, Keiichi Inoue'-, Hideki Kandori' (\Grad. Sch. Sci., Nagoya Inst. of Tech., >JST, PREST)
FoFFrxNORT D22 OXBAR Cl/H ¥ mHi%EE

A light-dependent CI/H" antiport activity in anion channelrhodopsin-2

Satoko Doi', Takashi Tsukamoto', Srikanta Chowdhury?, Susumu Yoshizawa?, Akihiro Yamanaka?, Yuki Sudo! ('Grad. Sch. of Med. Dent. &
Pharm. Sci., Okayama Univ., >RIEM, Nagoya Univ., >AORI, Univ. of Tokyo)

H—F74Yv/0OFTo U OMEME - EREGFEEOREERE

Structural basis for high thermal stability and efficient optogenetic function of thermophilic rhodopsin

Takashi Tsukamoto', Kenji Mizutani?, Taisuke Hasegawa®, Megumi Takahashi*, Naoya Honda', Naoki Hashimoto?, Kazumi Shimono®, Seiji
Miyauchi®, Shin Takagi®, Shigehiko Hayashi®, Takeshi Murata?, Yuki Sude' ('Okayama Univ., >*Chiba Univ., *Kyoto Univ., *Nagoya Univ., > Toho
Univ.)

FRERO N7 2 v ORI

Characterization of a novel enzyme rhodopsin

Kazuho Yoshida', Satoshi Tsunoda!, Leonid S. Brown?, Hideki Kandori' ('Nagoya Inst. Tech., *Univ. Guelph)

AZ- 7 ERREERTHEDEORNT S L OMR

Microbial rhodopsins with unique photoreaction

Yoshitaka Kato, Keiichi Inoue, Shota Ito, Satoshi Tsunoda, Yurika Nomura, Hideki Kandori (Grad. Sch. Eng., Nagoya Inst. Tech.)

AR DFZIE - E1E / Origin of life & Evolution

TA4/AFNAREXBREORMEEZEE LAATHROMASE

A step towards creating life: Development of the hybrid cell based on the fusion of micron-scaled device and E. coli

Yoshiki Moriizumi'-2, Kazuhito V. Tabata'->3, Rikiya Watanabe'-*, Tomohiro Doura*, Mako Kamiya>*, Yasuteru Urano*>°, Hiroyuki Noji'*
("Dept. Appl. Chem., Grad. Sch. Eng, Univ. Tokyo, 2ImPACT, Cab. Office, Gov. Japan, >*PRESTO, JST, *Grad. Sch. Med., Univ. Tokyo, Grad. Sch.
Pharm, Univ. Tokyo, *CREST, AMED)

BIREHKRL -BIFH DNA BE D X7 LDHEIL

The establishment of translation-coupled recursive DNA replication system

Yoshihiro Sakatani!, Norikazu Ichihashi'? ('Grad. Sch. Info., Osaka Univ., *Grad. Sch. Bio., Osaka Univ.)

Characterization on Escherichia coli L-Form

Shino Toe!, Kazuhito V. Tabata®**, Yoshiki Moriizumi??, Hiroyuki Noji>? (\Dept. Appl. Chem., UG. Sch. Eng, Univ. Tokyo, >Dept. Appl. Chem.,
Grad. Sch. Eng, Univ. Tokyo, *ImPACT, Cab. Office, Gov. Japan, *PRESTO, JST)

MEED B ROB A ICL 3EETFORE

The origin of genes through spontaneous symmetry breaking

Nobuto Takeuchi (Univ. Tokyo, Grad. Sch. of Arts and Sciences)

AREEICE S L BT I/ BEREREEOERIVER

Theoretical investigation of the generation of L-form amino acid excess by the CPL irradiation

Akimasa Sato', Mitsuo Shoji%, Katsumasa Kamiya?, Kenji Shiraishi#, Kazuhiro Yabana?, Yasuteru Shigeta?, Masayuki Umemura’ (' Grad. Sch.
Pure. App. Sci., Univ. Tsukuba, *Center Comp. Sci., Univ. Tsukuba, 3Center Basic Edu. Integ. Learn., Kanagawa Inst. Tech., *Inst. Mat. Sys. Sust.,
Nagoya Univ.)
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77 LEYE 7/ L\WEE | Genome biology: Genome structure

3D/ LEENEEAN-ZRETI Y

Population-based framework of 3D genome modeling

Takeshi Sugawara (RcMcD, Hiroshima University)

Dynamic chromatin domains revealed by super-resolution live-cell imaging

Tadasu Nozaki', Sachiko Tamura!, Ryosuke Imai!, Tomomi Tani?, Masaru Tomita®, Takeharu Nagai?, Yasushi Okada®, Kazuhiro Maeshima!
("Natl. Inst. Genet., >MBL, *Inst. Adv. Biosci., Keio Univ., *ISIR, Osaka Univ., >QBiC, RIKEN)

AREBER IO F BEOMERER

Comprehensive Analysis of Chromatin Dynamics in Fission Yeast

Toshinori Namba', Sayaka Suzuki?, Takeshi Sugawara', Da-Qiao Ding?, Yasushi Hiraoka®, Yuichi Togashi!, Masaru Ueno®, Shin-ichi Tate!
('ReMcD, Hiroshima Univ., *Dept. of Math. and Life Sci., Hiroshima Univ., *Adv. ICT Res. Inst., NICT, *Dept. of Biol. Sci., Osaka Univ., Grad.
Sch. of Adv. Sci. of Matter, Hiroshima Univ.)

NAFA2LTA3T 147X &Y / I 7 X/ Bioinformatics: Structural genomics

RENDRLEZBEERINEAEGHEDEE - HEAVEX LI/ — LBREKHTE

Predict nucleosome positioning by incorporating the frequencies and distributions of three length-different nucleotide segments

Akinori Awazu'? ('Dept. of Math. and Life Sciences, Hiroshima Univ., >RcMcD , Hiroshima Univ.)

New rules of protein structures

Shunsuke Nishiyama!, Shintaro Minami?, George Chikenji' ('Dept. of Comp. Sci. & Eng., Nagoya Univ., >Grad. Sch. of Inf. Sci., Nagoya Univ.)
27 F Motion Tree = & 3 & ZE (L DB

Description of protein structural changes by full-atom Motion Tree

Ryotaro Koike (Grad. Sch. of Info. Sci., Nagoya Univ.)

BFHNFEERAVE FIVINVEIVEOT 7=V FEA4FII2R

Unfolding dynamics of poly-glutamic acid in using molecular dynamics method

Naoki Ogasawara', Ryosuke Iwai', Kota Kasahara?, Tetsuro Nagai®, Takuya Takahashi® ('Grad. Sch. Life. Sci., Ritsumei. Univ., >Col. Life. Sci.,
Ritsumei. Univ., 3Col. Sci., Univ. Nagoya)

MEGADOCK-Azure: Microsoft Azure 7 777 FIRIETOMTI 2 /N7 EREBEER FRGE

MEGADOCK-Azure: High-performance protein-protein interaction predictions on Microsoft Azure HPC

Masahito Ohue', Yuki Yamamoto'?, Hiroyuki Sato’, Takashi Matsushita®, Yutaka Akiyama'? (\Sch. of Computing, Tokyo Tech.,>ACLS, Tokyo
Tech., 3 IMSBIO Co., Ltd.)

FEINWMEEFRT VY vIVEEE “SEEBFME" ORFE EI&E

Development and Evaluations of a Fast and Accurate Non-Ewald Electrostatic Potential Scheme, the Zero-Multipole Summation Method
Kota Kasahara!, Shun Sakuraba?, Ikuo Fukuda?, Jinzen Ikebe*, Ryuhei Harada® (' Col. Life Sci., Ritsumeikan Univ., *Grad. Sch. Frontier Sci., Univ.
Tokyo, 3IPR, Osaka Univ., *QST, MMS, >CCS, Univ. Tsukuba)

Local structures around protein phosphorylation sites

Hafumi Nishi, Kengo Kinoshita (Grad. Sch. Info. Sci., Tohoku Univ.)

REVINVEDOEERE 93 74— IV FORIE

We found at least 93 membrane protein folds in structure classification

Tsukasa Ueno!, Masato Sakai', Masami Ikeda?, Makiko Suwa'? (\Biol. Sci., Grad. Sci. Eng., Aoyama Gakuin Univ., *Chem. Biol. Sci., Sci. Eng.,
Aoyama Gakuin Univ.)

INAFA 2 TH<T 100X pFEAE / Bioinformatics: Molecular evolution

Culture-independent identification of genes encoding agarase from environmental bacteria using agarose gel microdroplets

Eiji Shigihara', Ryo lizuka', Takashi Sakurai', Yuji Hatada?, Dong Hyun Yoon?, Tetsushi Sekiguchi?, Shuichi Shoji?, Takashi Funatsu' (! Grad.
Sch. of Pharm. Sci., Univ. Tokyo., *Dept. of Life Sci. and Green Chem., Saitama Inst. of Technol., *Dept. of Nanosci. and Nanoeng., Waseda Univ.,
“Res. Org. for Nano&Life Innov., Waseda Univ.)

ATTFEBEE—ERZAVEREENTF FOSFEILHE

Molecular evolution of antimicrobial peptides using artificial planar lipid bilayers

Naoki Saigo', Yusuke Sekiya?, Hirokazu Watanabe?, Ryuji Kawano? (' Tokyo Univ. of Agri. & Tech. Dept. of Biotech. Life Sci., *Tokyo Univ. of
Agri. & Tech. Dept. of Biotech. Life Sci., 3Tokyo Univ. of Agri. & Tech. Dept. of Biotech. Life Sci.)

SUNTEIA-NRLIPBRE 7V A LRINDERZE Ty EVJICL BB NIV EBORE

Distributed representation analysis of a protein corpus: Can we identify fake proteins by mapping random sequences on a semantic space?
Hiroshi Imamura, Shinya Honda (4/S7)

EOEBEREEOTEHEX

Selection maintaining protein stability at equilibrium

Sanzo Miyazawa
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=138l / Measurements

FEFENBERRIC L 2NPAREBOEMEOIAN LTI TR X =TT

Time-lapse imaging of elastic modulus of ascidian embryo during early development by atomic force microscopy

Yuki Fujii', Wataru Koizumi?, Taichi Imai?, Kohji Hotta?, Kotaro Oka?, Takaharu Okajima! ('Grad. Schl. Inform. Sci. and Tech. Hokkaido Univ.,
2Grad. Schl. Biosci. and Bioinfo. Keio Univ.)

E5AIEERDE Raf DEMIA ALEX &1

In-cell ALEX measurement of cytosolic signaling protein Raf

Kenji Okamoto', Kayo Hibino?, Yasushi Sako' ('RIKEN, 2NIG)

HWRAREICETZ 7 FEAGFECHATLHEO mRNA ISHT 3 HMEADFE

Contribution of self-complementarity of antisense molecule to the affinity for mRNA in intracellular environment

Shunsuke Takeda', Kohki Okabe'?, Takashi Funatsu' ('Grad. Sch. Pharm. Sci., Univ. of Tokyo, >PRESTO, JST)

BRI ANREICELZNITIT7—HBROREEEIE

Measuring metabolic activities in single bacterial cells by Raman microspectroscopy

Yota Kato', Hiroshi Ueno', Hiroyuki Noji'? (‘\Grad. Sch. Eng., Univ. Tokyo, 2ImPACT, JST)

ER#MEY - FOTERRIES ¥ EFEBAA A4 52 ZABEWE

Scanning ion conductance microscopy (SICM) measurement of apical membrane fluctuation in epithelial cell monolayer

Kenta Aoki', Ryosuke Tanaka!, Cho Nam-Joon?, Takaharu Okajima' ('Grad. Schl. Inform. Sci. and Technol., Hokkaido Univ., *NanyangTechnol
Univ.)

HAEREEEFKEICL VEAS »ICE - E#MBEA T OS FEH & BEHIESORR

The relationship between rotational diffusion and crowding in living cell revealed by polarized fluorescence correlation spectroscopy
Makoto Oura!, Johtaro Yamamoto?, Takahiro Matsuda!, Jian Ping Gong?, Masataka Kinjo? (' Hokkaido Univ. Grad. Sch. Life Sci., >Hokkaido Univ.
Fac. Adv. Life Sci.)

MRS x-SV T RATFLERWVWET /N F 70— 7 OEGESEFE

Evaluation of biocompatibility of nano-bio probes by using Cell imaging system

Yuko Nakane'?, Takashi Jin? (Tomy Digital Biology Co., Ltd., >RIKEN QBiC)

&F/HFERAVEMERICE ZHMBABRE OF#H

Manipulating the local temperature in a single cell with gold nanoparticles

Takaaki Honda', Kohki Okabe'-?, Takashi Funatsu' ('Grad. Sch. Pharma., Univ. Tokyo, >2JST PRESTO)

ATHRaRFSE ICmT 7=#8R ATP JRE O EE &A% 3

Development of Quantitative ATP Concentration Measurement Method in Single Cells for Artificial Cell System

Hiroki Ashikawa!, Kazuhito V. Tabata!?3, Hiromi Imamura*, Rikiya Watanabe'-?, Hideyuki Yaginuma®, Hiroyuki Noji'? (' Dept. Appl. Chem.,
Grad. Sch. Eng., Univ. Toyko, 2ImPACT, CAO, Govt. Japan, 3PRESTO, JST, *Grad. Sch. Bio., Univ. Kyoto, >QBiC, RIKEN)

NAF B RTLDEDODKFETENTZ 7 ALY AVEBEOT I /BEETVOEBRERIFERINS L OEXES FHEEIC
BT 38R

Voltage current property of amino acid containing hydrogel and molecular film on hydrogenated amorphous silicon film for biosensor
system

Makoto Horigane!, Shotaro Minato', Hiroshi Masumoto?, Takashi Goto®, Yutaka Tsujiuchi! ('Mat. Sci. & Eng., Akita Univ., *Front. Res. Inst.,
Tohoku Univ., 3Inst. Mat. Res., Tohoku Univ.)

*vF v 71 HREARICE 3707 7 — Y OBRBEROFIEEHR

Studies on regulation mechanism of multiple phagocytosis of macrophage by single cell on-chip measurement assay

Yoshiki Nakata', Hideyuki Terazono?, Masao Odaka?, Kenji Matsuura?, Akihiro Hattori?, Kenji Yasuda' ('Dept. Physics, Waseda Univ., “WASEDA
Biosci. Res. Inst. Singapore (WABIOS), Waseda Univ.)

Development of Novel Scanning Microscope for Measurement of Emission and Excitation Spectra Simultaneously

Sankar Jana, Yutaka Shibata (Tohoku University)

INA F A X =327 | Bioimaging

BEAFM ICL 37 7 F R MBREE S /N7 H MamK i O EIZRR

Direct observation of actin-like MamK cytoskeletal filaments by high-speed AFM

Yousuke Kikuchi!, Marina Inagawa?, Zachery Oestreicher!, Azuma Taoka'-3, Yoshihiro Fukumori' ('Sch. of Nat. Sys., Col. of Sci. and Eng.,
Kanazawa Univ., >Grad. Sch. of Nat. Sci. and Tech., Kanazawa Univ., 3Bio-AFM Center, Col. of Sci. and Eng., Kanazawa Univ.)

=& AFM |Z & 2 H#ll & S. solfataricus AR I Z R BEEHERHE(ssoMCM) 2 NV BREAKEORE

Observation of S. solfataricus archaeal minichromosome maintenance (ssoMCM) protein complex by high-speed AFM

Daisuke Noshiro!, Noriyuki Kodera-2, Toshio Ando'? ('Bio-AFM FRC, Inst. of Sci. & Eng., Kanazawa Univ., >PRESTO, JST, *CREST, JST)
ZPLTRMIT Y O ILLBBRAEENER AFM BRE

High-speed AFM Observation of Membrane Pore Formation by Streptolysin O

Hirotaka Ariyama!, Noriyuki Kodera!, Toshio Ando'? ('Bio-AFM Frontier Research Center, Kanazawa Univ., *Dept. Phys., Kanazawa Univ.)
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X ML ZAFEHAATEYE mRNA DF / A7 — VBN X =D T

Nanoscale Fluorescence Imaging of Endogenous mRNAs in Stress Granules

Ko Sugawara', Kohki Okabe!?, Takashi Funatsu! (\Grad. Sch. Pharm. Sci., Univ. of Tokyo, 2JST, PRESTO)

AMZzEAPEEE - aEERAMEYA bX M) -

Ghost Cytometry: fluorescence “imaging” cytometry beyond human's limit

Sadao Ota'2, Hiroyuki Noji'? ('Sch. Eng., Univ. Tokyo, %JST, PRESTO, 3JST, ImPACT)

BEEtOE— FEERERAWVWETIFVERXDZXLO 1 BTN

Single molecule observation of actin polymerization using linear zero-mode waveguides

Soichiro Fujii!, Ryo lizuka', Masamichi Yamamoto!, Makoto Tsunoda', Takashi Tanii?, Takashi Funatsu' ('Grad. Sch. Pharm. Sci., Univ. Tokyo,
2Fac. Sci. Eng., Waseda Univ.)

T #BRIE AL IC & 1T 5 M/INEEHRE O BRRERIR

Super-resolution analysis of microtubule dynamics on T cell activation

Hengyu Shi, Yuma Ito, Wei Ming Lim, Kumiko Sakata-Sogawa, Makio Tokunaga (Sch. Life Sci. Tech., Tokyo Inst. Tech.)

BREOERM v F L ITREZVNVBICSFEHEBREEAI XDV T

Simple and easy way for superresolution imaging by spontaneously switching-on fluorescent protein

Yoshiyuki Arai, Hiroki Takauchi, Takeharu Nagai (ISIR, Osaka Univ.)

HERATIVEFF+ ORI - BEFHESBREHARXAN X -2 7 70-TORK

Development of spontaneously blinking fluorophores based on nucleophilic addition of intracellular glutathione for superresolution imaging
Akihico Morozumi'*, Mako Kamiya’, Shinnosuke Uno!, Keitaro Umezawa', Toshitada Yoshihara?, Seiji Tobita?, Yasuteru Urano'?* (' Grad.
Sch. of Pharm. Sci., The Univ. of Tokyo, *Grad. Sch. of Med., The Univ. of Tokyo, *Grad. Sch. Sci. Tech., Gunma Univ., *AMED CREST, >JST
PRESTO)

BHITH 7 AOREEHR 2 FRICT 2LERAEBEEM LV — OFK

Development of a chemiluminescent voltage indicator applicable to brain activity recording in freely moving mice

Shigenori Inagaki', Masakazu Agetsuma’, Hidekazu Tsutsui**, Yoshiyuki Arai?, Kazushi Suzuki’, Yuka Jinno*, Yasushi Okamura'#, Tomoki
Matsuda?, Takeharu Nagai'->® (\FBS., Univ. Osaka, *ISIR., Univ. Osaka, *Sch. Mat. Sci., JAIST, *Grad. Sch. Med., Univ. Osaka, *Dep of Biotech,
Univ. Osaka)

BEH19FM x-S TERBORARE

Development of automatic single molecular imaging system

Masato Yasui'!, Jun Kozuka', Michio Hiroshima', Taku Tsuzuki?, Yasushi Sao® ('"RIKEN QBiC, *Osaka University, *RIKEN Cellular Informatics
Laboratory)

Fluorescence recovery after photobleaching (FRAP) analysis of INO80 chromatin remodeling complex

Tsubasa Isogaki', Yuma Ito', Shota Ichikawa', Hiroshi Kimura?, Masahiko Harata®, Kumiko Sakata-Sogawa', Makio Tokunaga' ('Sch. Life Sci.
Tech., Tokyo Inst. Tech., 2Inst. Innov. Res., Tokyo Inst. Tech., 3Grad. Agr. Sci., Tohoku Univ.)

The Correspondence between Raman Microspectroscopy and Omics Data

Koseki Kobayashi-Kirschvink!, Hidenori Nakaoka', Arisa Oda?, Kunihiro Ohta®?, Yuichi Wakamoto' (!Dep. Bas. Sci., Univ. Tokyo, *Dep. Life.
Sci., Univ. Tokyo, 3Dep. Bio. Sci., Univ. Tokyo)

EFHEMRED /= DEIRILIE/Ny o5 — T Eos/PIONE DE L 5 R

Further progress of Eos/PIONE for image analysis packages for electron microscopy

Takuo Yasunaga, Takafumi Tsukamoto, Ayaka Iwasaki (Dept. of Biosci. Bioinfo., School of Comp. Sci. Systems, Eng., Kyushu Inst. Tech.)

X HREREFL—Y—2AVAIE—-LY FEFA X -V TERICE T Z T — 4B OB BEEBHRZOZRTHEERITAD
|

Automated data analyses for 3D structural reconstruction of yeast nuclei in coherent diffraction imaging using X-ray free-electron laser
Yuki Sekiguchi'2, Amane Kobayashi'-2, Koji Okajima'-?, Tomotaka Oroguchi'-?, Masayoshi Nakasako!?, Masaki Yamamoto? ('Grad. Sci. Tech.,
Keio Univ., >RIKEN SPring-8 Center)

INAFI > =T 1) > % | Bioengineering

7# b0y 753 FERRALEEDTFEG 2 /57 EOXRERTH

Photo-regulation of Small G protein RhoA using Photochromic Molecules

Kaori Masuhara', Masahiro Kuboyama', Nobuyuki Nishibe?, Shinsaku Maruta'? ('Grad. Sch. Bioinfo., Univ. SOKA, *Dept. Bioinfo., Fac.
Engineer., Univ. SOKA)

Structure and mechanism of the multimerization of small GTPase protein Ras induced by chamical modification at HVR domain
Takashi Hashimoto', Shinsaku Maruta', Yasunobu Sugimoto? (!Soka University, 2Nagoya University)

RIXBEY A b HI Vv ORERZMES I BFEAKRKRIN— TREDER

Selection of the loop length about circularized cytokines

Risa Shibuya!, Takamitsu Miyafusa?, Wataru Nishima?, Shinya Honda? (!Front. Sci., Univ. of Tokyo, 2BMRI, AIST)

Interaction between ring or linear DNA vs. nanopore/nanoslit

Takayuki Nakayama!, Yoshiaki litsuka!, Seiya Minato!, Surat Wangwarunyoo?, Naoto Sakashita', Kentaro Ishida', Toshiyuki Mitsui! (' Coll. of
Sci. & Eng., Aoyama Gakuin Univ., >*Chulalongkorn Univ.)
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2P0s308 Photo-regulation of Small G-proteins Ras Using Photochromic Molecules
Masahiro Kuboyama, Kaori Masuhara, Shinsaku Maruta (Soka University)
2P0s309 MEREEEF v XUHBOEHD 10F/ X = MNVAT—IVOETEHEIODDNA AV HIF /B
DNA origami nanostruture with pore of ten nanometer scale for forming channel on lipid membrane
Koichiro Katayama!, Ibuki Kawamata!, Yuki Suzuki'-2, Satoshi Murata!, Shin-ichiro Nomura! (!Graduate school of Engineering, Tohoku
University, *Frontier Research Institute for Interdisciplinary Sciences, Tohoku University)
2P0s310* EFRIENBIZEZ T4/ L DNA O KN : FREBRFEZORE
How to keep genome-sized DNA safe against stirring stress: Quantitative analysis through single DNA observation
Hayato Kikuchi, Yuko Yoshikawa, Rinko Kubota, Kenichi Yoshikawa (Lab. Biol. Phys., Facul. Life Med. Sci., Doshisha Univ.)
2Pos311* Four-way junction DNA J4BEIC & 2 45 R A microRNA RIR/N 4 — 2 D BEAVIEH
Programmable system for recognition of microRNA expression pattern using four-way junction DNA formation
Moe Hiratani, Masayuki Ohara, Ryuji Kawano (7he Dep. of Biotech. and Life Sci., Tokyo Univ. of Agr. and Tech.)
2Pos312 ¥IC& 3 DNA NS FOFNDINE =V
Patterning of DNA hydrogel using light
Suguru Shimomura, Takahiro Nishimura, Yusuke Ogura, Jun Tanida (Grad. Sch. Info. Sci. & Tech., Osaka Univ.)
2P0s313 F X FBRBRHRILLBINITIVTNA T Y —DHEERERE
Modification of ligand specificity in bacterial biosensor with hybrid chemoreceptors
Hana Satou?, Nao Fujii?, Takashi Sagawa', Hiroto Tanaka', Kazuhiro Oiwa'?, Hireaki Kojima' ('Frontier Lab.,KARC,NICT, *Sch. Sci., Univ.
Hyogo)
2Pos314* €F /HFOT Y ZIVEHEUEIC & 315689 DNA OERERTH
High-sensitivity Homogeneous DNA hybridization assay by Digital Counting of Gold Nanoparticle Dimers
Takaha Mizuguchi, Keiko Esashika, Toshiharu Saiki (Grad. Sch. Sci. Tech., Keio Univ.)
2Pos315* A single integrated gene nano-chip functioning in an artificial cell
Takeya Masubuchi', Masayuki Endo?, Ryo lizuka’, Ayaka Iguchi*, Yoon Doung Hyun*, Tetsushi Sekiguchi®, Hao Qi', Ryosuke linuma!, Yuya
Miyazono!, Shuichi Shoji*, Takashi Funatsu?, Hiroshi Sugiyama®’, Yoshie Harada?, Takuya Ueda!, Hisashi Tadakuma'? (\Grad. Sch. of Frontier
Sci., The Univ. of Tokyo, %iCeMS, Kyoto Univ., >Grad. Sch. of Pharm. Sci., The Univ. of Tokyo, *Grad. Sch. of Adv. Sci. and Eng., Waseda Univ.,
SResearch Organization for Nano & Life Innovation, Waseda Univ., °Dept. of Chem. Eng. and Tech., Tianjin Univ., 'Grad. Sch. of Sci., Kyoto Univ.)
2P0s316* ZX—NBBFOKRY b E—4 =4V NJBEDNATNIRERBLEEKRY K/ — LOWIKZE & £ OFlH
Amoeba type molecular robot: controlling shape change of giant liposome entrapping molecular motors and DNA circuits
Yusuke Sato!, Yuichi Hiratsuka?, Ibuki Kawamata!, Satoshi Murata!, Shin-ichiro Nomura' ('Grad. Sho. Eng., Tohoku Univ., *Sch. Mat. Sci., JAIST)
2Pos317 (D EMIRRERIRET % 8 CHRESFHROBEREICH T 3 R
Synchronization of large clusters of cardiomyocytes connected with fibroblasts and its distance change
Shota Miyakoshi', Toshiyuki Mitsui?, Tomoyuki Kaneko' ('LaRC, Grad. Sci. Eng., Hosei Univ., 2Dept. Math. Phys. Col. Sci. Eng,. Aoyama Univ.)
2Pos318 BHIMIRRDERZ BiE L =M/ RENEEEZORRE
Development of a single cell cultivating method using a microdroplets forming technique for sorting specific cells
Hideyuki Terazono', Masao Odaka', Akihiro Hattori', Kenji Matsuura', Kenji Yasuda'? (' WASEDA Biosci. Res. Inst. Singapore (WABIOS),
Waseda Univ., ?Dept. Physics, Waseda Univ.)

%3 HE (11 B27 B (H)) ~Day 3 (Nov. 27 Sun.) A&7 101 +102. Z B#+ — L~ Conference Room 101+102, Multi-Purpose Hall

FHBE : #E / Protein: Structure

3Pos001 Single Particle Analysis of EhV-ATPase by Phase-contrast cryo-Electron Microscopy
Jun Tsunoda'2, Chihong Song?, Fabiana Lica Yakushiji®, Takeshi Murata®, Hiroshi Ueno*, Junichi Takagi®, Ryota Iino', Kazuyoshi Murata'-?
('SOKENDAL, >NIPS, 3Dept. Chem., Chiba Univ., *Dept. Appl. Chem., Sch. Eng., Univ. Tokyo, *OIIB/IMS, °Osaka Univ. IPR)
3Pos002 TEM & ASEM ZRW S U NI BHEER - HRMEKOBKRETCORS
Electromicroscopy of protein complexes, cells and tissues in hydrophilic environment
Chikara Sato', Nassirhadjy Memtily', Mari Sato', Toshiko Yamazawa?, Masaaki Kawata' ('4IST, 2Dept. Mol Physiol, Jikei Univ. Sch. Med.)
3Pos003 ¥V 74 A BFHEMEBRIC & B Thermus thermophilus V-ATPase O B FBEHT
Single-particle analysis of Thermus thermophilus V-ATPase by Cryo-EM
Atsuko Nakanishi', Jun-ichi Kishikawa!, Kaoru Mitsuoka?, Ken Yokoyama' ('Dept. LifeSci. Kyoto Sangyo Univ., *Res. Ctr. UVHEM. Univ.
Osaka.)
3Pos004 774 ABFEMBEMFEFICLSYY /071X VLP DIEERT
Structural Analyses of Murine Norovirus VLPs by Cryo-Electron Microscopy Single Particle Analysis
Chihong Song', Motohiro Miki>3, Reiko Todaka?, Kei Haga?, Akira Fujimoto?, Kazuhiko Katayama?, Kazuyoshi Murata! ('NIPS, NIID, 3Denka
Seiken)

-S120 -



3P0s005 2D /N 7Yy FEEHTIC & 2 EFBEWMHETFIIER O KD BRI
Component analysis of averaged EM images by 2D hybrid analysis
Atsushi Matsumoto', Junichi Takagi?, Atsushi Kawaguchi®, Kenji Iwasaki® (\National Institutes for Quantum and Radiological Science and
Technology, >Osaka University, >Tsukuba University)
3Pos006 Structural analysis for V1-ATPase from a variety of prokaryotes
Nao Takeuchi'!, Atsuko Nakanishi!, Jun-ichi Kishikawa!, Kaoru Mitsuoka?, Ken Yokoyama' (!Kyoto Sangyo Univ. LifeSci., >Osaka Univ. Res. Ctr.
UHVEM)
3Pos007 RIKBEFHEME “CryoARM” DHEEE
Performance of State-of-the-art CryoEM, named “CryoARM”
Takayuki Kato!, Naoki Hosogi?, Takeshi Kaneko?, Isamu Ishikawa?, Keiichi Namba'? ('Grad. Sch. of Front. Biosci., Osaka Univ., >2JEOL,
SRIKEN, QBiC)
3Pos008 EHEIRXTEETY IH5 oAy I R%BRTIEAERIHETIVORAE
Detection of alpha-helices from the 3D EM density map using Gaussian mixture model
Takeshi Kawabata, Haruki Nakamura (/PR, Osaka U.)
3Pos009 Towards Understanding the Molecular Architecture of Human DNA Polymerase & using Electron Microscopy and Computational
Modeling
Ashutosh Srivastava', Yuji Masuda?, Jiro Usukura®, Motoshi Suzuki*, Florence Tama'> (\/TbM, Nagoya Univ., *Res. Inst. Env. Med., Nagoya
Univ., 3Str. Bio. Cen., Grad. Sch. Sci., Nagoya Univ., *Div. Mol. Carc., Grad. Sch. Med., Nagoya Univ., *Dept. Phys., Sch. Sci., Nagoya Univ.)
3Pos010 GPI 7 Xy F XV b JFINEEOZIREERNT
Secondary structural analysis of GPI attachment regions
Keiya Inoue', Daiki Takahashi?, Tatsuki Kikegawa?, Kenji Etchuya?, Yuri Mukai'? (\Sch. Sci. & Tech., Meiji Univ., >Grad. Sch. Sci. & Tech., Meiji
Univ.)
3Pos011 AV 4—tVF20AVFKX—2 a3 VI
Conformational Analysis of Multidomein Protein Intersectin 2
Kazutaka Murayama'2, Miyuki Murayama-Kato?, Ryogo Akasaka?, Daisuke Sugimori®, Mikako Shirouzu? (' Tohoku Univ. Biomed. Eng.,
2RIKEN, CLST, 3Fukushima Univ. Symbio. Sys. Sci.)
3Pos012 # /N7 BEOEEX N & BIRIEHFRE
Rotational diffusion coefficients of proteins along denaturation curve
Yoshitake Tomoyuki, Terazima Masahide (Graduate School of Science, Kyoto University)
3Pos013 7 /Ny T TEEEt 2 /8 B KaiC D AFM #I%R
AFM observation of a ring-shaped structure of KaiC
Jun Abe, Atsushi Mukaiyama, Yoshihiko Furuike, Shuji Akiyama (Division of Trans-Hierarchical Molecular Systems, Research Center of
Integrative Molecular Systems (CIMoS), Institute for Molecular Science (IMS))
3Pos014 EEAFM L& 3208 7077/ —LEAES VXNV EOBHERR
Dynamics observation of the 20S proteasome-related proteins using High-Speed AFM
Toshiya Kozai', Tadashi Satoh?, Arunima Sikdar*#, Hirokazu Yagi?, Maho Yagi-Utsumi?®, Takayuki Uchihashi', Toshio Ando', Koichi Kato>*
('Dept. of phys., Kanazawa Univ., >Grad. Sch. Pharm. Sci., Nagoya City Univ., 3Okazaki Inst. Integ. Biosci., *Nat. Univ. SOKENDAI)
3Pos015 MAFEEFRAICEVWVTHRKDRETMT 2 -H0HL LER: RERFORAVOIY 27 M
A new measure for hydrophobicity: Contact number around an imaginary atom
Yota Masuyama, George Chikenji (Grad. Sch. Eng., Nagoya Univ.)
3Pos016 HMERRAERBRZIUEREFEY G2 2NV EOEEHRETA
Structure and function prediction of the G72 protein, the product of a susceptible gene for schizophrenia
Yusuke Kato, Kiyoshi Fukui (/nstitute for Enzyme Research, Tokushima University)
3P0s017 HEMTFIIEBMHEHICEDIC IV 27 by TICL B3 RAEHEEHOTA
Prediction of IDRs by a contact map based on inter residue average distance statistics
Takumi Shimomura, Takeshi Kikuchi (Univ. Ritsumei)
3Pos018 A new threading method based on the physical characteristics of sequence-structure compatibility
Kyosuke Tomoda, Yota Masuyama, George Chikenji (Grad. Sch. Eng., Nagoya Univ.)
3P0os019 EMDB, PDB, SASBDB FNZRERET — 22 MK ELETITAN=-ZOH—EZX
‘Web based services for multiscale structure data in EMDB, PDB and SASBDB
Hirofumi Suzuki'?, Takeshi Kawabata!, Gert-Jan Bekker!?3, Haruki Nakamura'? ({/PR, Osaka Univ., 2PDBj, *FBS, Osaka Univ.)
3P0s020 HIMTHEZMFT I FX M T—4~N—2 [IS-Dom] DD F— % ~N— ZIKTF L & VLR
Standalone definition of putatively independent structural domain: IS-Dom
Soichiro Ide', Teppei Ebina?, Richa Tanbi!, Yutaka Kuroda' (! Tokyo University of Agriculture and Technology, >Department of Physiology,
Graduate School of Medicine, The University of Tokyo)
3P0s021 Attempts at CA-type formal analysis of fibrous assembly of particles
Takashi Konno (Mol. Physiol., Med., Univ. Fukui)
3P0s022 AYDIKREN & EOEETDEL
Cold adaptation of organisms and the evolution of protein sequences
Matsuyuki Shirota'?3 ('Grad. Sch. Med., Tohoku Univ., *ToMMo, Tohoku Univ., 3Grad. Sch. Inform Sci., Tohoku Univ.)
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EBE : 1B 58EEMERT / Protein: Structure & Function

AFAT4 T ER TV FEABEBZRVEE MY 1)V REF APOBEC3G DEHE L DNA EEFIRFE : KHE NMR & 3R
Sliding and intersegmental transfer on DNA enhance target search of human anti-viral factor APOBEC3G: insight by the real-time NMR
study

Keisuke Kamba!, Takashi Nagata!?, Masato Katahira'-? (\Inst. of Adv. Energy, Kyoto Univ., >Grad. Sch. of Energy Sci., Kyoto Univ.)
RFFHAERYFVT - 232 =23 VICkBRX—/N—O1IDNA S (SDR) X7 F K& I ORF —/V— DNA OEREVEES »
H = XL ORI

Molecular dynamics docking study on selective binding mechanisms of supercoiled-DNA recognition (SDR) peptide and spatially-crossover
DNA

Hiroshi Nishigami', Kakeru Sakabe', Jiyoung Kang!, Kuniaki Sano?, Kimiko Tsutsui?, Ken Tsutsui?, Kazuhiko Yamasaki’, Masaru Tateno'
('Grad. Sch. Life Sci., Univ. Hyogo, *Dept. Neurogenomics, Grad. Sch. Med. Dent. Pharm. Sci., Okayama Univ., *Biomedical Res. Inst., AIST)
Unravelling the mechanism of (6-4) photolyase enzyme

Hisham Dokainish, AKio Kitao (The University of Tokyo)

BREENFEEAVAE S NV ERAMBRDT / R T—VE1F IV ABERE

Nano-scale Observations of Supersaturated Protein Dynamics using Dark-Field Microscopy

Kazuki Yoshimura!, Yufuku Matsushita', Keigo Ikezaki', Hiroshi Sekiguchi?, Yuji Goto®, Yuji Sasaki'? (\Grad. Sch. Front. Sci., Univ. Tokyo,
2JASRI/SPring-8, *IPR, Osaka Univ.)

Analysis and control of protein crystallization using short peptide tags without affecting structure, thermal stability and function

MM. Islam!, N. Shigeyoshi?, K. Noguchi®, M. Yohda?, SI. Kidokoro?, Y Kuroda® (\CU, 2NUT, 3TUAT)

WE X RBERHELAEZAVAET7E 72 —BE0E GGA-LE X F HEERADRRIT

An analysis of the interaction of GGA with ubiquitin by using titration SAXS measurement

Yugo Hayashi!, Miho Shinohara!, Keito Yoshida!, Yoichi Yamazaki'!, Kazuhisa Nakayama?, Soichi Wakatsuki?®, Hironari Kamikubo! (!Grad. Sch.
Mat. Sci., NAIST, >Grad. Sch. Pharm., Kyoto Univ., *Stanford Univ.)

K63 1EXF & TAB2 BAKDIRY v TU T

Large-scale configurational sampling of K63-linked di-ubiquitin complexed with TAB2

Keiichi Inariyama', Hafumi Nishi?, Kei Moritsugu', Akinori Kidera! ('Grad. Sch. of Med. Life Sci., Yokohama City University, *Grad. Sch. Info.
Sci., Tohoku University)

Periodic Formation of the Cyanobacterial Circadian Clock Protein Complexes

Shun Terauchi', Takahiro Iida'-2, Kentaro IshiiZ, Masahiro Ishiura?, Kosuke Maki'! (!Sch. of Sci., Nagoya Univ., *Center for Gene Res., Nagoya
Univ.)

LABRRRILAED =D DRKEHE & FET 2 /NI EADER

Wide-angle x-ray scattering studies on circadian clock systems

Shuji Akiyama'?, Takaaki Hikima?, Atsushi Mukaiyama'?, Jun Abe'?, Yoshihiko Furuike'? ('CIMoS, IMS, >RIKEN SPring-8 Center)

X #hARElEz AV EHRBRRBEZRDE shootinl DB & BEX L DRI

Structural alteration of shootinl upon phosphorylation revealed by using small angle x-ray scattering

Shoki Nakata!, Keito Yoshida!, Kentarou Baba?, Yohei Shibata!, Yoichi Yamazaki!, Naoyuki Inagaki®, Hironari Kamikubo! ('Grad. Sch. of Mater.
Sci., Nara Inst. of Sci. & Tech.,*>Grad. Sch. of Biol. Sci., Nara Inst. of Sci. & Tech.)

Dynamical system of alpha-crystallin oligomers

Rintaro Inoue, Takumi Takata, Noriko Fujii, Masaaki Sugiyama, Nobuhiro Sato, Yojiro Oba (Research Reactor Institute,Kyoto University)
Refinement of Cryo-EM Structures Using Scattering Factors of Charged Atoms

Koji Yonekura, Saori Maki-Y onekura, Rei Matsuoka, Yoshiki Yamashita, Fumie Iwabuki, Maiko Tanaka (RIKEN SPring-8 Center)
Visualization of 11- and 34-fold rotational symmetries in the MS ring of the bacterial flagellum by electron cryomicroscopy

Akihiro Kawamoto', Ayana Kaido?, Miki Kinoshita!, Tomoko Miyata', Tohru Minamino!, Takayuki Kato!, Keiichi Namba'?® (!Grad. Sch.
Frontier Biosci., Osaka Univ., *Dept. Food Science and Nutrition., Doshisha Women's College of Liberal Arts, >QBiC, RIKEN)
ERFIe—Lr X BEFROBLUBHEDHOTIVFR Ty 77 NIY XA

Multistep similarity detection algorithm for single particle X-ray coherent diffractions

Atsushi Tokuhisa', Osamu Miyashita', Florence Tama'-? ('4ICS, RIKEN, *Department of Physics, Nagoya University)

Molecular determinants of the ATP binding properties of the € subunit from bacterial ATP synthases

Alexander Krah'?, Yasuyuki Kato-Yamada®, Changbong Hyeon?, Shoji Takada' ('Dept. Biophys., Kyoto Uni., >KIAS, 3Dept. Life Sci., Rikkyo Uni.)
Microtubule stability and the tubulin molecule interactions within the microtubule lattice

Kenta Hirasada, Daisuke Yamamoto, Miho Katsuki (Fukuoka Univ., Faculty of Science)

BUEIF1—TVEETEREFETLSTZ apFa2 -7V CKIBNDREZERTEBMA T

Three-dimensional distributions of o/B-tubulin C-terminal tails and the influence of neighboring tubulins

Koji Umezawa'2, Yukinobu Mizuhara®, Jun Ohnuki?, Mitsunori Takano® (\Grad. Sch. of Sci. & Tech., Shinshu Univ., 2IBS, Shinshu Univ., >Grad.
Scl. of Adv. Sci. & Eng., Waseda Univ.)

F 77 F 2 OKIIREEE Mg?/Ca¥ 1 # V ICHEKEFT B

Strong Mg/Ca Ion Dependence of Hydration State of F-actin

Makoto Suzuki', Asato Imao!, George Mogami', Ryotaro Chishima!, Takahiro Watanabe!, Takaya Yamaguchi', Nobuyuki Morimoto!, Tetsuichi
Wazawa? (!Grad. School of Eng. Tohoku Univ., >The Institute of Scientific and Industrial Research, Osaka University)
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3Pos049

3Pos050
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3Pos052

3Pos053

3Pos054

3Pos055

3Pos056

TIFU747 X7 MIBERLAO-SFIV 770140 VEHEODS E

Fluctuation of rhodamine-phalloidin fluorescence along actin filaments

Taro Ueda'?, Saku Kijima??, Takahiro Suzuki! ('Dept. of Physics, Waseda Univ., *Biomed. Res. Inst., AIST, 3Grad. Sch. Life Environ. Sci., Univ.
of Tsukuba)

OH HiEREIND I v U/ ARHILLZIFA L SIELVHD VL 2D D & /87 BOKIIKEDRE

Hydration study on myosin subfragment-1 (S1) and some other proteins by Raman OH-atretching spectroscopy

Yuki Ochiai!, George Mogami', Tetsuo Taniuchi?, Makoto Suzuki' ('Grad. Sch. Eng., Univ. Tohoku, 2IMRAM, Univ. Tohoku)
JWRFTPAVNTVKRDZ NI EREDHE

Study of protein structure in ultra-fine bubble water

Mitsuhiro Hirai', Satoshi Ajito!, Kosuke Takahashi'!, Noboru Ohta?, Tatsuo Iwasa® ('Grad. Sch. Sci. Tech., Gunma Univ., *Jpn. Syn. Rad. Res.
Inst., *Muroran Inst. Tech.)

3D-RISM B Z A L 72788/ BICEH 1T 5 Met—enkephalin DIEEIE S ¥ ORI

Analysis of structural fluctuations of Met-encephalin in the solution phase by means of 3D-RISM theory

Masatake Sugita', Fumio Hirata> (' Dept. of Bioinfo., Col. of Life Sci., Ritsumeikan Univ., *Toyota Phys. & Chem. Res. Inst.)
BFPNFESIAL—YaEIRXNF-RTEREAVARBEZTHDROBHAI RV F — I

Free energy analysis of cosolvent effect through molecular dynamics simulation and energy-representation method

Yu Yamamori, Nobuyuki Matsubayasi (Grad. Sch. of Eng. Sci., Osaka Univ.)

EUNIFFRRERIEZEERRT I BEEROFEF—BMOBEDL S

Search for Common Structural Basis of Mechanical Communication in Proteins: from Known Structures

Yuichi Togashi (ReMcD, Hiroshima Univ.)

CAPAXIS & PyMOL 2R W=7 1 IV A B FERROREE - BRI

Modeling of uncoating of virus capsid by using CAPAXIS and PyMOL

Shunsuke Sato', Aya Kosugi', Go Wabanabe?, Shigetaka Yoneda? ('Grad. Sch. Sci., Kitasato Univ., 2Sch. Sci., Kitasato Univ.)

EBE : % / Protein: Property

ERFFORFFHNFHEEZRYE S SEE QM/MM HEHDFHE

Development of rapid QM/MM approach for biomolecular simulations

Hiroaki Nishizawa!, Hisashi Okumura'? ('IMS, 2Sokendai)

SYNVBEOEEIRE— FOR Y b7 — 78 : A0 EEEOHE

Network analysis of normal modes of proteins: calculations of various centrality measures

Hiroshi Wako!, Shigeru Endo? (!Sch. of Soc. Sci., Waseda Univ., 2Sch. of Sci., Kitasato Univ.)
SUNVEBEZTNRICETIRBOSKE : FFHNFIIaL-2aVICL 28N

A variety of pathways for a conformational change of a protein investigated by molecular dynamics simulation

Sotaro Fuchigami (Grad. Sch. of Medical Life Science, Yokohama City Univ.)

AXLFVETFNICE S NoC DBEGBRBOMR

Mechanism of conformational transition of NtrC studied by using chameleon model

Shinya Abe!, Atsushi Mizuno?, Masaki Sasai', Tomoki P. Terada! ('Dept. Comput. Sci. Eng., Grad. Sch. Eng., Nagoya Univ., *Dept. Appl. Phys.,
Sch. Eng., Nagoya Univ.)

Octd D 2 DD DNA #EEY 7 N X 1 2 & RRBE linker FEEO BB T 2L ¥ — i

Free-energy landscape of the flexible linker connecting two DNA-binding subdomains of Oct4

Tomonori Hayami'?, Shoji Takada®, Haruki Nakamura!, Junichi Higo! (\nst. Protein Res., Osaka Univ., >Grad. Sch. Frontier Biosci., Osaka
Univ., 3Dept. Biophys., Grad. Sch. Sci., Kyoto Univ.)

SUNJBEORRAMEIRN B EN—-T OO LN ) FOREEF

Relation between cooperative protein folding and loop connections

Nobu C. Shirai!, Shintaro Minami? (! Center for Information Technologies and Networks, Mie University, >Graduate School of Information Science,
Nagoya University)

BEREBEEPMICLIREDT7 + -V T« J LBE: ZBOXTHEDREIC L 5B

Folding versus aggregation of an antibody initiated by pH-shift stress: Double tracking by photon correlation spectroscopies

Hiroshi Imamura, Akira Sasaki, Shinya Honda (Na#/ Inst Adv Indust Sci. Tech.)

NMR % F L 7= R T OB E(E AR

NMR approach for understanding protein interactions in serum environments

Saeko Yanaka'?, Rina Yogo!?, Hirokazu Yagi'?, Koichi Kato'-? (' Department of Bioorganization Research, Okazaki Institute for Integrative
Bioscience and Institute for Molecular Science, National Institutes of Natural Sciences, *Department of Structural Biology and Biomolecular
Engineering, Graduate School of Pharmaceutical Sciences, Nagoya City University)

BE{t L BERYIBD LDL OMHEICE X 23R8

Physical properties of low-density lipoprotein after oxidation or proteolytic enzyme treatment

Seiji Takeda!, Agus Subagyo?, Shu-Ping Hui!, Hirotoshi Fuda!, Kazuhisa Sueoka?, Hitoshi Chiba! (\Fac. Health Sci., Univ. Hokkaido, *Grad. Sch.
Inf. Sci. Tech., Univ. Hokkaido)
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3Pos057 A L/707YYGOTNF XA VBEMRICEITZIY FOE-HR
Entropic stabilization of the multi-domain architecture in immunoglobulin G
Seiki Yageta, Hiroshi Imamura, Shinya Honda (Biomedical Research Institute, National Institute of Advanced Industrial Science and Technology)
3P0s058 M BARILESVWAY—E74 Vv 70OF7Y VORRELCERGOER
Identification of thermostabilizing mutations for thermophilic rhodopsin based on statistical thermodynamics
Sayaka Nemoto!, Satoshi Yasuda'?, Kenji Mizutani!, Takashi Tsukamoto®, Yuki Sudo?, Masahiro Kinoshita?, Takeshi Murata'* (Grad. Sch. Sci.,
Univ. Chiba, *Inst. Advanced Energy, Univ. Kyoto, *Grad. Sch. Medicine, Dentistry, and Pharmaceutical Sciences, *JST, PRESTO)
3Pos059 Amorphous aggregation of cytochrome c¢ with inherently low amyloidogenicity is characterized by the phase diagram
Yuxi Lin!, Jozsef Kardos?, Misaki Kinoshita', Toshihiko Sugiki', Koichiro Ishimori?, Yuji Goto', Young-Ho Lee! (‘Institute for Protein Research,
Osaka University, *Department of Biochemistry, Eotvos Lorand University, *Department of Chemistry, Faculty of Science, Hokkaido University)
3P0s060 The virial coefficients based on the rotaitional diffusion as a criterion of the protein crystallizaton
Yudai Katsuki', Akane Kato?, Etsuko Nishimoto® (‘sch. Agr., Kyushu Univ., >Grad. Sch. Bioresour. Bioenviron. Sci., Kyushu Univ., *Fac. Agr.,
Kyushu Univ.)
3Pos061 The hydration state near the binding site of human Serum Albumin revealed by the time-resolved fluorescence spectrum of Trp214
Shoutaro Kubo', Etsuko Nishimoto? ('Sch. Agr., Kyushu Univ., >Fac. Agr., Kyushu Univ.)
3P0os062 7V F 747Xy bOEEHMEI
Piezoelectric property of an actin filament I11
Jun Ohnuki, Takato Sato, Hideyo Okamura, Taro Q.P. Uyeda, Mitsunori Takano (Dept. of Pure & Appl. Phys., Waseda Univ.)
3Pos063 7 hSEXFHBIS A =V ES (Dyhdp)lcd|f 3 EBHROMR & BRI
Motor domain-based motility system and motile properties of alpha heavy chain in Tetrahymena outer arm dynein
Masaki Edamatsu (Department of Life Sciences, Graduate School of Arts and Sciences, The University of Tokyo)

ERQHE : 5tll-##4F / Protein: Measurement & Analysis

3Pos064 % /X7EODO NMR BRIAEHELRICOGFDLE Y JFIVRREE
Signal assignment strategy for protein NMR under challenging conditions
Takuma Kasai'?, Kae Higuchi!, Kohsuke Inomata!3, Takanori Kigawa!->* (\RIKEN QBiC, >CREST, JST, 3PRESTO, JST, *Sch. Comput., Tokyo
Inst. of Tech.)
3Pos065 Z—EF:E® EPREBEAIEICSH T 5EMEBRSTORE
Effects of Short Distance Components on Double Quantum Coherence EPR Distance Measurements
Yasunori Ohba', Syouji Ueki?, Toshiaki Arata® (\IMRAM, Tohoku Univ., *Fac. Pharm. Sci., Tokushima Bunri Univ., *Dep. Biol. Sci., Osaka Univ.)
3Pos066 XAZEMS/NVHED SAXS 707 1 WEHEEERRT 2 0OOH - hHiEH
A novel framework for developing the evaluation method of SAXS profile of IDP
Yasutaka Seki', Shigeyoshi Nakamura?® ('Kochi Med. Sch., *Kitakushu Nat. Coll. of Tech.)
3Pos067 SAXS &7 I /EBBEELANLZREEFRI SO 2N BEIRBENHE
Protein structure constructed with SAXS and secondary structures at amino acid residue level
Yasumasa Morimoto!, Takayuki Ichioka!, Toru Terada?, Kentaro Shimizu?, Yoshitaka Matsumura', Masaki Kojima' ('Sch. of Life Sci., Tokyo
Univ. of Pharm. and Life Sci., *Dept. of Appl. Biol. Chem., Grad. Sch. of Agr. and Life Sci., The Univ. of Tokyo)
3P0os068 #UNVHEEAKORHEBRENTFHNE
A Steered Molecular Dynamics to Understand the Dissociation Process of Protein Complex
Yutaka Ueno, Yuki Mochizuki (4IST Kansai, Biomedical Research)
3Pos069 HEET /T4 RV EZIMWEERVWERREY Y FTOANFAREESZ /N7 1 FFHARDESE
Nanodiscs platform on ZMWs for single-molecule imaging of membrane proteins at high ligand concentration
Keisuke Tsukada, Kazushi Isomura, Tomotaka Komori, Sotaro Uemura (Dep. Bio. Sci., Grad. Sch. Sci., Univ. Tokyo)
3Pos070 X #% 1 3 FBHNEIC & B TRPVI F v XV OFFEHERT
3D Motion Maps of TRPV1 cation channel depicted by Diffracted X-Ray Tracking Method
Kazuhiro Mio', Keigo Ikezaki?, Hiroshi Sekiguchi®, Yuhuku Matsushita?, Tai Kubo', Yuji C. Sasaki? (\Molprof, AIST, *Frontier Science, Adv.
Material Sci., Univ. of Tokyo, 3JJASRI)
3Pos071 {HRMHMBEOEZ MR TORS > /57 B OB OMBRAZRT
Comprehensive Diffusion Analysis of Membrane Proteins in Living Dictyostelium Cells
Kazutoshi Takebayashi', Yukihiro Miyanaga?, Masahiro Ueda* ('Grad. Sch. Sci., Univ. Osaka, *Grad. Sch. FBS., Univ. Osaka, 3QBiC., Riken)
3Pos072 MEMEFHRENOEHERICLST 7 7 % —EXDHHE
Rotation of needle-like type III secretion apparatus directly regulates its effector transport
Takashi Ohgita, Kohei Fukuda, Kyoko Momiyama, Naoki Hayashi, Naomasa Gotoh, Hiroyuki Saito (Kyoto Pharm. Univ.)
3Pos073 HiAMERiF / = — FIL & AFM Z AV /=51 03R Y BBR (C & 2 #IFR B 18 DB Y45 1 D RZER
Analysis of mechanical property of cytoskeleton by tensile test for intermediate filament using antibody-modified nanoneedle and AFM
Moe Susaki', Itaru Takeda?, Ayana Yamagishi’, Yuta Takano?, Tomoko Okada?, Chikashi Nakamura'?? (\Fac. Eng., Tokyo Univ. Agric. Technol.,
2Grad. Sch. Eng., Tokyo Univ. Agric. Technol., *Biomed. Res. Inst., AIST)
3Pos074 T A LBEFERAVWEEMRSY /NI ERE /1 XOEH
Stochastic gene expression in cell-free system by tandem genes
Shiori Fujimoto, Yi Zhang, Kazuhito Tabata, Hiroyuki Noji (Grad. Sch. Eng., Univ. Tokyo)
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NLEHE | Heme proteins

BEE N T v THRBIER S8 % AV /2 P450nor O RIS KD B2
Reaction Intermediate Analysis of P450nor Using Freeze-Trap X-ray Crystallography and Time-Resolved Spectroscopy
Takashi Nomura!, Takuma Nishida?, Takehiko Tosha', Hiroshi Sugimoto!, Yoshitsugu Shiro'-2, Minoru Kubo'? (\Harima Inst., Riken, *Grad. Sch.
Sci., Univ. Hyogo, 3JST PRESTO)
BRIKEANE/OEY OABRRMREEELOEERA
Direct observation of large-scale quaternary motions of hemoglobin in a crystalline state
Naoya Shibayama', Mio Ohki?, Sam-Yong Park? ('Jichi Med. Univ., Div. of Biophys., *Yokohama City Univ., Drug Design Lab.)
BERXEBEEARLEANTE/OEVOEINS1FIVZADOER
Changes in the picosecond dynamics of hemoglobin related to the structural states
Satoru Fujiwara', Toshiyuki Chatake?, Tatsuhito Matsuo', Fumiaki Kono', Taiki Tominaga®, Kaoru Shibata*, Ayana Sato’, Naoya Shibayama®
('QuBS, OST, *RRI, Kyoto Univ., 3CROSS-Tokai, *J-PARC Center, *Div. Biophysics, Jichi Med. Univ.)
MEAE MAETOEVICET 3 2 D0 o SHICHFH D Fe-His #86 & RHEE & OEE
Distinct Fe-His bond of two a subunits in human o,, tetramer hemoglobins and their quaternary structures
Shigenori Nagatomo', Kazuya Saito', Masako Nagai?, Takashi Ogura®, Teizo Kitagawa® (!Dept. Chem., Univ. Tsukuba, *Res. Center Micro-Nano
Tech., Hosei Univ., >Grad. Sch. Life Sci., Univ. Hyogo)
HRREEREH OOE -2 —OJOEVEANTOZEGR G EAE o Y7212y FEOHEERICEEL7 I /BEREOHE
Identification of residues crucial for the interaction between human neuroprotective protein “neuroglobin” and Go;
Nozomu Takahashi, Keisuke Wakasugi (Dep. of Life Sci., Grad. Sch. of Arts and Sci., Univ. of Tokyo)
RXA V29 EVJICEBIFTOEY 2RO
Formation of myoglobin dimer by domain swapping
Satoshi Nagao!, Ayaka Suda', Hisashi Kobayashi!, Naoki Shibata?, Yoshiki Higuchi?, Shun Hirota! (! Graduate School of Materials Science, Nara
Institute of Science and Technology, >Graduate School of Life Science, University of Hyogo)
HIBS v UAREICLD 2Mfi/NF I 2 OB FICKF L AEEXLOBRE
Resonance Raman Study of Cobalamin (II): Axial Ligands-Dependent Structural Change
Kaoru Mieda', Abdullah Al Mamun?, Pawel M. Kozlowski2, Takashi Ogura' (\Grad. Sch. Sci., Univ. Hyogo, *Dept. of Chem., Univ. of Louisville)
2V INTERONLDEH DFETRIEIT
Statistical analysis of heme distortion in protein
Yasuhiro Imada', Yusuke Kanematsu?, Hiroko X. Kondo?, Yu Takano? ('IPR, Osaka Univ., >Grad. Sch. Info. Sci., Hiroshima City Univ.)
ToY TRy TERAVE CYPIA2 (L&Y OB TR
Prediction of site of metabolism of compounds for CYP1A2 by ensemble docking simulation
Hiroaki Saito!, Taku Mizukami?, Yoshinori Hirano', Takao Otsuka', Noriaki Okimoto!, Makoto Taiji'! (\RIKEN Quantitative Biology Center
(0BiC), 2Japan Institute of Science and Technology (JAIST))

[&&E B8 / Membrane proteins

AROBELHEEZEBLAVI AV NI 7ERBEESHOER

Purification of native mitochondrial respiratory complexes from bovine heart

Satoru Shimada, Shigefumi Uene, Marika Oosaki, Ryoko Takahashi, Harunobu Shimomura, Kaoru Mieda, Shintaro Maeda, Masahide Hikita,
Kyoko Shinzawa-Itoh (Grad. Sch. Life Sci., Univ. Hyogo)

BR7vRIL) VEEZFFEREZ O NVENITIVAORT OV OBEERERICHT 7 v L7 VX VBEREKFE
Structural stability of bacteriorhodopsin in partially fluorinated analogs of DMPC with different perfluoroalkyl chain lengths

Mami Hashimoto', Yuka Murai!, Masaru Yoshino', Toshinori Motegi', Takashi Kikukawa?, Toshiyuki Takagi’, Hiroshi Takahashi!, Hideki Amii,
Toshiyuki Kanamori®, Masashi Sonoyama! (\Div. Mol. Sci., Gunma Univ., *Fac. Adv. Life Sci., Hokkaido Univ., 3AIST)
BETCREEEANZAVCRRMARED S5AELL /= PBANR (7 5 X-AGPCR) 3V H Y FEERERET S

PBANR, a class-A GPCR, solubilized under high hydrostatic pressure retains its ligand binding ability

Yukie Katayama!, Tatsuya Suzuki', Tatsuki Ebisawa!, Jun Ohtsuka', Ryo Natsume?, Yu-Hua Lo?, Toshiya Senda’, Toshihiro Nagamine®, J.Joe
Hull®, Shogo Matsumoto*, Hiromichi Nagasawa'-, Koji Nagata', Masaru Tanokura' ('UTokyo, >TDU, 3KEK-PF, “RIKEN, USDA-ARS, °ZJU)
GraDeR : B FRTFOR 2 N7 EEH AR

GraDeR: membrane protein preparation for single particle cryoEM & more

Christoph Gerle'”, Florian Hauer*, Niels Fischer*, Kyoko Shinzawa-Itoh!, Satoru Shimada'-*, Ken Yokoyama?, Atsunori Oshima3, Yoshinori
Fujiyoshi®, Holger Stark* ('Grad. Sch. Sci., Univ. Hyogo, *Kyoto Sangyo Univ., >CeSPI, Nagoya Univ., *Max Planck Society, SCREST, JST)
I-FNEER7 vHRL) VEBEREROBEZ2 O NXVEN7 TV AORTO VO —-E/03I X L

Thermochromism of bacteriorhodopsin in partially fluorinated di-o-tetradecylphosphocholine vesicles

Masaya Miyazaki', Naoyuki Tuchida', Toshinori Motegi', Takashi Kikukawa?, Toshiyuki Takagi®, Hiroshi Takahashi', Hideki Amii', Toshiyuki
Kanamori®, Masashi Sonoyama! ('Fac. Sci. Tech., Gunma. Univ., *Grad. Sch. Sci., Hokkaido. Univ., 34IST)

GXXXG EF—ZILLBBREBAV v 7 AOZERHE : &6 b FOY —Fl#HIT THO—5F FRET HE

GXXXG-mediated dimerization of transmembrane helices: single-molecule FRET detection with controlled association topology
Yoshiaki Yano, Yuta Watanabe, Katsumi Matsuzaki (Grad. Sch. Pharm Sci., Kyoto Univ.)
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BEESFICL 3 EREREFERAROEERE KX 1 #EH#HE

Conformational regulation of the juxtamembrane domain of epidermal growth factor receptor by membrane lipid molecules

Ryo Maeda!, Takeshi Sato?, Yasushi Sako! ('Cellular Informatics Lab., RIKEN, Inst. for Protein Research, Osaka Univ.)

ESRIZ& B8K Y 7 P B ATPase &3 €F A 4 VEMFOHMIEE | ATP HROMRE

Structural dynamics in metal ion coordination of copper pump P-type ATPase as studied by EPR spectroscopy: Effect of ATP

Satoshi Yasuda'2, Naoyuki Kuwabara®, Shoji Ueki*, Toshiaki Arata'> ('Dept. Biol. Sci., Grad. Sch. Sci. Osaka Univ., *Asahikawa Med. Univ.,
3PF, KEK, *Tokushima-Bunri Univ., >Ctr. Adv. High Mag. Field Sci., Grad. Sci. Osaka Univ.)

E®EAFM I2& 3 ABC 2 /N BOEERE

High-speed atomic force microscopy shows conformational changes of nucleic binding domains of ABC protein

Shohei Takigaura', Mikihiro Shibata', Kazuaki Yamahara®, Yasuhisa Kimura?, Kazumitsu Ueda#, Takayuki Uchihashi'-, Toshio Ando? ('Dep.
Phys. Kanazawa Univ., *Bio-AFM FRC, 3Div. App. Lif. Sci. Kyoto Univ., *iCeMs)

ERFEFENBEWFICLZEMKEFEETDO M F ¥ RIVOEERR

Direct observation of voltage-gated proton channels by high speed AFM

Hayato Yamashita'-2, Akira Kawanabe®*, Yasushi Okamura®*, Masayuki Abe! (\Grad. Sch. of Eng. Sci., Osaka Univ., *PRESTO, JST, *Grad. Sch.
of med., Osaka Univ., *CREST, JST)

ZHERXBA EmE OEEHRAI Y POE-FRICHT 3K FOFE

Contribution of water molecules for the gain in the substrate binding entropy to multidrug resistance transporter, EmrE

Kazumi Shimono!, Keisuke Matsuda', Shoko Suzuki!, Kaho Yajima!, Sakiyo Yamamoto', Tomomi Kimura-Someya??3, Mikako Shirouzu®?3,
Shigeyuki Yokoyama*, Seiji Miyauchi! (! Fac. Pharm. Sci., Toho Univ., >RIKEN SSBC, *RIKEN CLST, *RIKEN Struct. Biol. Lab.)
cdINiR:cNOR B &4 18:E & TEIL Y 3 HEFR O RAFR

Theoretical analysis of interaction that stabilizes cdINiR:cNOR complex structure

Kenta Yamada', Takaharu Mori', Kiyoshi Yagi', Takehiko Tosha?, Yoshitsugu Shiro?, Yuji Sugita'*> ('RIKEN TMS, >RIKEN BSL, *RIKEN
AICS, *RIKEN QBiC, *RIKEN iTHES)

JREAGEENTRADES /X7 BICH T 3T BCBRADIFE

Identification of Thermostabilizing Mutations for a Membrane Protein Whose Three-Dimensional Structure is Unknown

Yuta Kajiwara', Satoshi Yasuda®3, Yuuki Takamuku?, Takeshi Murata>*°, Masahiro Kinoshita* (! Graduate School of Energy Science, Kyoto
University, *Graduate School of Science, Chiba University, *Molecular Chirality Research Center, Chiba University, *Institute of Advanced Energy,
Kyoto University, °JST, PRESTO)

In silico screening of novel stress response factors regulated by mitochondrial inner membrane proteases

Kenichiro Imai, Yoshinori Fukasawa, Kentaro Tomii, Paul Horton (4/RC, AIST)

%8 - HEER - &8 / Nucleic acid: Interaction & Complex formation

MD>3ab—2aVERVW:RNAZESEABENHRREETFA

Predicting RNA Duplex Dimerization Free-Energy Changes upon Mutations Using Molecular Dynamics Simulations
Shun Sakuraba!, Kiyoshi Asai'2, Tomoshi Kameda? ('Grad. Sch. Frontier Sci., Tokyo Univ., *AI center, AIST)
HESLVUBBH—FUF/F1—7EICE T 38K DNA OBEE OBEERTIHKFE

Base sequence dependence for fluorescence intensity of fluorescent dye-labeled DNA on single- and multi-walled carbon nanotubes
Shusuke Oura, Kazuo Umemura (Tokyo Univ. of Sci.)
XEEAFIVRAETNTIANEBREZRAVEEENHEAFETA

Approach to the quantitative prediction of the binding affinity using metadynamics and alchemical transformation
Yoshiaki Tanida, Azuma Matsuura (FUJITSU LABORATORIES LTD.)

5514748158 DNA (C& (T 5 Flippling #18

On the Flipping-out mechanism of the UV-induced DNA damage

Ryuma Sato, Ryuhei Harada, Yasuteru Shigeta (Center of comp. Sci., Univ. Tsukuba)

Comparison of Multi-Dyes Quenching by Single-Walled Carbon Nanotube Dispersion with Single Stranded DNA
Ying Tan, Katsuki [zumi, Kazuo Umemura (Tokyo University of Science)

& FIREE / Electronic state

YA PR VBEKERRICSTIMBLI7SEV-RERBEICHT 3ETFILENHME

Quantum chemical study on unusual flavin-substrate alignment in cytokinin dehydrogenase

Kyosuke Sato (Dept. Mol. Physiol., Facult. Life Sci., Kumamoto Univ.)

ERFFOBEFIKERIAOD =D DARIRE—IRE DFT S EFEORRE

Large-scale DFT calculation method for electronic-structure analysis of biomolecules

Ayako Nakata!, Takao Ostuka?, David R. Bowler?, Tsuyoshi Miyazaki' (' NIMS, 2RIKEN, 3UCL)

ERFFRILETIERA - —NEE—REFFHHZHRA

Constant temperature order-N first-principles molecular dynamics calculations of biomolecular system and short-time behavior
Takao Otsuka!, Makoto Taiji', David R. Bowler?, Tsuyoshi Miyazaki® (\RIKEN QBiC, >UCL, *NIMS)
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7K -7k Fn- EREE / Water & Hydration & Electrolyte

AREERER E AV EKEDL SHEHREADY VELEYMOHE

Extraction of phosphoric compounds from aqueous phase into an organic phase with an amphiphilic extractant

Hideyuki Komatsu (Bioinfo. & Biosci., Kyushu Inst. Tech.)

) VB4 % 2 OKMI RV — RS BRI

Spatial-Decomposition Analysis of Hydration Energy of Phosphate Ions

George Mogami', Nobuyuki Matubayasi?, Makoto Suzuki' (\Grad. Sch. Eng., Tohoku Univ., >Grad. Sch. Eng. Sci., Osaka Univ.)
EMHEERAZAVEERERPOY/O7 A O8FIalb—-2ay

Molecular simulation of macroanions in an electrolyte solution based on the effective potential

Ayumi Suematsu, Ryo Akiyama (Dept. Chem., Kyushu Univ.)

MM/3D-RISMEZ AW 7O0FF 2 M BEEREOI/OZ7 ARCYOBEEAHI LT —OFH

Estimation of binding free energies for inclusion processes of Rocuronium bromide by cyclodextrin derivatives using MM/3D-RISM method
Yuji Hayashino!, Masatake Sugita', Fumio Hirata?, Takeshi Kikuchi! ('Dept. of Bioinfo., Col. Life Sci., Ritsumeikan Univ., *Toyota Phys. & Chem.
Res. Inst.)

AN IZNF—E7-OVIXNF—BO/NT 2 2OYERIERE & StHIEH

Physical understanding and computational guideline for the balance between Born and Coulomb energies

Dan Parkin, Yukinobu Mizuhara, Mitsunori Takano (Dept. of Pure & Appl. Phys., Waseda Univ.)

PDFERF EIEFRIE / Molecular genetics & Gene expression

fAIEMRS NV EERRICEVTREALILZLDYR) —LBBREEDOH,?

Why we need so many ribosomes in cell-free protein synthesis?

Yue Xu, Yi Zhang, Hiroyuki Noji (Grad. Sch. Eng., Univ. Tokyo)

—HfRrNF R T b= LEAARIT . PCRESEEVWS AT 5 AR

Amplification-free library construction for single-cell transcriptome analysis

Tetsuo Fujinami, Yusuke Oguchi, Mai Yamagishi, Yoshitaka Shirasaki, Sotaro Uemura (Grad. Sch. Sci. Univ. Tokyo)

EHlAZ O NVEAERICEGARR T7 70— 4 —RII0OER

Improvement of T7 promoter sequence for cell-free protein synthesis

Tomoya Nishimura', Yi Zhang?, Hiroyuki Noji? (' Undergrad. Sch. Eng., Univ. Tokyo, *Sch. Eng., Univ. Tokyo)

WREBEILLZ/INTIFA 2 TF I TOHEBECL)BEFRAOREENITRL £

Paracrine signaling modulated by the accumulation of cells altered the stability of gene expression

Mai Yamagishi'-, Yoshitaka Shirasaki'?, Yutaka Hori?, Nobutake Suzuki', Osamu Ohara?®, Sotaro Uemura' ('Grad. Sci. Sci., The Univ. of Tokyo,
2Fac. Sci. Technol., Keio Univ., 3IMS, RIKEN)

Causal role of DNA methylation ?: A computational model

Ashwin S.S, Masaki Sasai (Dept. of Computational Sciences and Engineering & Dept. of Applied Physics, Nagoya Univ., Nagoya)

An in silico Approach to Investigating Gene Variants of Unknown Significance in a Clinical Context

Stefanie S. Portelli', Elizabeth N. Robertson'-?, Yaxin Lu!, Murat Kekic!, Brett D. Hambly!, Richmond Jeremy!?3 (!Univ. Sydney, 2Royal Prince
Alfred Hospital, *Baird Institute)

BIEFRBRICETSFY 7 I 0 DNA SREE & ORFRE

Relationship between DNA higher order structure and Gene-Expression with Polyamines

Ai Kanemura', Yuko Yoshikawa!, Takahiro Kenmotsu!, Wakao Hukuda?, Kenichi Yoshikawa' (!Grad. Sch. Life Med. Sci., Univ. Doshisha, *Coll.
Life Sci., Univ. Ritsumeikan)

Guillardia theta \=&\F 3 0 K 7Y VB IEFHORREN

Expression analysis of microbial rhodopsin-like genes in Guillardia theta

Masae Konno'?, Keiichi Inoue!?, Hideki Kandori'?* ('Grad. Sch. Eng., Nagoya Inst. Tech., >PRESTO, JST, 3OPTRC, Nagoya Inst. Tech.)

A5 / Muscle

HEERBE O Tyria3 ER7 7 F DA EF 2 KRIHEIH I H D Phe352. Met355 & Trp3s6 DRIHO i
Dimorphism of the side-chains of Phe352, Met355, and Trp356 in the carboxyl-terminal region of Dictyostelium actin mutants
Yuki Gomibuchi', Taro Q.P. Uyeda?, Takeyuki Wakabayashi' (! Teikyo Univ., >Waseda Univ.)

BURMEHH X H =X LOBAZEEL HUV T 1 5 X 2 OB

CryoEM structural analysis of muscle thin filament composed of actin filament, tropomyosin and troponin

Yurika Yamada', Keichi Namba'-?, Takashi Fujii' ('Grad. Sch. of Frontier Biosci., Osaka Univ., >RIKEN QBiC)

P FEBERILCLVAS P EE>EOHERRAERN 65T FOKZ VOB ANERE

Effects of a cardiomyopathy-causing mutation on the internal dynamics of troponin revealed by quasielastic neutron scattering
Tatsuhito Matsuo', Taiki Tominaga?, Kaoru Shibata’, Satoru Fujiwara! (!QST/J-PARC, >CROSS-Tokai, >J-PARC)
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DZOAXTFREVING EOBERN

Sequential analysis of connectin-like protein in sea urchin

Sumiko Kimura!, Akira Hanashima?, Maki Yamaguchi', Toshiko Yamazawa', Tetsuo Ohno!, Naoya Nakahara!, Mika Taguchi', Shigeru
Takemori' ('Dept. Mol. Physiol., Jikei Univ. Sch. Med., *First Dept. Physiol., Kawasaki Med. Sch.)

Mg K7 —BZ&

Revisiting “Mg-Polymer”

Mahito Kikumoto, Shuuichi Takeda, Yuichiro Maeda (Structural Biology Research Center, Nagoya-Univ.)

WNT74 52 FEDOFOKIFSVOETFIV: REY SN ESR BEREZ v 7

Modeling for tropomyosin position in the thin filament by distance measurements using spin-labeling dipolar EPR spectroscopy
Keisuke Ueda'?, Yoshiki Tsujimoto?, Hiroaki Yamashita?, Kouichi Sakai®, Shoji Ueki*, Masao Miki3, Toshiaki Arata>> ('CLIST, Riken-Yokohama,
2Dept. Biol. Sci. Grad. Sch. Osaka Univ., 3Univ. Fukui, *Tokushima-Bunri Univ., >Ctr. Adv. High Mag. Field Sci., Grad. Sci. Osaka Univ.)

B RARMEBIER D ATP S HRRBIEF O 70 b NMR EMEFE

Spin-spin relaxation of 1H NMR signals from myofibril suspension during cross-bridge cycling

Tetsuo Ohno, Hitomi Sano (Dept. Physiol., The Jikei Univ. Sch. Med.)

BREBS NVEEKOHEERZRARI SRS

Interaction between water and myoproteins revealed by melting points

Naoya Nakahara!, Tetsuo Ohno!, Masako Kimura?, Sumiko Kimura!, Shigeru Takemori! (\Jikei Univ. Sch. Med., *Kagawa Nutri. Univ.)
T-plastin D2 DDT I FUEERXAVETIF 747X PEDHESHEDLE

Comparison of binding affinities of two actin-binding domains of T-plastin to actin filament

Taiki Hirate, Atsusi Ooi, Tsuyoshi Okagaki (Dept., Bioresources, Mie Univ.)

DHHAREFOGEROW S OB/ - 2FEBEOBANLHOF F v T70HMRZ Y b7 — 7 BIFE#HORR

Development of On-chip Cardiomyocyte Network Analysis Assay for Understanding of Fluctuation Correlation in Cell-to-cell Conduction
Naoki Takahashi', Hideyuki Terazono?, Masao Odaka?, Kenji Matsuura?, Akihiro Hattori?, Kenji Yasuda! ('Dept. Physics, Waseda Univ.,
2WASEDA Biosci. Res. Inst. Singapore(WABIOS), Waseda Univ.)

BXROBERERNEG FOFIF L VERKBNVISADITSNIOT 7 b I AL VIBRE - IWEANDRLE 3 HE

Tropomyosin's HCM mutants (VI95A, D175N) differently affect the actomyosin sliding velocity and force

Shuya Ishii!, Shin’ichi Ishiwata?, Masataka Kawai® ('Sch. Adv. Sci. Eng., Waseda Univ., *Fac. Sci. Engn., Waseda Univ., 3Coll. Med., Univ. lowa)
R F- OB R D o FZUNHEIREN 3B L Ca?E B IS L TRAAEZ —EICRD

Contractive oscillations intrinsic to heating cardiomyocytes maintain the period against late Ca** variations

Seine A. Shintani'2, Takumi Washio®, Hideo Higuchi' ('Dept. Physics, Univ. Tokyo, 2JSPS Research Fellow, 3Dept. Human and Engineered
Enviromental, Univ. Tokyo)

A RRRHICE T 3 MERAN L CHEROREORFR

Relation between stretch cycles and response of cardiomyocytes in cyclic stretch stimulation

Chiho Nihei, Tomoyuki Kaneko (LaRC, Grad. Sci. Eng., Hosei Univ.)

Mg?/Ca?* RBRVBEZEKIZL S F-7I7F D= RBEZEL

Tertiary structure of F-actin affected by Mg?*/Ca’" and temperature

Takaya Yamaguchi, George Mogami, Makoto Suzuki (Grad. Sch. Eng., Univ. Tohoku)

>FE— % — / Molecular motor

Does homo hexamer function as a stator of rotary motor?

Aiko Endo, Junichi Kishikawa?, Ken Yokoyama? ('Grad. Sch. Biochem., Kyoto sangyo Univ., *Dept. Mol. Biosci., Kyoto sangyo Univ.)

2FF MD AR MD 2HAEEDELETIVF R — IV MD B IC £ 3 VI-ATPase D EIREHE O 7

Rotation mechanism of V1-ATPase elucidated by multi-scale MD analysis

Yuta Isaka', Toru Ekimoto', Yuichi Kokabu'!, Takeshi Murata®? ('Grad. Sch. of Med. Life Sci., Yokohama City Univ., *Fac. of Sci., Chiba Univ.,
3JST, PRESTO)

Probing the biophysical properties of a Thermoalkaliphilic F1 ATPase gives insight into adaptation and regulation

Duncan G. G. McMillan!, Rikiya Watanabe!, Hiroshi Ueno!, Gregory M. Cook?, Hiroyuki Noji! (Dept. of Applied Chemistry, The Univ. of Tokyo,
2Dept. of Microbiology and Immunology, Univ. of Otago, Dunedin, New Zealand)

=i AFM THAS HIC Y 3 EIEREOE O ERERIKEBE V,-ATPase D—F B HEEE S

The Extent of Unidirectional Cooperativity in Rotorless Enterococcus hirae V,-ATPase Revealed by High-speed AFM

Motonori Imamura!, Kazuya Nakamoto?, Shintaro Maruyama?, Fumihiro Kawai’, Ryota lino®, Takayuki Uchihashi*?, Takeshi Murata>®, Toshio
Ando'*? ('Bio-AFM FRC, *Grad. Sch. Sci., Chiba Univ., *Okazaki Inst. Integ. BioSci., IMS, NINS, *Dept. Phys., Kanazawa Univ.,>CREST, JST,
$PRESTO, JST)

Y UEEAEBEHALATZIL M) Yy PVEBOROY 7Ly 7L ALK ZEBY VERE

Detection of inorganic phosphate by phosphate binding protein encapsulated in femtoliter droplet arrays

Masayuki Higuchi', Kazuhito V. Tabata>*, Hiroyuki Noji?, Tomoko Masaike'** (\Dept. Appl. Biol. Sci., Tokyo Univ. of Sci., *Dept. Appl. Chem.,
Sch. of Eng., Univ. of Tokyo, >Res. Inst. for Sci. and Tech., Tokyo Univ. of Sci., *PRESTO, JST)
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Unveiling the chemomechanical coupling of F1 ATPase of Paracoccus denitrificans

Mariel Zarco - Zavala', Duncan G G McMillan', Toshiharu Suzuki', Hiroshi Ueno', Francisco Mendoza-Hoffmann?, Jose J. Garcia-Trejo?,
Hiroyuki Noji! (' Department of Applied Chemistry, Graduate School of Engineering, The University of Tokyo, *Departament of Biology, Chemistry
Faculty, National Autonomous University of Mexico)

IZ3XE B3R ADP #5552 V,-ATPase O X #3#% RSN

Crystal structures of the ADP-bound V-ATPase from Enterococcus hirae

Kano Suzuki', Kenji Mizutani'->3, Shintaro Maruyama!, Kazumi Shimono*, Fabiana L. Yakushiji', Eiro Muneyuki®, Yoshimi Kakinuma®, Yoshiko
Ishizuka-Katsura’, Mikako Shirouzu’, Shigeyuki Yokoyama?®, Ichiro Yamato®, Takeshi Murata'->»"? (\Chiba Univ., >Mol. Chirality Res. Center,
Chiba Univ., *Dept. Biol. Sei. Tech., Tokyo Univ. of Science, *Faculty of Pharm. Sci., Toho Univ., >Faculty of Sci. and Eng., Chuo Univ., *Faculty of
Agri., Ehime Univ., "DSSB, RIKEN, $Struct. Biol. Lab., RIKEN, °JST, PRESTO)

Enterococcus hirae B3 V -ATPase PIVX¥ 7 4 VA —ZERGHI R THRE OGRS

Arginine finger mutant of Enterococcus hirae V-ATPase shows unusual rotational behaviors

Tatsuya lida!, Yoshihiro Minagawa?, Hiroshi Ueno?, Takeshi Murata®, Ryota Iino"** (\SOKENDAI (The Grad. Univ. for Adv. Stud.), *The Univ.
Tokyo, 3Chiba Univ., *Inst. for Mol. Sci., >Okazaki Inst. for Integr. Biosci.)

Structural analysis by NMR on C-terminal region of FliG, an essential motor component of Vibrio Na*-driven flagella

Yohei Miyanoiri', Yuuki Nishino?, Mizuki Gohara?, Atsushi Hijikata®, Yasuhiro Onoue?, Seiji Kojima?, Tsuyoshi Shirai?, Masatsune Kainosho',
Michio Homma? (\SBRC. Grad. Sch. Sci., Nagoya Univ., *Biosci. Grad. Sch. Sci., Nagoya Univ., *Biosci. Nagahama Inst. Biosci. Tech.)

HILERX FRE FIIFG ASERUNAET— ¥ —OHEHEEETA

Functional analysis of a FIiFG deletion-fusion mutant flagellar motor

Tomofumi Sakai', Koichiro Mori!, Yumi Inoue', Tomoko Miyata', Naoya Terahara', Yusuke Morimoto?, Takayuki Kato', Keiichi Namba'-2,
Tohru Minamino' ('Grad. Sch. Frontier BioSci., Osaka Univ., >RIKEN QBiC)

KEVEY VERWVWENITIVTRAEE—S—DRK ML DOEHE

Maximum torque generated by the bacterial flagellar motor measured by optical tweezers

Taishi Kasai', Yoshiyuki Sowa'? ('Reserch center for Micro-Nano Tech. Hosei Univ., ?Dept. Frontier Biosci., Hosei Univ.)

NAEE—2—0O ML 7EMEE ZOBAEZENEEAE

Precise measurement of torque characteristics and individual variability of bacterial flagellar motor

Kento Sato, Shuichi Nakamura, Seishi Kudo, Shoichi Toyabe (Grad. Sch. Eng., Tohoku Univ.)

The mechanism of Vibrio alginolyticus polar flagellum growth

Chien-Jung Lo, Meiting Chen (Department of Physics, National Central University)

Functional Analysis of Slow-Motile Mutations in Flagellar Stator MotA/B of Salmonella

Seyedehnoorolhoda Shajaripourjaberi, Naoya Terhara, Tohru Minamino (frontier biosciences)

Rng2 IC& B F-7 7 F 2 &I F 2 EOBERIBELER O

Regulation of cooperative interaction between myosin and F-actin by Rng2

Taiga Imai', Masak Takaine?, Kentaro Nakano?, Osamu Numata?, Taro Uyeda?, Kiyotaka Tokuraku' (' Muroran institute of technology, >*University
of Tsukuba, *Waseda University)

SHIANY v I ZRILERESDIAI VNIRRT IF /745X bOBYDFEELLIZNF—2BIEHES

Myosin II SH1 helix mutant lowers the activation energy for sliding of Factin

Shigeru Chaen', Kotomi Shibata!, Tsubasa Koyama!, Atsushi Suenaga', Sosuke Iwai? (' Dept. Biosci. Nihon Univ., 2Dept. Biol. Hirosaki Univ.)
FO9SLAEEI A VTRV TIORMESHREI1FFAX—-D0 T

Design of a programmable myosin motor assembly and nanometer-precision single-molecule imaging

Masashi Ohmachi', Keisuke Fujita', Keigo Ikezaki?, Toshio Yanagida'-3, Mitsuhiro Iwaki'? ('QBiC, RIKEN, *Univ. of Tokyo, *Osaka Univ.)
Bt h Bl OHEETNVERAVABIRBICETINATRT IV VEHOFSEOHMA

Contribution of biased Brownian motion in muscle contraction studied by a simplified computational model of muscle fiber

Daisuke Watanabe, Masaki Sasai, Tomoki P. Terada (Dept. Comput. Sci. Eng., Grad. Sch. Eng., Nagoya Univ.)

Rng2 IC&B7V9F 7147 X2 bOEEZ{LE, HMM TEE SN 37 7 F EEOHGRIAIEE

Structural changes of actin filaments induced by Rng2, and the resultant inhibition of actin movement on HMM

Yuki Hayakawa', Keiko Hirose?, Masafumi Yamada?, Kien X. Ngo', Noriyuki Kodera*, Masak Takaine?, Kentaro Nakano?, Osamu Numata?, Taro
Uyeda'? ('dep physics, Waseda Univ., >Biomed Res Inst, AIST, *Grad. School of Life and Environ Sci., Univ. Tsukuba, *Bio-AFM Res Ctr,
Kanazawa Univ.)

Effect of external mechanical stress on collective motion of microtubules

Tamanna Ishrat Farhana', Arif Md. Rashedul Kabir?, Daisuke Inoue?, Kazuki Sada'?, Akira Kakugo'? (!\Grad. Sch. Chem. Sci. & Eng., Hokkaido
Univ., *Fac. of Sci., Hokkaido Univ.)

MWNERAGDP-Fa1—T7 ) ORELERE

Determination of accurate axial tubulin repeat in GDP-microtubules

Shinji Kamimura!, Hiroshi Imai', Toshiki Yagi?, Tomohiro Shima®#, Yasushi Okada*>, Hiroyuki Iwamoto® (\Dept. Biol. Sci., Chuo University,
2Dept. Life Sci., Pref. Univ. Hiroshima, *Dept. Biol. Sci., Univ. Tokyo, *Lab. Cell Polarity Regulation., Qbic, RIKEN, *Dept. Phys., Univ. Tokyo,
‘Life & Environmental Div., SPring-8)
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ERELHNES B ICE T RN EOREREE

Design of Microtubule Persistence Length Toward High-precision Microtubule Sorting

Naoto Isozaki!, Hirofumi Shintaku!, Hidetoshi Kotera!, Taviare L. Hawkins?, Jennifer L. Ross?, Ryuji Yokokawa! (!Kyoto University, >University
of Wisconsin - La Crosse, >University of Massachusetts - Amherst)

Regulated swarming of molecular robots prepared from a DNA programmed biomolecular motor system

Jakia Jannat Keya!, Ryuhei Suzuki!, Arif Md. Rashedul Kabir?, Daisuke Inoue?, Kazuki Sada!-?, Akinori Kuzuya®, Akira Kakugo'? (' Graduate
School of Chemical Sciences and Engineering, Hokkaido University, *Faculty of Science, Hokkaido University, *Faculty of Chemistry and
Bioengineering, Kansai University)

BHEARNFEERAVEBEEOHEBNBESR

Functional reconstitution of flagellar axonemes by self-organization of microtubules, dynein docking complex and outer arm dyneins
Misaki Shiraga'?, Jyunya Kirima!?2, Hiroaki Kojima', Kazuhiro Ooiwa'? (!4dv. ICT Res. Inst. NICT, *Grad. Sch. Sci., Univ. Hyogo)
EFBEWMBELEI T 71— L& THALSHPILE - AHRESIZVDE—4— KX MV DEE

Orientation of two motor domains of cytoplasmic dynein characterized using electron computed tomography

Kotaro Koyasako', Shiori Toba?, Shinji Hirotsune?, Takuo Yasunaga' (!Department of Bioscience and Bioinformatics, Faculty of Computer
Science and Systems Engineering, Kyushu Institute of Technology, >Department of Genetic Disease Research, Osaka City University Graduate
School of Medicine)

FVINE I VEEBRERBYVAOREHRENTITRE LA LN EE)

Abnormal “hopping” of mouse tracheal cilia deficient in tubulin polyglutamylation

Masayuki Shiina!, Toshihito Iwase!, Masaaki Suegara', Haruka Kanno', Takanobu A Katoh?, Mitsutoshi Setou®, Takayuki Nishizaka?, Koji
Tkegami®, Tomoko Masaike'* (' Dept. Appl. Biol. Sci., Tokyo Univ. of Sci., 2Dept. Phys., Gakushuin Univ., *Hamamatsu Univ. Sch. Med., *PRESTO,
JST)

IIIFEFRABENOEMENRICEADZ 2 NITBEORER

Searching a putative protein responsible for switching waveform of Chlamydomonas flagella

Junya Kirima', Misaki Shiraga', Hiroaki Kojima?, Kazuhiro Oiwa'? ('Grad. Sch. Life Sci., Univ. Hyogo, *Adv. ICT Res. Inst., NICT)
NIFVY7 - hEREREOEAE FOT—-E0#EE. B, 70ty L TEHO—F FHERE

Single-molecule fluorescence analysis of binding, dissociation, and processive movement of bacterial and fungal cellobiohydrolases
Daiki Ishiwata!, Akihiko Nakamura'-2, Tomoyuki Tasaki?, Akasit Visootsat*, Maximilien Morice’, Ryota lino'>¢ (!Sch. phys. sci., SOKENDAI
(The Graduate University for Advanced Studies), *Okazaki Inst. for Integr. Biosci., 3Sch. of Engi., Univ. Tokyo, *Fac. Sci., Univ. Kasetsart, *Chimie
ParisTech., ®Inst. for Mol. Sci.,)

FFE—42— RecBCD ICL ZEMRIRT TOZ /N7 E-DNA EEHDOFE

Sequential eviction of crowded nucleoprotein complexes by the RecBCD molecular motor

Tsuyoshi Terakawa', Redding Sy'2, Silverstein Timothy', Greene Eric! (\Columbia Univ., >Univ. of California)

RHAUAD A—ER I 7V ABRBENRER ZRAT 5 X HZXLO—FFHE

RHAU helicases regulate G4 stability during the ATPase cycle revealed from single-molecule analysis

Huijuan You', Jie Yan'2 (' MBI, National University of Singapore, >Dep. of Physics, National University of Singapore)

BE/N—ZX MIDNA LD RNA K X5 —ENQHEMERICL > TRAMICSIZEZ SN S

Transcriptional bursting is intrinsically caused by interplay between RNA polymerases on DNA

Keisuke Fujital, Mitsuhiro Iwaki!?, Toshio Yanagida'? ('QBiC, RIKEN, *Grad. Sch. of Front. Biosci., Osaka Univ.)
£F/70-TTHRALHICENE) Z7HFE— % —FHE Serratia marcescens AR FFF—E A D 1nm X7 v 7TEH

One nanometer steps in the motion of a linear molecular motor Serratia marcescens chitinase A resolved by gold nanoprobe

Akihiko Nakamura'2, Ryota lino'?3 (' Okazaki inst. for Integrative Bioscience, *The Graduate University for Advanced Studies (SOKENDAI),

3nstitute for Molecular Science)

fHEIE 4% / Cell biology

FHEEETYARDONAEHBRICEDSZ Dnal 77 IV =22/ E SfIA DR 75 X LEBOBEHHE

Structural property of the periplasmic TPR domain of SflA, a DnaJ family protein involved in flagellation of Vibrio alginolyticus

Mayuko Sakuma'?, Satoshi Inaba?, Shoji Nishikawa?, Takehiko Nishigaki?, Seiji Kojima?, Katsumi Imada’, Michio Homma'? (' Radioisotpe Res.
Cent., Nagoya Univ., *Div. Biol. Sci. Grad. Sch. Sci., Nagoya Univ., *Dept. of Macromol. Sci., Grad. Sch. Sci., Osaka Univ.)

FIhF "% D GTPase EF —7ADERILLFET VA EEBNAEREEMEANDOHE

Effect of mutations in the GTPase motif of FIhF on the number and location of the polar flagellum of Vibrio alginolyticus

Shota Kondo, Michio Homma, Seiji Kojima (Division of Biological Science, Graduate School of Science, Nagoya University)

#i&E Rhomboid 7O 7 7 — ¥ GIpG DAEMEBENER © GIpG DNAE I Wy BERBHEANDES O IHEHE

Screening of physiological substrates of E. coli rhomboid protease GIpG: possible involvement of GIpG in the flagellar function

Yohei Hizukuri, Kosuke Terushima, Yoshinori Akiyama (Inst. Virus Res., Kyoto Univ.)

EEGICHBLEANAZE—F—BEEF MotB DY 77 ALEEHICE T 2 BEZT(LOE RIFFER

Mutational studies of the assembly-coupled conformational change in the periplasmic region of a flagellar stator protein MotB

Seiji Kojima', Masato Takao?, Gaby Almira®, Ikumi Kawahara®, Mayuko Sakuma', Michio Homma!, Chojiro Kojima®#, Katsumi Imada? ('Div. of
Biol. Sci., Grad. Sch. of Sci., Nagoya Univ., *Dept. of Macromol. Sci., Grad. Sch. of Sci., Osaka Univ., *Inst. for Prot. Res., Osaka Univ., *Grad. Sch.
of Eng., Yokohama National Univ.)
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HENAEET—2—BEEFEEE MotA & L VEISGRFERE FIiF OES/ZRO - O F %

Screening for the structural analysis of the stator and the rotor proteins MotA and FIiF in the bacterial flagellar motor

Norihiro Takekawa', Mayuko Sakuma??3, Erika Yamaguchi?, Seiji Kojima?, Michio Homma?, Katsumi Imada' (!Dept. of Macromol. Sci., Grad.
Sch. of Sci., Osaka Univ., *Div. of Biol. Sci., Grad. Sch. of Sci., Nagoya Univ., *Radioisotope Res. Cent., Nagoya Univ.)

FIhA DEEZEBRINAEBOHBEIRFOREICERZTH S

Conformational rearrangements of FIhA is critical for ordered protein export during flagellar assembly

Yumi Inoue!, Yuya Ogawa?, Miki Kinoshita', Katsumi Imada?, Keiichi Namba'>*, Tohru Minamino' ('Grad. Sch. Frontier Biosci., Osaka Univ.,
2Grad. Sch. Sci., Osaka Univ., *QBiC, RIKEN)

HIVEXTNAEE—Z =& 5 MotA Met-206 DRE

Roles of MotA Met-206 in rotation and assembly of the Salmonella flagellar motor

Yuya Suzuki', Kodai Oono', Shuichi Nakamura!, Fumio Hayashi?, Kenji Oosawa’, Yusuke V. Morimoto®, Seishi Kudo' ('Grad. Sch. Eng., Tohoku
Univ., *Center for Inst. Anal., *Div. Mol. Sci., Fac. Sci. and Tech., Gunma Univ., *OBiC, Riken)

HMENAE M B2 /N7 EEED in vitro BIEE

In vitro reconstitution of the bacterial flagellar type III protein export

Hiroyuki Terashima', Akihiro Kawamoto?, Chinatsu Tatsumi', Keiichi Namba®?, Tohru Minamino?, Katsumi Imada' ('Grad. Sch. Sci., Osaka
Univ., *Grad. Sch. Front. Biosci., Osaka Univ., >Quant. Bio. Cent., Riken.)

REBEEBEZRAVENAZ M BEAEHEXOEEICL 318H

Fluorescence detection of the flagellar type III protein export using the inverted membrane vesicles

Tsuyoshi Tono!, Hiroyuki Terashima', Kazuhito Tabata?, Hiroshi Ueno?, Tomoki Matsuda®, Takeharu Nagai®, Hiroyuki Noji2, Katsumi Imada’
("'Grad. Sch. of Sci., Univ. Osaka., >Sch. of Eng., Univ. of Tokyo, 3ISIR, Univ. Osaka.)

NITVTPARAEERT — MEAADRRRDOBREBH

Expression and purification of the bacterial flagellar type III export gate complex

Takuma Fukumura!, Miki Kinoshita', Keiichi Namba'~, Tohru Minamino' (Grad. Sch. Frontier Biosci, Osaka Univ., >OBiC, RIKEN)
ERTHBIRBIREAVES € AR OEEIER

3D microscopic observation of the cell shape of spiral shaped bacteria

Hajime Tahara, Shuichi Nakamura (Grad. Sch. Eng. Univ. Tohoku)

Coordinated cell-body rotation in spirochete motion

Kyosuke Takabe, Seishi Kudo, Shuichi Nakamura (Grad. Sch. Eng., Univ. Tohoku)

BRMEBRBAILL - THFEESN RO TS X7 OHEXFRORE

Reversal motion of Spiroplasma induced by partial illumination

Tatsuro Itou', Daisuke Nakane!, Wen Wang?, Takayuki Nishizaka! (\Department of Physics, Gakushuin Univ., *College of Life Sciences, Nanjing
Normal Univ.)

Oy FRICERIKTEL, FARLVRVWERB 7Y 70T /HFERICLINAEE— 4 —OE 5 HBEEERTA

High resolution measurements of flagellar motor rotation by nanogold attached to a straight, solid hook mutant longer than the wild-type
Shuichi Nakamura'?, Yusuke V. Morimoto®3, Tohru Minamino?, Keiichi Namba? (Grad. Sch. Eng., Tohoku Univ., *Grad. Sch. Frontier BioSci.,
Osaka Univ., 3QBiC, Riken)

21— FEFRABNAEET— 2 —OEEKE

Rotation assay of the Pseudomonas flagellar motor

Taro Hariu, Takuto Tensaka, Seisi Kudo, Shuichi Nakamura (Grad. Sch. Eng., Tohoku Univ.)
AFZRMHELEETVFARERAVENAET ) v ¥ T ORI

Analysis of flagellar flicks of Vibrio cells stuck to a glass slide

Taichi Ohnuki, Shuichi Nakamura, Shoichi Toyabe, Seishi Kudo (Grad. Sch. Eng., Univ. Tohoku)

KEEOZEBFH TR S h-EEN T FIIM OXRBEH LIRS BFOICLYEHRAZHh S

Simulation of delays in repellent responses of Escherichia coli using a conformational spread model

Takashi Sagawa!, Yoshiyuki Sowa?, Ikuro Kawagishi?, Kazuhiro Oiwa!, Hiroaki Kojima' ('4dv. ICT Res. Inst., NICT, *Dept. of Front. Biosci.,
Hosei Univ.)

KBRS HI#EFR AtoS, AtoC DHEXRFHMBBABE

Interdependent co-localization of the histidine kinase AtoS and the response regulator AtoC of Escherichia coli

Takahide Endo!, Yukiko Miyao!, Kentaro Yamamoto', Masatoshi Nishikawa', Yoshiyuki Sowa'?, Ikuro Kawagishi' ('Dept. Frontier Biosci.,
Hosei Univ., *Research Center for Micro-Nano Technology, Hosei Univ.)

XBEEIE, 7I/EBEBEHENT S F-4BEBNTIO-FICLYASHICT ZEMAREDOLEMNE

Escherichia coli identify amino-acid species : unicellular organism’s chemical perception revealed by using a data-driven approach
Hiroto Tanaka', Yasuaki Kazuta', Tadashi Matsukawa', Yasushi Naruse?, Yukihiro Tominari', Masato Okada?, Yoshiyuki Sowa*, Ikuro
Kawagishi*, Kazuhiro Oiwa', Hiroaki Kojima! ('Adv ICT Res Inst, NICT, *CiNet, NICT, 3Tokyo Univ., *Housei Univ.)
ALSHEEMEZBAEMP4 OT7 I /BEREEANGILLF L THEESLS

Ca’ potentiates attractant responses to amino acids mediated by the chemoreceptor Mlp24 of Vibrio cholerae

So-ichire Nishiyama'?, Yohei Takahashi’, Katsumi Imada?, Ikuro Kawagishi' (\Dept. Frontier Biosci., Hosei Univ., *Res. Cen. Micro-Nano Tech.,
Hosei Univ., *Dep. Macromol. Sci., Grad. Sch. Sci., Osaka Univ.)
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NIFVPOTT 2y PAVINAD AENRE

Artificial polarity-reversal of bacterial magnetic compass

Seiji Iwata!, Shouhei Kuzoo!, Daisuke Nakane', Azuma Taoka>3 (! Dept. of Phys., Gakushuin Univ., >*Col. of Sci. Eng., Kanazawa Univ., *Bio-AFM
Front. Res. Cent., Kanazawa Univ.)

Importance of receptor cooperativity on the switching coordination of flagellar motors on a single Escherichia coli cell

Yong-Suk Che', Hiroto Takahashi?, Akihiko Ishijima', Hajime Fukuoka! (' Dept. Frontier Biosci., Osaka Univ., 2IMRAM, Tohoku Univ.)
EHEABE L Y- LTORBEERF Y V5 —+ BaeS

The histidine kinase BaeS of Escherichia coli may sense denatured proteins

Tohru Umemura!, Yoshiyuki Sowa!-?, Ikuro Kawagishi'? (\Dept. Frontier Bio., Hosei Univ., >Research Center for Micro-Nano Technology, Hosei
Univ.)

GHAVNIBEHBUERADHNERTE - ANTOFM v -l : —BEBEX1FFRRBICSL 3B

Dynamic homo- and hetero-dimerizations of G-protein coupled receptors: An analysis by dual-channel single fluorescent molecule
observation

Rinshi Kasai', Akihiro Kusumi'? (Inst. Front. Med. Sci., Kyoto Univ., 2Membrane Cooperativity Unit, OIST)

HESABERBNE 1 A FHMERAVE ERK ¥ T FIVRERD R ML v 7 OEA

Unraveling origins of bottleneck effects for ERK signal transduction using confocal image analyses and single molecule imaging
Kazunari Mouri, Yasushi Okada (RIKEN QBiC)

ZERG ANV EOFHIEEN L EREL VD OIRRERE

Dynamic range extension of eukaryotic chemotaxis via regulation of heterotrimeric G protein dynamics

Yukihiro Miyanaga'?, Yoichiro Kamimura!?, Masahiro Ueda'-? (! Frontier Biosciences, Osaka Univ., >*QBiC, Riken)

EfLtE s N BEOMBAENRE & MR E O B EHA

Simultaneous observation of the intracellular chemotactic proteins and the cellular behavior

Hajime Fukuoka', Hiroto Takahashi?, Akihiko Ishijima' ('Grad. Sch. Frontier Biosci., Osaka Univ., IMRAM, Tohoku Univ.)

FATENA X =DV T ERRNERICEDCHMEHBEIMEDERICH 3 HL6o #A D ELIEEE) ORFIT

Pharmacological and live-cell imaging analysis of chemotactic HL60 cells under dynamically changing chemoattractant gradient
Motohiko Ishida', Akihiko Nakajima?, Satoshi Sawai'-> (' Dept. Basic Sci., Grad. Sch. of Arts & Sci., Univ. of Tokyo, *Research Center for Complex
Systems Biology, Grad. Sch. of Arts & Sci., Univ. of Tokyo)

o077 - OFERMEX HZ X LOREH

Thermotaxis mechanism of mouse macrophage

Hideo Saitou, Seine Shintani, Hideo Higuchi (Grad. Sch. Sci., The university of Tokyo)

REZEERY TFNEBIRBREDF LAT BHRERICRBEh/MNITHET S 11 3FI X TICL 380

The immune signal adaptor molecule LAT works on cytoplasmic vesicles tethered to the plasma membrane: a single-molecule imaging
study

Koichiro M. Hirosawa', Bo Tang?, Nao Hiramoto-Yamaki', Kenta J. Yoshida', Shohei Nozaki, Takaaki Tsunoyama, Kenichi G.N. Suzuki®,
Kazuhisa Nakayama®, Takahiro K. Fujiwara', Akihiro Kusumi® (! WPI-iCeMS, Kyoto Univ., *College of Chemistry and Molecular Sciences, Wuhan
Univ., 3JSPS Research Fellow, *Grad. Sch. Pharm., Kyoto Univ., >OIST, *NCBS-inStem, Bangalore, India.)

PIP3 & Ras O BCH#AK L REMKIBIE & £ 0Kl X = X L ORI

Analysis of Self-organized Domain Formation and Regulation Mechanism of PIP3 and Ras

Seiya Fukushima'2, Satomi Matsuoka??, Masahiro Ueda'?3 ('Grad. Sch. Sci., Univ. Osaka, >OBiC, RIKEN, 3Grad. Sch. Frontier Biosciences.,
Univ. Osaka)

Controlling contractile instabilities in the actomyosin cortex

Masatoshi Nishikawa'->>*, Sundar Naganathan>*#, Frank Julicher*, Stephan Grill>** (' Hosei University, >TU-Dresden, *MPI-CBG, *MPI-PKS)
BEROEEMRICS T EMIL2TO- VO3

Distribution of free cholesterol in MDCK cells during the migration on culture dish

Yoshikatsu Ogawa (4IST BMD)

BEFEREICES TS T Y NROBE—HAE RO

Development of a single cell assay system for T lymphocytes in adaptive immunity

Hiroaki Machiyama', Tomoyuki Yamaguchi!, Tomonobu Watanabe'2, Hideaki Fujita!? (\IFReC, Osaka U., *QBiC, RIKEN)

Drug response of lymphocytic leukemia cells to anticancer drug is affected by experience of cell division prior to treatment

AKkihisa Seita, Takahiro Yamada, Yuichi Wakamoto (Department of Basic Science, Graduate School of Arts and Science, University of Tokyo)
ErbB Lt 7% —OHEE) Y BELxy F7—7

Cell and signal specific phosphorylation networks of the ErbB receptor family

Hiraku Miyagi, Michio Hiroshima, Atsushi Mochizuki, Yasushi Sako (RIKEN)

HRRE - AIHE - 481 - ¥)1% / Biological & Artificial membrane: Structure & Property
BEHRY v — L 3RE-ATES /71 R OWR

Lipid bilayer nanodiscs formed by designed membrane-active polymers
Kazuma Yasuhara, Jin Arakida, Masaya Inoue, Jun-ichi Kikuchi (Grad. Sch. Mat. Sci., Nara Inst. Sci. Tech.)
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3P0s204 FIAMEAFTERSAEKEHESEOYS 7 OBRBTANOEMRNOER
Entrapment of Living Cells inside Micro-Droplet under Aqueous/Aqueous Segregation with Solvable Polymers
Tadashi Fujimoto!, Naoki Nakatani', Kanta Tsumoto?, Chwen-Yang Shew?, Kenichi Yoshikawa! (!Fac. Life Medical Sciences, Univ. Doshisha,
2Grad. Sch. Eng, Univ. Mie, >Chemistry, City. Univ. New York)
3P0s205 MBRILETNICLZIBEFFOESHOIABIEICET 3 ERAHE
Theoretical study on the process of the formation of lipid molecule cluster by coarse-grained model
Shogo Kinoshita, Satoshi Nakagawa, Makoto Wada, Seiichiro Ito, Kazutomo Kawaguchi, Hidemi Nagao (Nat. Sci. Kanazawa Univ.)
3P0s206 AT JNICKAN2EOIOM FRFZAT S EEROES S - KIREROIER—
Phase Separation of Two Kinds of Colloidal Particles in Giant Vesicles -Extension of Asakura-Osawa Theory-
Yuno Natsume!, Kazumi Itoh!, Yuhei Natsume?, Kensuke Kurihara®*> (\Japan Women's Univ., >Chiba Univ., *Okazaki Institute for Integrative
Bioscience, *Institute for Molecular Science, *Research Center for Complex Systems Biology, The Univ. of Tokyo)
3P0s207 B4 NDRREMEKICLZ3 2V /NX7ERBY KV - LOBEZHHARE
Structural study of liposomes encapsulating proteins depending on lipid composition and species
Kosuke Takahashi, Mitsuhiro Hirai (Grad. Sch. Eng., Gunma Univ.)
3P0s208 T UNBERDRLEBFATFFINIZ/—NTFIV_EROBE L VCENHREE
Thermotropic and barotropic phase transitions in bilayer membranes of phosphatidylethanolamines with varying acyl chain lengths
Masaki Goto!, Shigeru Endo?, Nobutake Tamai!, Hitoshi Matsuki! ('Grad. Sch. of Biosci. and Bioindus., Tokushima Univ., *Fac. of Engin.,
Tokushima Univ.)
3P0s209 BAKUBFFICLWEREDERHZFIHML AALRADES /N7 EBENR
Patterned model membrane with hydrophilic polymer brushes for the functional incorporation of membrane proteins
Fuyuko Tamura', Yasushi Tanimoto!, Yasuhiko Iwasaki?, Fumio Hayashi?, Yuki Sudo®, Kenichi Morigaki® (\Grad. Agri., Univ. Kobe, >*Chem.
Bioeng., Univ. Kansai, 3Sci., Univ. Kobe, *Grad. Med. Dent. Pharm., Univ. Okayama, 5Biosignal., Univ. Kobe)
3P0s210 N7 FUAORT Y U ERBRIESHOIRIEE
A mechanistic insight into the formation of bacteriorhodopsin vesicle
Daisuke Yamamoto, Risa Mutoh (Fac. Sci. Fukuoka Univ.)
3P0os211 FRFYU/IN—H C 1D CKIFICIIBEBEDOF 1 —THRENH S
Membrane tubulation ability of phospholipase Cp1 C terminal domains
Takehiko Inaba', Takuma Kishimoto?, Motoshide Murate!, Takuya Tajima'-, Mitsuhiro Abe!, Asami Makino!, Nario Tomishige', Reiko
Ishitsuka', Yasuo Ikeda®, Shinji Takeoka?, Toshihide Kobayashi'* (‘\RIKEN, 2Kyorin Univ. Sch. Medicine, *Waseda Univ., *UMR 7213 CNRS,
University of Strasbourg)
3P0s212 BABFHRYIalb—YavIilmI-HRLEEETIVORR
Developing a coarse-grained model of lipid for large molecular simulations
Suguru Kato, Shoji Takada (Kyoto University)
3Pos213 FIFZUARTF FNOEEBEZRET 2WMBERNTF FICL3BHENSv X TOEAL
Alteration of Lipid Packing State by Amphipathic Peptides Promoting Membrane Penetration of Octaarginine
Tomo Murayama, Shiroh Futaki (ICR, Kyoto Univ.)
3Pos214 FTIRATR D7 YU XL LIZMER L ZREARE T T IVEAONEE AR
Permeation of substances into stratum corneum model membranes prepared directly on FTIR-ATR prism
Kohei Oka, Satoru Kato (Grad. Sch. Sci. & Tech., Univ. Kwansei Gakuin)

IR [ B8 - 1FERALEE / Neuronal circuit & Information processing

3P0s227 #MRIREEED S F T ZAANIC & B HIBKTEFR 4 FE
Phase-dependent modulation of neural oscillations by synaptic inputs
Satoshi Watanabe!, Moritoshi Hirono? (\NCNP, 2Grad. Sch. Brain Sci., Doshisha Univ.)

3P0s228 #RH D whole-brain 1 X —2 > J 7 — 2 (BT 3 (i tHE EARZIR
Phase synchronization analysis of whole-brain imaging data of C. elegans
Yuishi Iwasaki'’, Takayuki Teramoto®’, Terumasa Tokunaga®’, Osamu Hirose*’, Yu Toyoshima®’, Ryo Yoshida®’, Yuichi Iino>’, Takeshi
Ishihara®” (\Fac. Eng., Ibaraki Univ., *Grad. Sch. Sci., Kyushu Univ., *Grad. Sch. Comp. Sci. and Sys. Eng., Kyushu Institute Tech., *Institute. Sci.
and Eng., Kanazawa Univ., >Grad. Sch. Sci., Univ. Tokyo, Institute Stat. Math., "JST, CREST)

3P0s229 #iFHIID SHRT 2 MBEEOIFENS » F v 71 MR
Minimum Requirements of Microchannel Patterns for Building of Stable Neuronal Circuits in On-chip Cell Network Assay
Takahito Kikuchi', Hideyuki Terazono?, Kenji Matsuura?, Akihiro Hattori>, Masao Odaka?, Kenji Yasuda' ('Dept. Physics, Waseda Univ.,
2WASEDA Biosci. Res. Inst. Singapore (WABIOS), Waseda Univ.)

3P0s230 7 I L ML —H—XRHICE S MHIEEBREAOEREEHE
Spatio-temporal activity pattern in neuronal network evaluated by femtosecond laser-induced stimulation
Yuji Fujioka'?, Yuta Nakagawa', Suguru N. Kudoh?, Takahisa Taguchi®, Chie Hosokawa' ('Biomed. Res. Inst., AIST, >Sch. Sci. & Tech., Kwansei
Gakuin Univ., *CiNet, NICT)
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BEEWEREREICETZIRY b7 -7 77 7BEDBERRIKRFNEL

Developmental changes of graph structures in cultured neurons -the analysis with functional-connection map

Nanami Hirata, Wataru Minoshima, Hidekatsu Ito, Suguru Kudoh (Department of Human System Interaction, School of Science and Technology,
Kwansei Gakuin University)

IEATFVI. A-OvNE/TI7HAOBRRITHOFIR) XLEEBTHS RPeD1 —21—OVDEEREE(EES
Epicatechin alters the electrophysiological activity of RPeD1 in the pond snail, Lymnaea

Yoshimasa Komatsuzaki', Minoru Saito?, Ken Lukowiak® (!Dept. Phys., CST, Nihon Univ., >Grad. Sch. Integ. Basic Sci., Nihon Univ., *Hotchkiss
Brain Inst., Cumming Sch. of Med., Univ. of Calgary)

Increasing reproducibility of activity patterns in nenural network during culture days

Takumi Okada, Wataru Minoshima, Hidekatsu Ito, Suguru Kudoh (Dept. of Human System Interaction, School of Sci. and Tech., Kwansei Gakuin
University,)

EERELGVERII. BRHF -GCEOBEOMR—AAEER CNKRERIERE CHIMICXEI LS

Supersensitive odor discrimination is controlled in part by initial interactions of receptor-G-protein and cortical oscillatory responses
Takaaki Sato', Reiko Kobayakawa?, Ko Kobayakawa?, Makoto Emura®, Shigeyoshi Itohara*, Takashi Kawasaki', Riichi Kajiwara®, Ichiro
Takashima!, Toshio lijima®, Akio Tsuboi’, Hiroyoshi Matsumura® (' 41ST, 2Kansai Med. Univ., 3Takasago Internat'l. Corp., *BSI., RIKEN, *Sch. Sci.
& Technol., Meiji Univ., °Grad. Sch. Life Sci., Tohoku Univ., "Nara Med. Univ., *Ritsumeikan Univ.)

EEBHVY A VER MRI IC & 5 2R EEHETA

Whole brain activity mapping using quantitative activation-induced manganese-enhanced MRI

Makoto Osanai'2, Satomi Kikuta!-}, Hajime Tamura!, Noriyasu Homma'* (' Tohoku Univ. Grad. Sch. Med., *Grad. Sch. Bio Med. Eng, Tohoku
Univ., *Research Fellow, JSPS)

1T&h / Behavior

Foraging behavior of Caenorhabditis elegans

Chien Jung Lo, Mao Ting Cheng (Dept. of Physics, NCU, Taiwan)

2REZRBIVIRTRICE T 2MBROBHKEEEEE

Spontaneous cell migration dynamics in 2D and 3D environment

Hiroaki Takagi (Dept. of Phys., Nara Med. Univ.)

IEEE EREIR & ORERT

Association between physical activity and sleep efficiency

Ikuko Motoike'2, Atsushi Koike!, Akihiro Karashima'-, Mitsuyuki Nakao! ('Grad. Sch. Info. Sci., Tohoku Univ., *Medical Megabank Org.,
Tohoku Univ., *Grad. Sch. Eng., Tohoku Inst. Tech.)

SEY - $2E - = A / Photobiology: Vision & Photoreception

RFEF v XNORNTIVICHT 3EHRMA

Theoretical study on molecular mechanism of photo-induced gate opening of channelrhodopsin

Cheng Cheng', Motoshi Kamiya!, Norio Yoshida?, Shigehiko Hayashi' ('Kyoto Univ., 2Kyushu Univ.)

HHIEE TSA EF— 7852 DEEMBEBRRNT A FMF K70 KT 0 OREREER

CI-pumping Photoreaction of a Bacterial Halide-ion Pumping Rhodopsin with an Archaeal-type TSA motif

Takashi Tsukamoto', Susumu Yoshizawa?, Takashi Kikukawa?, Makoto Demura’, Yuki Sudo' ('Grad. Sch. Med. Dent. & Pharm. Sci., Okayama
Univ., 2AORI, Univ. of Tokyo, 3Fac. Adv. Life Sci., Hokkaido Univ.)

Mastigocladopsis repens halorhodopsin ® 7 # b4 7 IVOfEIR & TSD €F — 7 DR SN DHFER

Photocycle of Mastigocladopsis repens halorhodopsin and the role of its TSD motif

Takatoshi Hasemi, Takashi Kikukawa, Tomoyasu Aizawa, Naoki Kamo, Makoto Demura (Grad. Sch. Life Sci., Hokkaido Univ.)
NOORTIVOBAFVEEF A INVICETZLFF—IBRORKEL

Isomerization of the retinal chromophore during the anion pumping cycle of halorhodopsin

Tsutomu Kouyama, Hiroki Kubo, Siu Kit Chan, Kousuke Maki (Dept. Physics, Graduate School of Science, Nagoya University)

X #/hEErElix %2 AV 2> 04 X F X7 phototropinl & ERAEDIEER UHEEERE

Structural and functional study of Arabidopsis phototropinl and its mutants by using small-angle X-ray scattering

Mao Oide'?, Koji Okajima'-2, Sachiko Kashojiya>?, Yuki Takayama'?, Tomotaka Oroguchi!-2, Takaaki Hikima?, Masaki Yamamoto?, Masayoshi
Nakasako'? ('Grad. Sci. Tech., Keio Univ., >RIKEN SPring-8 Center, *Dept. of Biol. Sci., Osaka Pref. Univ.)

Chromophore conformation in active site of orange carotenoid protein studied by Raman optical activity spectroscopy

Tomotsumi Fujisawa', Masashi Unno', Ryan Leverenz?, Cheryl Kerfeld? ('Saga Univ., 2Michigan State Univ.)

Functional characterization of a microbial rhodopsin from the marine eubacterium Rubricoccus marinus SG-29

Saki Inoue', Susumu Yoshizawa?, Takashi Tsukamoto'=, Yuki Sudo'? ('Fac. Pharm. Sci., Okayama Univ., 2AORI, Univ. of Tokyo, *Grad. Sch.
Med. Dent. & Pharm. Sci., Okayama Univ.)

Signaling kinetics of Cyanabacterial phytochrome (Cphl) studied by the transient grating method

Kimitoshi Takeda, Masahide Terazima (Department of chemistry, Kyoto University)
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3P0s247 Insitu EBRHEENMR ICL 2 YU —0O N7 2 11 OEHPRBHGORE
Characterization of photo intermediates in sensory rhodopsin II as revealed by in-situ photo-irradiation solid-state NMR
Yoshiteru Makino', Izuru Kawamura!, Takashi Okitsu?, Akimori Wada?, Yuki Sudo?®, Naoki Kamo*, Akira Naito', Kazuyoshi Ueda' ('Grad. Sch.
Eng., Yokohama Natl. Univ., 2Kobe Pharm. Univ., >Grad. Sch. Med. Dent. Pharm., Okayama Univ., *Grad. Sch. Life Sci., Hokkaido Univ.)
3P0s248 RELEZIEMEICH TS 7+ M FOEVERIEDOSHYE
Diversity of photoreaction of phototropins among different organisms
Yusuke Nakasone', Koji Okajima*, Kenichi Hitomi?, John Christie?, Satoru Tokutomi?, Masahide Terazima' ('Kyoto University, ?Osaka Prefecture
University, *Scripps research institute, *Keio University)
3P0s249 EPREIC & % Photozipper RIGEIE D BE R
Reaction mechanism in Photozipper monitored by Electron Paramagntic Resonance
Kouhei Ozeki!, Hiroki Nagashima!, Osamu Hisatomi?, Hiroyuki Mino! (\Grad. Sch. Sci., Nagoya Univ., >Grad. Sch. Sci., Osaka Univ.)
3P0s250 Substrate recognition of the (6-4)photolyase
Yuma Terai!, Takahiro Yumiba', Tomoko Ishikawa?, Takeshi Todo?, Junpei Yamamoto', Shigenori Iwai! (\Grad. Sch. Eng. Sci., Osaka Univ.,
>Grad. Sch. Med., Osaka Univ.)
3Pos251 (6-4)XEEIRERIC & 3 &R 2 £F DNA BIEICH T 3 EBEFBHOEA
Monitoring of the back electron transfer in the successive two-photons DNA repair by the (6-4) photolyase
Junpei Yamamoto', Kohei Shimizu!, Shigenori Iwai!, Klaus Brettel® (Grad. Sch. Eng. Sci., Osaka Univ., >*CEA Saclay, France)

JeEH)  F£E R | Photobiology: Photosynthesis

3P0s252 A FaVNEOHWEBRDH
Precise pigment analysis of ginkgo leaves
Yuhta Isei', Katsuhiro Wada', Tadashi Watanabe?, Norio Tanaka®, Masami Kobayashi' (' Divi. Materials Sci., Fac. Pure and Applied Sci., Univ.
Tsukuba, *Res. Center Math and Sci. Edu., Org. Adv. Edu., Tokyo University of Science, Tsukuba Botanical Garden)

3Pos253 HF /OO A NEFHOVT/NITITLVRCERNBROERMBERE I XV -BHBRB ORI
Analysis of energy transfer system of photosystem II complexes isolated from new chlorophyll containing cyanobacterium
Toshiyuki Shinoda!, Daisuke Nii!, Seiji Akimoto®?, Tatsuya Tomo'* (!Grad. Sch. Sci., Tokyo Univ. of Sci., *Molecular Photoscience Research
Center, Kobe Univ.,3JST CREST, *JST PRESTO)

3Pos254 Aggregation of chlorophylls d and f in n-hexane
Katsuhiro Wada', Terumitsu Kanjoh!, Yuhta Isei', Yutaka Hanawa?, Yoshihiro Shiraiwa?, Masataka Nakazato®, Hideaki Miyashita*, Masami
Kobayashi! (\Div. Materials Sci., Fac. Pure Applied Sci., Univ. Tsukuba, *Fac. Life Environ. Sci., Univ. Tsukuba, *Chlorophyll Research Institute
Co., Ltd, *Graduate School Human Environ. Studies, Kyoto Univ.)

3P0s255 MREINRKMKICHE T Z\HEABWEICKEL2HOT /1 FOEH
Extra accumulation of carotenoids upon intense irradiation during culture of a siphonous green algae, Codium fragile
Kentaro Fujiwara!, Ritsuko Fuji'? ('Grad. Sch. Sci., Osaka City Univ., ?°OCARINA, Osaka City Univ.)

3P0s256 F 734 NETOXRBTICHT 2HBEOHR
Effect of co-solvents on photo-reduction in thylakeid membranes
Kuniyuki Hatori, Yuko Kokaji, Tomoyuki Toyama (Dept. Bio-Systems, Yamagata Univ.)

3P0s257 Identity of chlorophyll e
Yuhta Sorimachi'!, Taku Kaitani!, Masataka Nakazato?, Hideaki Miyashita’, Masami Kobayashi' (' Div. Materials Sci. Pure and Applied Sci. Univ.,
2Chlorophyll Res. Inst., 3Graduate School of Human and Environ. Sci., Univ.)

3P0s258 Solubility and stability of chlorophylls in algal oil
Terumitsu Kanjoh', Mikihide Demura?, Masaki Yoshida?, Makoto Watanabe?, Masataka Nakazato’, Masami Kobayashi' (' Div. Materials Sci.,
Fac. Pure Appl. Sci., Univ. Tsukuba, *Fac. Life Environ. Sci., Univ. Tsukuba, 3Chl. Tes. Inst.)

3P0s259 Complex formation between carbon nanomaterials and photosystem complexes
Shota Tanaka, Tatsuya Tomo (Grad. Sch. Sci., Tokyo Univ. of Sci.)

3P0s260 RILFL MV EOILAREOBEBRBERSHEICEIRER I NI HEIREQOHEREZINXY MVREIE
Spectral identification of late precursors to photosynthetic proteins by cryogenic microscopy of greening etiolated Zea mays leaves
Hirotomo Nagasawa, Tomofumi Chiba, Yutaka Shibata (Graduate School of Science, Tohoku University)

3P0s261 dUBETHREL ZABEREMEIC L ZEFERIED 5 DXKFER
Phototrophic hydrogen production from acetate by purple non-sulfur bacteria from rivers in Hokkaido
Mayoka Kanoh'!, Kazuma Tazawa!, Seigo Kumakura?, Masahiro Hibino'? (\Div. Sustain. Enviro. Eng., Muroran Inst. Tech., *Dept. Appl. Sci.,
Muroran Inst. Tech.)

EHRE M - 7EMEE SR / Radiobiology & Active oxygen

3P0s262 BEMREFVEIEHRE XBBIEECEOTY ZAFEICH T2 x 2 K0 LERA
Metabolome analyses in livers of mice exposed to low or high-dose X-ray-irradiation
Tetsuo Nakajima', Guillaume Vares?, Yasuharu Ninomiya', Bing Wang!, Takanori Katsube'!, Kaoru Tanaka', Cuihua Liu', Hirokazu Hirakawa',
Kouichi Maruyama', Akira Fujimori!, Mitsuru Nenoi'! (\Natl. Inst. Radiol. Sci., QST., >OIST)
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3Pos277

3Pos278

EXIVDICE>THERSAIEKOSLEEELR L XDEF

Relations of oxidative stress and monocytic differentiation induced by vitamin D,

Naoya Matsunaga, Kiyotaka Murakami, Wakako Hiraoka (Dept. Phys., Grad. Sch. Sci. & Tech., Meiji Univ.)

FUAF 7 aRTF REZMEBBABERICLSTVESZENBL My 7 AFHE

Redox imbalance induced by coordination of divalent metals in octarepeat region of human PrP

Shinnosuke Kondo, Wakako Hiraoka (Dept. Phys., Grad. Sch. Sci. & tech., Meiji Univ.)

BERICERS NS CMNB-7 — V& L BB D577

Ultrasound-induced scission of CMNB-caged moiety and fatty acids

Kengo Takei', Takuya Wada', Asuka Kato!, Masato Mutoh?, Wakako Hiraoka' (' Dept. Phys., Grad. Sch. Sci. & Tech., Meiji Univ., *Dept. Mater.
& Human Env. Sci., Shonan Inst. of Tech.)

77 LEWE T/ LREEE | Genome biology: Genome function

—SFHBICH TS DNA ZEHORXYIEICH T 5 PEG {REER

Protective effect of PEG against DNA double-strand breaks caused by photo irradiation through single molecule observation
Moe Usui, Yuko Yoshikawa, Kenichi Yoshikawa (Facul. Life Med. Sci., Doshisha Univ.)

NAFA 2 THrvT7 107X #8845/ I 7 X | Bioinformatics: Functional genomics

BHEBERAVEBERMRATSA V0 TT4)7 4+ —LOBEEEE

Evaluation of functionality of uncharacterized splicing isoforms using machine learning techniques

Pramote Teerasetmanakul, Masafumi Shionyu (Grad. Sch. Bio-Sci., Nagahama Inst. Bio-Sci. Tech.)

Predicting protein-protein interactions using sequence homology and machine learning methods

Yifan Tang, Wei Cao, Tohru Terada, Kazuya Sumikoshi, Shugo Nakamura, Kentaro Shimizu (Grad. Sch. Agr., Univ. Tokyo)

a7 FUBERKRICE T 3 BEHIRIEETOMEERERS

Functional Roles of Simple Repeat Sequences in Chromatin Conformations

Takeru Kameda', Atsushi Ikegaya!, Takeshi Sugawara®, Naoaki Sakamoto'-2, Akinori Awazu'-? (' Dept. of Mathematical and Life Sciences,
Hiroshima University, *Research Center for the Mathematics on Chromatin Live Dynamics)

BRMRETF 1A ORFIBRICE SV ABEARICHADOIEELRENTFA

Prediction of key residues involving functional divergence based on sequence information of translation elongation factor 1A
Yosuke Kondo, Satoru Miyazaki (Fac. Pharm., Tokyo Univ. Sci.)

KAT W OBEEEERGL  Protean Segments A& REVICHEIERA T & 3EH

Interface property of protean segments: intrinsically disordered regions that undergo disorder-to-order transitions upon binding
Divya Shaji, Takayuki Amemiya, Ryotaro Koike, Motonori Ota (Grad. Sch. Inf. Sci., Nagoya U.)

Immuno-Navigator: a co-expression database for cell type-specific network inference in the immune system

Alexis Vandenbon (/FReC, Osaka University)

NAFA 2 TH7T 10X 84/ X U X [ Bioinformatics: Comparative genomics

KEEREZ VTP /OL7 7V —OBERBRICEELT I/ ERESBLORSR

In search for amino acid positions that determine the molecular function of photolyase/cryptochrome family

Daichi Yamada', Kei Yura'? ('Cent. Info. Biol., Ochanimizu Univ., *NIG)

Refining the performance of k-mer count similarity prediction and examining use of different scoring matrix for better pairwise alignment
Kazunori Yamada, Kengo Kinoshita (Tohoku University)

HIEEMZF | Mathematical biology

REOENRM E ZHBEORR

Relation between phototaxis and multicellularity of green algae

Keisuke Yamada, Yoshihiro Murayama (Tokyo Univ. of Agri. and Tech.)
ZBEOFEHIRBEOERECPIHICEAIRE

Effects of chromatin condensation on chromosome construction and segregation

Yuji Sakai', Masashi Tachikawa', Atsushi Machizuki!, Kazuhisa Kinoshita®, Tatsuya Hirano® (‘\RIKEN, Theoretical Biology Laboratory, *RIKEN,
iTHES, *RIKEN, Chromosome Dynamics Laboratory)

IO F U oBREIAV 27 MYy TOBGRERSERT 3 O OBENHME

A mathematical study for deep understanding of relationship between chromatin dynamics and contact map
Masaki Nakagawa (RcMcD, Hiroshima Univ.)

Enhancement of sampling space in multivariate analysis of experimental big data in various biological sciences

Jiyoung Kang', Kazuhiko Yamasaki®, Masaru Tateno' (' Univ. of Hyogo, >Biomed. Res. Ins. AIST)
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MBERFICHTEA RV - CARTF FOMPEHEOHIEE T IV & AR

Mathematical model analysis of blood glucose regulation with insulin and C-peptide

Kaoru Ohashi', Masashi Fujii', Shinsuke Uda', Hisako Komada?, Kazuhiko Sakaguchi?, Wataru Ogawa?, Shinya Kuroda' ('Grad. Sch. Sci., Univ.
Tokyo, *Grad. Sch. Med., Univ. Kobe)

ERHFMARAOLES I 2 L—-2BORHE L

Implementation of a group of special-purpose simulators for life science researches

Hideto Katsuma'-2, Jun Takayama®, Yukako Tohsato?, Koji Kyoda?, Shuichi Onami'? (\Grad. Sch. System Inform., Kobe Univ., >Lab. Dev Dyn.,
RIKEN QBiC)

BEFRREFHX DXL S M4 TRHEEBIETFHREORRF

Relationship between regulatory pattern of gene expression level and gene function

Masayo Inoue, Katsuhisa Horimoto (molprof, AIST)

THROMIRICET3MRBODIIFIVIADETI VT EHE

Modeling and inferring dynamics of T cell population in thymus

Kazumasa Kaneko', Ryo Yokota?, Taishin Akiyama’, Tetsuya Kobayashi® (\Grad. Sch. Eng., Univ. Tokyo, *Inst. Ind. Sci., Univ. Tokyo, *Inst. Med.
Sci., Univ. Tokyo)

MRERERY»SESMRO NL— K7

Trade-off in a protocell model with catalytic reactions

Atsushi Kamimura, Kunihiko Kaneko (7he University of Tokyo)

Spine {24+ % Small-volume effect: Robust, Sensitive, Efficient & TE${EEND X HZ X L

Small-volume effect enables robust, sensitive and efficient information transfer in the spine

Masashi Fujii!, Kaoru Ohashi!, Yasuaki Karasawa?, Minori Hikichi!, Shinya Kuroda' (' Dept. Biol. Sci., Grad. Sch. of Sci., Univ. of Tokyo, *Dept.
Neurol., Grad. Sch. of Med., Univ. of Tokyo)

FEF - 414 1) X' Ls | Nonequilibrium state & Biological rhythm

Curvature-driven splitting of a planar traveling wave

Kazuya Horibe', Ken-ichi Hironaka?3#, Katsuyoshi Matsushita?, Koichi Fujimoto? ('Grad. Sch. Info, Univ. Osaka, *Grad. Sch. Sci., Univ. Osaka,
3CDB, Inst., Riken, *JSPS Research Fellow(PD))

Quantification of dynamic mechano-response of myoblast using stimulus responsive matrix

Marcel Hoerning', Masaki Nakahata?, Akihisa Yamamoto', Mariam Veschgini®, Stefan Kaufmann?®, Yoshinori Takashima?, Akira Harada>*,
Motomu Tanaka'? ('iCeMS, Kyoto University, >Osaka University, >Heidelberg University, *ImPACT)

BEEFSILETBIHMKRIAF IV RAEHMBEOBAOEEL

Quantification of Morphological Dynamics and Symmetry Break in Regenerating Hydra Tissues

Ryo Suzuki!, Mariam Veschgini?, Thomas W. Holstein?, Motomu Tanaka!? ('iCeMS, Kyoto University, *Institute of Physical Chemistry, University
of Heidelberg, *Centre for Organismal Studies, University of Heidelberg)

2D swarming bacteria

Chien Jung Lo, Ching Yuan Lin (Dept. of Physics, NCU, Taiwan)

BREABICE>TEIZRI SN ZMRDGIZALRR EFERKR

Auditory entrainment and stochastic resonance in EEGs

Minoru Saito'2, Shogo Kawamoto?, Yuuta Hamasaki', Ken Saito?, Tetsuya Yamamoto®* ('College of Humanities and Sciences, Nihon University,
>Graduate School of Integrated Basic Sciences, Nihon University, >College of Science and Technology, Nihon University, *Tokyo Metropolitan
College of Industrial Technology)

INA F 4 X —3 > % | Bioimaging

Observation of conformational dynamics of Flil by HS-AFM

Kei Adachi', Jun-ichi Kishikawa?, Hiroyuki Terashima?, Takayuki Uchihashi!, Katsumi Imada?, Ken Yokoyama?, Toshio Ando' ('Coll. Sci. &
Eng., Kanazawa Univ., *Grad. Sch. Sci., Osaka Univ., *Facul. Biosci., Kyoto Sangyo Univ.)

BREREFENERBEXE LY NOBREV AT L

Combined system of high speed atomic force microscopy(HS-AFM) and optical tweezers

Shin’nosuke Yamanaka', Akane Goto', Hiroki Watanabe?, Takayuki Uchihashi', Toshio Ando'? (\Grad. Sch. Sci., Kanazawa Univ., >RIBM Co.,
Ltd., 3Bio-AFM FRC., Kanazawa Univ.)

BEROBFIKEFELAS NN VEEEEOHEERAOERRERD-HOEE AFM AEROER

Development of HS-AFM substrate for observation between proteins and lipid membrane depending on the physical shape of lipid
membrane

Takahiro Toyoda!, Shin’nosuke Yamanaka', Akane Goto', Hiroki Watanabe?, Shunsuke Shozui', Mikihiro Shibata'3, Takayuki Uchihashi'-3
('Dept. of phys., Kanazawa Univ., >RIBM Co., Ltd.,, 3Bio-AFM FRC., Kanazawa Univ.)

REFE 1 HES FEWEICL ZBEEWSTFOHHY 7V — FOREH

Transient recruitment of focal adhesion molecules revealed by super-long single molecule tracking

Taka-aki Tsunoyama', Kenichi G.N. Suzuki>3, Takahiro K. Fujiwara?, Akihiro Kusumi'>* ('OIST, %Inst. Integrated Cell-Material Sciences (WPI-
iCeMS), Kyoto Univ., >NCBS/inStem, India, *Inst. Frontier Medical Sciences, Kyoto Univ.)
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B % DEBHEA ATP REORBRLICLVBASHICE >/, BILX FLATICE T 2R ATP REOET

In vivo imaging of cytoplasmic ATP in living yeast cells reveals a profound effect of oxidative stress on ATP level

Masak Takaine'?, Hiromi Imamura’, Satoshi Yoshida'? (\Gunma Univ. Initiative for Adv. Res., *Gunma Univ. Inst. for Mol. and Cell. Regulation,
3Lab. of Funct. Biol., Grad. Sch. of Biostudies, Kyoto Univ.)

PDLIM2 DHEMER Z /¥ 8 MKRN2 (3, NFxB D p65 7 1=y MIHTIHFRMIEFF U E3VH—EE L THEET S
PDLIM2-interacting protein MKRN2 functions as a novel E3 ligase for p65 subunit of NF-kB

Chanyoung Shin'?, Yuma Ito', Makio Tokunaga', Takashi Tanaka’, Kumiko Sakata-Sogawa' ('Sch. Life Sci. Tech., Tokyo Inst. Tech., >IMS,
RIKEN)

) REHERBIC BV 3 RAEWH & > /37 B PDLIM2 B L DOEMEZS x — 2~ TEERER

Live cell imaging and quantitative analysis of anti-inflammatory protein PDLIM?2 activation upon LPS stimulation

Shota Ichikawa', Yuma Ito', Takashi Tanaka?, Makio Tokunaga', Kumiko Sakata-Sogawa' (!Sch. Life Sci. Tech., Tokyo Inst. Tech., 2IMS-RCAI,
RIKEN)

mRNA O—5FEBIFICE DX L ZFEHERDAKBORE

Investigating initiation mechanism of stress granule formation by tracking single mRNA particles

Masamichi Imaseki!, Ko Sugawara!, Kohki Okabe'?, Takashi Funatsu' ('Grad. Sch. Pharm Sci., Univ. of Tokyo, 2JST, PRESTO)
BEEES L FRMEEORRE

Development of high-speed near-field optical microscopy

Takayuki Umakoshi', Shingo Fukuda?, Takayuki Uchihashi'->?, Toshio Ando'->? ('Bio-AFM FRC, Kanazawa Univ., *Coll. Sci. & Eng., Kanazawa
Univ., 3CREST-JST)

BEMRHEICEDI 2 VNV EHEOS X - TEERIR

Quantitative image analysis of dynamics of promoter-proximal pausing related proteins

Shinnosuke Kunimi, Yuma Ito, Yuki Yamaguchi, Kumiko Sakata-Sogawa, Makio Tokunaga (Sch. Life Sci. Tech., Tokyo Inst. Tech.)
AREEFEMREZ AV S BREZEOKPRE

Secretory glands imaged in aqueous solution by atmospheric scanning electron microscopy (ASEM)

Toshiko Yamazawa', Naotoshi Nakamura?, Mari Sato®, Chikara Sato® (' Dept. Mol. Physiol., Jikei Univ. Sch. Med., *Dept. Statistical Genetics,
Kyoto Univ., *Biomed. Res. Inst., AIST)

N ZWEERAVEANEFEBKERO CTF BEQBHL

Development of automated CTF correction of transmission electron microscopic images using the Bayesian estimation

Koji Hisanaga, Takuo Yasunaga (Kyushu Institute of Technology Graduate School of Computer Science and System Engineering)
BetEDBOREAEICHATEADRVEEZR L EAEREHXEREIO-T 4NV E

Genetically encoded ratiometric fluorescent thermometer with wide temperature range and rapid response
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