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OHE BB, #iKk #X1, X 2, &) B2, )1l 82 NER Bk, 4 221, HE M8k, il 20
OWang Qi1, JONGANURAKKUN Benjamas1, 8 &1t1, £H #ith1, & EA1, /\+)Il K#2, R 143, X% 173
OF M AIRF1, KM HBATF1, WEH KA1 T E—1, $RIF 1, 1L EIF2, FHk K1

A EM1, HHE ATERF, B HF1, OFI 4E—1, kIR &0, (L K352

OFREIG #3412, hft B2, B &1, B #62

OdtAR BF1, B8 FRTF1, & BRI, /IMRAE X1, §F HWth1, FE RE2 $8 B3

OffiA B—1, T HAE1, &Il FRI1, 8K 1, 1T k2, /K 21

ORIl #18]1, KB %2, %¥ #2 K 813, Fik k2

HEA Bz, 8 A2 £fk =43, B FT1, KA EZA, OMgk B’X1

O/l B, & p—2, {8 % —3, 3k 1, /v 554

OFH &1, Wik —th2, flll FEHH3

Ostul F&81, &H H+2

OMIR 51, Fik 241, =K Eif1, /NI BHF23, k4K BR2 WA EE2, FH B

OX {581, FNIERN, f8 P51, 88 #8i%2, RE —B3, #E FE4, KB BA3

OHXE F:A1, FM B, /I £5—2

OF+)Il E#1, 18H M1, AHONHE MF2 AT A3, B4l FX4, HEE FE2, X E—81
OfE £51, 4R Yavail 4v—)L1, BT B2 25+ BHE1, #ME =# 51

O%E R, 8M MIL1, M #5—2 MULCHANDANI Ashok3, S 1L B5E4, #EM T2, K E—BA1
OFH 1, EAM #BF2 E42K ERS

OX15 R1, Kk #1, BRK BEMN2, AR #2

OXk #1, 158 Bzl KE B21, I8 M2, Bl R¥E2, thit §E3

O 18121, &A R5h2, BEED £43, JEiD B4, MIL #2, ¥k £X2, PR —B2, 8HF F—2
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OFM EIR1, KT 2 $H Sit2, B8 A1

OF &1, RE HEILF2 A+ ##2 BT MR

Ok B#1, il &®F2 A BHA2 SRR &t—2 FIE T3, EM =3, & — %4 #AK #2145 EfE3
OfFik 81, A & HB2 HE KA1, B B

OithE B3, #E BRE, R BE, Ba #22 &K B

OFH ZF1, BRE HAN, B8 2 5K B

OFA BE db#k £21, /MR 81, L8 F4E2, =32 5hB32, #)Il [5—ARS, IR &3, Ba #z4 R KA1
O£l Fiz1, 5k B2 F —E3 #A B2 £k B4 BE BRI, 5 EF1

Omla &1, I RE2 i BIE2 #E 1

Of % {81, @48 1811, Bh #5711, 2@ BEB2 %% 1781

OFF# fe—1, AA M1, RIF 2 BK K1

OB MKRF1, Bif 25%2 18I X—A83, FH IKIE2, &F Eii

OEFH B{-1, IWF EF1, B #1, RS %2

ORI BA1, ZH BF1, 2 =82

OtEn ZM1, =M #1, fEM FRHH2, 1K BA2, I e 3

ORE XM, BBE K#hi, BBE #—1, £LF E&2 LT #3, KRS E71
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1TRIKRE-#HET, 2885
TRI KRR RET, 288, 3t K- T-HFie%
IRZEK- ffkd, 2FEX- T #4EBRAESE

TRRF /A, 2K T\ AF TP, SR KRR T-ITUT I, 4B - LTS

1RK-EYIHEt, 25FETK-HE
1RKRE T-/3(7, 2R KRz T-bF4Ed

THARRE- T-/N\(F T, 25 KRe- T- 4L, 3R KRR Tk 4%

1RKBE- T/ (4T 2B KME T -1k 4, 3USTSEAT

1BRKRR: T-N\AA TV P72 Y, 2B - RICE

1RKBR T N\AATUO=FULY, 28/KF /37, SERB - ILIV =Ty,
ARKBR-T-AFTS=TILY, ERB- LTV O=F YT

1BRKER T\ (AT D=7, 2B KRR T L4, 37K/ R
TRKRE- T Ed, 28K T-bE

TRARR- T-1b4&, 28 AR T/ 14, 3R Bt - s =A%

1HRKRE- T-1b%, 2 KRR /A7, SIBIHRAIERT, 4JSTSEA T
1RKRBE- T4, 28K T/ (A TP, 3USTEEM T

1RRRE: T-1b 4, 2R EEME R

1RKRE - RER-GETL, 2MRFF KRR £RE, 3hEX-IHE

TR RER-GETL, 2B S

TR RER-GETL, 2B S HH

TRARE BER-BET, 2RHBERIRA, SRR Ta0hy
TRBI KRR T-4£& T, 2ERH-EILTO =7V T HEM
TRBIARR T-4&T, 2REK-HEEE

TRRI KRR T-4£8T, 29E - #8, ST VTP AL A08—F L3t
TRRIKR - T-£& T, 298 -#HHB 37T« A L-A08—FaFL

TRBX-GE- L 2RRX-E B

TRRR-GER B 2EFREAMTBETRILY—HEE

TRRK-BE, 23Vhy-hEf

TRRK-EE 2B KBS

TRRK-EMEE BF, QALK BER IXEX-EAEY
TRBX-EWES- B, 28 QTR B NBRC

TR AR T, 28 4L KBz - &£, 3R K- T

15K R EHR, 28I KBe - 2

1B KRR, 28I KRR B - SR

1TRAEKREE T-/3A4 L, 2RIEK- T+ 1E, 3P K-FBE B

1TRIEKRE- 46, 2R K- EEIH SRRBRIK-IT-£& L 4B K- £HER
1AL KRR - &6, 28R ARR - T, 3EAL SRR k- T, 4B K- 46 B8
TR KRR - B2 - EME XA, 2388, 3L Kz - £, 42 KTETRZH

TRER - BENATH, 2REHNAA737)L, SRFH-BETS, 4—L o HERREFE L 5—

1EBEXR-R-VITTI/HAIUR, 2h KRB
1RBRPNEERE L, 2V MEH, SRRERKE
IRBEHRK A4, 2RBMEE K-\ (AR
1RBREWRK /A4, 20RKBE- 3, SRBFMETV/R
TRRERK /4, 2R REIHK - R
1BEN(AHRARA, 2L BEIRBMIRAR L4 — dLBEXRE
1BX-4£&H, 2B K- BERE

1BR-£EMER 2B KR-BERE

1BEARNL, 2B R

1RRIRHE, 2B, 3TIRK

1T - BARE, 2R T K AR
TBLRFTHCEEME 2EILR KT £ T, 3EH KR T
1EILR K- £WI, 22 ILRERt SEILRXT -%&E

1ELK-BRER 2BEEKX- EaER, SHEREI G- MFRER, 4mRK- TREIH

1BHEREMER 2FvY ) -HEH, 3EHX-BE

1BHKE 2BHRRKENER

1HEHKR- I, 2t—LY, 3ESE

1EHRRE- L, 2R ETERE-#1L, SAKIR- B E8ET 4EEX-T-4£YT
1BH K- I, 28 HRERMIHER

EH KR T4k, 2RKRE- & - iSRL, SBHEX - EMEAR, 4BHATK-RE-EHRRXT

1BH KR T &G 1L, 2B LT R

1328 H KBTI - &I 1E, 25 KBRE - IS AL 8, 3Univ.California, Riverside., 448H 5%
HBH K, 20STA/A—2aV Y T35 EE, 3t—L v

1ERR IR - AMERH 2 K- R-EET

1BERIZt-EMESH 2RCILFH MEBEXRF- BT
1BEBEX-E-#iaf%, 20Kk T - £&H5kih, SERH- th B, 4 KB - Bl
1EERKR- I, 2EER K- £

1EERKR-T-YHE 2EER K- £6E

1EERKRR-T-YHE 2EER K- £6E

12HBH, 2328 HE

1RBLER, 2= K- 47

13b K- BIRk, 2EILER - e E T, 3dL K- T - £ ¥te, 4HRKE
13L KRR - T- £ WItEE, 2T 07 — 25t

1AL KB - 4R, 2 KRR T KR - BE - g 4t

13b KRR - T - 4 4taE, 2B KPR

1AL KRR T- £ YA, 24 K- BFRIAER, SRARE - T - i AME, 4XIRTT KR E- B4

3L KRR - EMEER S F, 2L K- BIRL, 3HFRKE

1AL KRR - AR, 2HBMEKREEFT
1ILRBRE- - IEAES, 2BEKF-dtiEE
13LRE S SRR - 4, 2B KRR T-bE R
13ERESE IR - M4, 2B AR - 2, 3BR KR - T - A Set
1ILRBEFE IR KRR - T TFUTILH ATV R, 2KBR KRR - T

18 TR T, 2JSTEEMIF

1B T KBz I, 28 A K-8, 3USTSEAN T

18 KRe- T-1b4, 28 Kie- T4 (BAKRR-I), 3hrh

18 KEe- - EMEE 28X BN\ A Vb STAO LKA R 42 K- FHEHER 2 —

18 KRE- T-EWeE, 2fRARR- 28T, 38 K- PHEAER > 52—

PHB, PEG, molecularweight

polyhydroxyalkanoate, double mutation, copolymer composition
microfluidic device, cell sorter, hepatocyte, hydrodynamic filtration
nano—needle, MPC polymer

plasmid, gene transfer

chimeric receptor, hematopoietic stem cell, c—-mpl, growth signal
cell array, caged DNA

antibody, immunoassay, phage display

differentiation

SingleCellAnalysis, TimeSeries

electroporation, transfection, biological macromolecules
antibody, Tetracycline

antibody, phage display, chaperonin, transcriptional regulation
antibody, phage display, pesticide, ELISA

biosensor, beta—lactamase, circular permutation, scFv

tissue engineering, cell patterning, extracellular matrix, keratinocyte
cellulase, Aspergillus oryzae, Aspergillus aculeatus

methane fermentation, methanogenic pathway

anaerobic digestion, methanogenic community

Biomass, Rice husk, Lignocellulose

Amyloid protein, Pyrroloquinoline quinone, derivative of pyrroloquinoline quinone, fibrillation inhibitc

aptamer, prion protein, biosensor, Bound/Free separation
substrate binding protein, fructosyl amino acid binding protein, glycated protein
glycated protein, biosensor, fructosamine kinase, HbAlc

alpha—glucosidase, alpha—EG, hydrolysis, transferance

solid state fermentation, surplus rice, fuel ethanol, fermentation
two—component system, NtrC, Acetobacter

garbage, electrical pre—treatment, methane fermentation

acetaldehyde stress, 2D, Saccharomyces cerevisiae

inulin, DFA 1II, Arthrobacter ilicis, Arthrobacter nicotinovorans

group Il intron, splicing

biodegradable plastic, urethane, Aspergillus oryzae, ceramidase
hydrophobin, cutinase, Aspergillus oryzae

esterase, pH-dependence

haloalkane dehalogenase, metagenome, marine sponge

group Il intron, splicing

label-free, metallic mesh, membrane

sericin, silk protein, stabilizing enzymes, stabilizing antibodies

aldorase, hyperthermophile, archaea, Aeropyrum

metabolic profiling, biomarker, breeding

Rhodococcus erythropolis, aldehyde dehydrogenase, carbon dioxide, oligotroph
endocrine disrupting compounds, bisphenol A, synthetic zeolites, hydroponic culture
moderate halophile, tiling array, metal response

P. pentosaceus, F. obliqua

vinegar, yeast, lactic acid bacteria, biofilm

Biofilm, Microarray, Escherichia coli

sourdough, sourdoughstarter, fermentation

biodegradable plastic, yeast

Aspergillus oryzae, enzyme purification, aminopeptidase

dihydrolipoyl dehydrogenase, NAD+-regeneration, Microbacterium luteolum
tulip, tuliposide, biosynthesis, cultivation

promoter

epsilon—Poly-L-lysine, Streptomyces albulus, NRPS

streptothricin, Streptomyces, lactam

sericin, proliferation, Src pathway

lysine dehydrogenase, biosensor, layer-by—layer, thermostable enzyme
mammalian cell culture, fructan, polysaccharide, proliferation

chitosanase, Paenibacillus fukuinensis, molecular display, combinatorial library
cordycepin, Cordyceps militaris, proton beam

Cell surface engineering, Organophosphorus hydrolase, Organophosphorus compounds, FLO1 prot¢

sericin, antibody, serum—free medium, mammalian cell culture
Saccharomyces cerevisiae, acetate, DNA microarray

yeast, 2,3,5,6—tetramethyl-1,4-benzoquinone, tetrazolium salts

histone H2A, histone tails, acetylation, FRAP

Enzyme-Substrate Complex, 6-aminohexanoate—cyclic—dimer hydrolase
X-ray crystallography, 6—aminohexanoate—oligomer hydrolase
4-nitrophenol monooxygenase, Rhodococcus

Saccharomyces cerevisiae, lactic acid fermentation, HOR7 promoter

S-layer homology module, Peptidoglycan

vascular graft, collagen, salmon, biodegradable polymer
diagnosis, noninvasive, morphology, three—dimension
glycosaminoglycan, chondrocyte, collagen, cartilage

fish serum, serum concentration, CHO cell, animal cell
mesenchymal stem cell, diagnosis, noninvasive, differentiation
salmon collagen, elastic gel, cell culture, cyclic stretch
Bifidobacterium, transposable element

Bacillus subtilis, sucrose, levan, difructose anhydride

lipid vesicle, transformation, photoisomerization
cyanobacteria, sugar chain

lignocellulosic materials, saccharification, fungus
autotranspoter, adhesin, Acinetobacter, bacterial nanofiber
Acinetobacter, adhesion, anchor, bacterial nanofiber
transgenic chicken, recombinant protein

animal replacement, bioreactor, tumor, liver regeneration

Peptide array, cell adhesion, extracellular matrix, mesenchymal stem cell
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sialyltransferase, chicken, insect cell

TRV REFHT HHHRBRERTFROREFR OmE F&1, KAIM ER1, heh RE1, 3 R, Ik TR, A8 #2212 18 KRE- T-EWEE 28 K- FPHEYER 52— peptide array, TRAIL, apoptosis, peptide drug
RIFRAVIFHRTAIRERANSUE LS54T ) —hoDFRInOBERTFROTH 1Y O/MII R, KA XK1, S8 B2l E F&1, ik 81, X% 212 18 KRE- T-EWEE 28 K- FPHEHERE 52— peptide array, zinc oxide, computational design
BAEERZALO-HOOEZRBERLECLSFEEERMORTE OLWA EZ1, gk /AN, 8#R w2, &% FP2, LA 2, X% #2213 12 KR T-EWHEE 28 KE, &2 K- FPHEYHER L 2— regenerative medicine, bioinformatics, prediction, morphological change
HSHMRL SB—=2 T e AWM T L A DR OFE BN, KAIM ER1, /B T, S FARER, B RE2 A% #2213 1B KBe- T EMHEE 28 KIR-T-I(I0F/ VAT L, 3EKR-FHEHER L 54— single cell, cell patterning, magnetite nanoparticle
EREEEEROYDENT IO DOOOMBFRLEL AV HRFEORE OFH 1, A+ Efd2, ¥ Fik2 AR B3, HME H¥—3 Mk FA, KAN £51, A% 214 1R KRE- T-EWHEE 2R KIR- £ @R, STHEE 42X FHEHAER 49— high-throughput screening, fuzzy neural network, site-directed mutagenesis
DNADE—XFARTIL A 5% ALV -DNA-SEE R FRIMEE (AR ti% OfEA BT, B8 882, Mk M1, Ik BEXR1, FE Fi 1R KB R, 20RFF KR - 22 AmyR, flow cytometry, Aspergillus nidulans, emulsion PCR
EMRESDE & MR %AV =Burkholderia cepacia /A —F DEEHEMDHRE O&H BF1, WL EF1, ik Bth2, F8 Fig1 18 K- iR, 2R lipase, enantioselectivity, cell-free protein synthesis, single-molecule PCR
S # Synechocystis PCC6803 (23511 BNa+/H+ antiporter (NnaS3)D 247 OfENl X1, -+ #52, /NG BB—3, /& A4, Pt Rz /5, R2MA BBX6, /MR ER1, Al 522 12 KBE-EfmE, 2RI KRR T, 3§ K- 2 4TEKR X, 5HFBEKX-E, 6MILK-BIEZF transporter, salt tolerance, cyanobacteria, antiporter
FREACAYERVREFREETORRE O Il M1, FIAR 71, E 81, KK —H2, KH E£/F2 ¥$H B2, Fik 25 1], 2B X-EBT Fluorescence, DNA templated reaction

AT A A—=C VT IZAT =7y TavR—Tav+ /HFOR%E OskH &R, Ed /1, NiE ]A2 8% 8301, FH wE1, LA RS BEXMA EX2, B A4 5iE HX1 1B -4 IT% 2HETK-I,3RA-I 4RER-EHET upconversion nanophosphors, bio-imaging, ceramic materials
Achromobacter xylosoxidans € 7 S i KRB TR D 73 2 - BRAL R FETE Ol HiE1, XE A, BA —4F1, 3K 1, F 571, 58 #ER2 1MEHER-BL 2BMRERMEIRE quinoprotein, tryptophan tryptophylquinone

Methylobacterium extorquens F 38 4 B it 7k 5 B% 3= 0D 45 M 5T4E O&H T, X% A, WA £72 0 BR1, KB 8241, &K —471, F1 571, I K B 1GHEXR-BT 258K E methylotroph, formaldehyde degradation, formate dehydrogenase
A AKREEROZER OB K 1, ARA H=1, L4 2 00E Fih, AR 1 1@ER-BI-LET 25 BARH hydrogen production, acetic acid, evans blue

ERLEBELI M LATAI—2a VAT LD (1) -HRAEK RS ERhodococcus sp. NDKK6¥R D & % 1 - OFHF —i&1, HH B, BE BF, Ml HX1, #5552 B 5472, A EE2 AR #1 1 EfER- BT -EAET, 2KFMERL bioremediation system, high—-density cultivation, Rhodococcus
EREEBIBLENASTLATAI—23 P RTLORAHK (2) - KBTI EREBORFK- Ol #X1, T B, $H =171, BE 23, S/ 52 LA NE2 D ZR2, AR #1 1fER-BIL4ET, 2B T (%) bioremediation system, soil mixing machine, environmental DNA
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Serratia marcescens D F & & I 4 FE 2549 S Quorum SensingPE F £ FA R O iR 47
Chromobacterium violaceum (21 %% & B R & BIBEIEF V5 X% —D Quorum Sensing|= &2l
&R IR B Pantoea ananatis (Erwinia ananas) 235 (7% Quorum Sensinghié# 0 24T
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WMEEHICE T EATII—2—IEHEBDH R

BERISEENO HEXTEA EEEGLIERICTE T HMEMOEERENT

Professional Science Masters; KEIZH T HE SR REERLI-EBHRAKRERKE
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Ofka R X1 WE B W5 #F % |7 5 XH
OFEM BX, R/ Hx, A% 5l HK BS
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poly(ether urethane), Alternaria alternata, ethylphenylcarbamate, material recycle
methanogen, transcriptional regulation, hydrogen

antibody, transferrin, serum—free culture, hybridoma

MIC, Anaerobic, Sulfate—reducing bacterium, Methanogen

microbiologically influenced corrosion, biofilm, AFM

bioactivity, classification

dicarboxylic acid, transporter

Corynebacterium glutamicum, pentose, cofermentation, organic acid

yeast, flocculation, gene expression

D-amino acid oxidase, Candida intermedia, deracemisation

antibody, yeast, sugar chain, glycosyltransferase

biomass, hydrogen production

arachidonic acid, dihomo—gamma-linolenic acid, essential fatty acid, single cell oil
soy sauce, shoyu polysaccharides, wheat allergen, antiallergic activity

activated sludge, aggregation, Sphingomonadaceae

arsR, carotenoid, arsenite, whole—cell biosensor

activated sludge, aggregation, Microbacterium

quorum sensing, Serratia marcescens, acyl homoserine lactone, inhibitor

quorum sensing, Chromobacterium violaceum, acyl homoserine lactone, violacein
quorum sensing, Pantoea ananatis, acyl homoserine lactone, phytopathogen
bacterial chemotaxis, methyl-accepting chemotaxis protein, p—nitrotoluene, bisphenol A
Saccharomyces cerevisiae, PTE1, thioesterase, fatty acid

Cryptosporidium parvum, N-Lauroylsarcosine Sodium Salt, DNA extraction
microbial fuel cell, mediator, sulfur-reducing bacteria, biomass

anaerobic degradation, thermophilic, methane fermentation, PCR

Professional Science Master, Ph.D., career, business

penicillin V acylase, Streptomyces mobaraensis, acyl transfer reaction, beta—lactam antibiotic
DTA40 cells, antibody, AID

DT40 cells, antibody, plasma cells, Pax5

DT40 cells, monoclonal antibody (mAb), flow cytometry (FCM)

biochemical diagnosis, isocitrate dehydrogenase, glycerol kinase, L-glutamate oxidase
autotransporter, signal peptide, translocation

Streptomyces mobaraensis, aminoacylase, N-acetyl-L-amino acid, N-lauroyl-L-amino acid
Aspergillus oryzae, MSLC, DNA chip, protease

aromatic compound

signal transduction, nanowire, methane fermentation, symbiosis

SIGEX, environmental transcriptome

Metagenomics, Deep-sea, Deep subsurface, Comparative analysis

Calcium carbonate, crystal-regulating protein, Bacillus amyloliquefaciens

oryza sativa L., serine racemase, serine dehydratase

chitin deacetylase, Aspergillus oryzae, Neurospora crassa

refolding, trypsin, autoproteolysis, reduced trypsin

Gibberella fujikuroi, mandelic acid, nitrilase, stereoselectivity

synthetic rubber, decompose, enzyme

Natural Rubber Waste, Algae, decomposition

asbestos, plasmid, sliding friction, transformation

polylactide, D-lactic acid, L-lactic acid, sterocomplex

proteome, proteomics, 2D electrophoresis, neural network

acyl-activating enzymes, firefly luciferase, acyl-adenylate intermediate, acyl-sulfamate analogues

lignin, basidiomycete, fatty acid desaturase

Saccharomyces cerevisiae, transformation, yeast, spheroplast

NAD, nicotinamide mononucleotide, Saccharomyces cerevisiae, quinolinic acid
Candida antarctica lipase B, ethyl lactate, whole—cell biocatalyst, molecular display
cytochrome P450

methane, methanotroph, methylotroph, consortia

ABC proteins, lipid homeostasis, cholesterol, transporter

molecular display, intramolecular chaperone, co—expression system, whole—cell biocatalyst
mRNA export, hyperadenylation, HSP mRNA

P-body, ethanol stress, sake yeast, sake brewing

autocatalytic digestion activity, metalloproteinase, prosequence, thermolysin
Polyunsaturated fatty acid, Pavlova sp., Elongase, Mortierella alpina

lipase, poly(lactic acid), n-Butyl lactate, Optical isomer

psychrotroph, porin, membrane permeability, cold adaptation

fermentation, innovation, design

alkane, LPS

Streptomyces, phospholipase D, mutagenesis

Streptomyces, secretory production, secreted protein

flux analysis, Mass isotopomer analysis

Escherichia coli, gene knockout

poly(L-lactide), L-lactide

proteinaceous nanoperticle, cross—linking, stimulus-responsiveness

DNA aptamer, His—tag, enzyme reaction
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enzyme sensor, activity switching, protease

whole cell biocatalyst, cytochrome P450cam, NADH regeneration, Indigo
hepatocyte, coculture, non—parenchymal cell, sinusoidal endothelial cell
chimera enzyme, extremophile, genetic engineering, PCR

lactic acid fermentation, bioresource, poly(L-lactide), thermophilic
flocculating yeast, molasses, continuous fermentation, CST reactor
shochu post-distillation slurry, functional food, vinegar, chemoprevension of cancer
bacteriocin, lactic acid bacteria, nisin

Metabolomics, Aspergillus oryzae, FT-ICR MS

biosensor, BOD, bioluminescense, chip device

bioreactor, CdTe, nano—particle, bioconversion

biofilter, aerial microalgae, bioreactor

aerial microalgae, polypeptide, degradation

bleomycin, crystal structure

S. lavendulae, NRPS, indigoidine, mutagenesis

Agrobacterium, BY-2, rolB

silica—binding protein, protein A, silicon

silicon—binding protein, biosensor, detection

Silica-Binding—Protein, Cell-wall binding domain

ATP amplification, flow-through reactor

signal transduction, MAP kinase, alga

Ralstonia solanacearum, plant pathogen, phage

Ralstonia solanacearum, plant pathogen, phage

Ralstonia solanacearum, plant pathogen, phage

Ralstonia solanacearum, plant pathogen, phage, host specificity

plasma membrane H+-ATPase, eelgrass(Zostera marina L.), zha2, yeast
anaerobes, methane fermentation, hydrogen production, dry methane fermentation
Silica cycle, Silicate, biodegradation

microbial fuel cell, excess sludge, waste biomass, power generation
microbial fuel cell, mediator—less, wastewater treatment

hydrogen production, ethanol production, biodiesel waste, glycerol
UASB, wastewater treatment, terephthalate

Chicken feces, Ammonia, Methane, Dry fermentation

ammonia, aerobic, anaerobic, chicken faces

Agrobscterium tumefaciens , Rhizobium radiobacter , plasmid
Agrobacterium tumefaciens, Pseudomonas, virgenes, Crown Gall
Pseudomonas, plant-related compounds, ethylene, chemotaxis

ATP, Luciferase, detection, asbestos

metagenome, Pseudomonas, chemotaxis, chemosensory proteins
Chlorella, chlorovirus, chitinase

chlorovirus, major coat protein, self-assembly

Arabidopsis thaliana, cyclins, GFP, myosin

red tide, marine bacterium, protease, algicidal activity

Microbial fuel cell, Starch, Power generation, Saccharomycopsis fibuligera
Power generation, solar energy, microalgae

L-ribose isomerase, rare sugar, L-allose

L-ribose isomerase, rare sugar

rare suger, |-rhamnose isomerase, Mesorhizobium loti
agarooligosaccharides, agarase, recombinant

lytic substance, photosynthetic bacterium

agarooligosaccharide, agarase, solvent extraction, phenylboronic acid
poly-gamma-—glutamate, Bacillus subtilis, cryptic gene, transformation
production, microbial catalysis, enzymatic conversion, bionylon
Mycobacterium tuberculosis, polyphosphate kinase

biopharmaceuticals, antibody, vaccine

Bioethanol, RITE Bioprocess, Biomass

biomaterial, chitin binding domain, FGF-2, local delivery
cellulose—binding domain, FGF2, biomaterials, osteoblast

Aspergillus oryzae, Carotenoids, Neurospora crassa

Membrane Stress Biotechnology, Protofibril, Elongation

Hypertrophy, Chondrocyte cells, Morphology, Collagen—coated substrate
passaged chondrocyte cells, kinetic analysis, population heterogeneity, cell differentiation
oxidative stress, coexpression system, monoamine oxidase

Membrane Stress Biotechnology, Liposome, Transglutaminase, Amyloid
gold colloid, biosensor, optical trapping, surface enhanced Raman scattering
DNA microarray, pathogenic bacteria, river water

metabolome, Catharanthus roseus, methyl jasmonate

metabolomics, sulfonated capillary, capillary electrophoresis/mass spectrometry, anionic metabolit

chaperone, psychrophile, cold

ribonuclease H

cytochrome P450 monooxygenase, whole cell biocatalyst, Keio library
fatty acid synthase, FAS2, Hansenula polymorpha

compost, reconstruction, Thermobifida fusca, Ureibacillus thermosphaericus
Chinese hamster ovary cell, BAC library, genome, biologicals production
Dendra2-tubulin, photoconversion, tubulin, mitosis

Saccharomyces cerevisiae , Ethanol productivity, Zinc, DNA microarray
Lactic acid bacteria, yeast, interaction, mannan

coculture, yeast, lactic acid bacteria, peptide

yeast deletion strains, ethanol stress, osmotic stress

metabolic flux analysis, genome—-scale model, Corynebacterium glutamicum
supercritical fluid chromatography, mass spectrometry, polyprenol, lipid
Aspergillus aculeatus, gene targeting, Ku

collagen, HOS cell, gamma ray, calcification

zebrafish, whole animal drug screening, cold induction, disease model
ethanol, tolerant, yeast, bread

metabolic engineering, gene knockout , genetic algorithm, PC Cluster

high throughput screening, ion exchange chromatography, monolilth
Saccharomyces cerevisiae, protein quality control, calnexin
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rhizosphere, chlorophenol, duckweed

fat yeast, Lipomyces starkeyi, OLE1

Gene expression, Glyoxylate cycle, Non-carbohydrate, Flor yeast
wine yeast, high sugar tolerance, growth phase

WMEYIZH T BIEEEEOHIE Ok & EEEMREHRRR lipid accumulation, lipid body, Mortierera fungi, Saccharomyces cerevisiae

BRE 70 R #EE BB OIS ERENT Ol #— #H#E RE RE F2 L& X X #E= FERER bioethanol, Candida krusei, succinic acid, membrane separation process
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Aptameric enzyme subunit, Homogeneous protein sensing, Enzyme-inhibiting DNA aptamers,
IgE detection

flavoprotein, recombinant protein, twin—arginine translocation, glucose dehydrogenase
lipase, refolding, site—directed mutagenesis, recombinant production

vanilla flavor, ferulic acid

sake, Engishiki

hydrogen production, compost, PCR-DGGE, FISH

bioethanol, biomass, Rhizopus sp., L-lactic acid

halophile, lactic acid bacteria, Tetragenococcus, cheese

dehalogenation, biodegradation, trichloroethylene, microbial degradation

phytoremediation, transporter, arsenate

plant secondary metabolism, anthocyanin, malonyltransferase

Functional metagenomics, Soil DNA, Xenobiotics—degrading genes, Mobile genetic elements
gamma—hexachlorocyclohexane, Sphingomonas, plasmid

L-alanine, Streptococcus bovis, alanine dehydrogenase, fermentation

colony size, mouse ES cell, leukemia inhibitory factor, proliferation

magnetic bead, neurite outgrowth, neuron, neurotrophin

characterization, conditioned medium of DRG, mouse ES cell, motor neuron
Sparassis crispa, homogenizer, olive oil

ozone, biodegradation, oxalic acid

biomass refinery, systemization, rural biomass town

Ph.D., career

astaxanthin, Phaffia rhodozyma, Saccharomyces cerevisiae

Mpr1, yeast, N-acetyltransferase

matrix attachment region, Arabidopsis thaliana

Halomonas elongata, cell surface display, cell surface engineering, bioremediation
Saccharomyces cerevisiae, Stress tolerance, Proline, N-Acetyltransferase Mpri
monoclonal antibody, CTGF, DNA immunisation

biomass, lactic acid, ethanol, fungal fermentation

phenylacetaldehyde reductase, asymmetric reduction, enzyme engineering, 2-propanol
Ph.D., career, industrial-academic cooperation

DNA sensing, Salmonella typhimurium, Legionella pneumophila

biodegradation, bacteria, brominated flame retardant

4-nitrophenol, Rhodococcus, hydroxylase

corncob hydrolysates, xylitol, inhibitor

alpha—amylase, proteome analysis, Bacillus amyloliquefaciens
Polyhydroxyalkanoate, PHA synthase, molecular weight

Corynebacterium glutamicum, PHB accumulation, evolutionary engeneering
3-Hydroxyasparic acid, Chiral compound, Dehydratase

serine protease, Arthrobacter nicotinovorans, cadmium, fishery waste

Rhizopus oryzae, chitin synthase

cell membrane, signal transduction

lipid vesicle, surfactant, transformation

single—cell analysis, microarray, microfluidic device

innovative amino acid fermentation, biotechnology, sustainable industry
primordial germ cell, vasa

lectin

Streptococcus, capsular polysaccharide, glycosyltransferase

phospholipaseD, phosphatidylinositol, isomer

phospholipase D, phosphatidylinositol, directed evolution

living cell, mRNA, imaging

hydrocarbon degradation, long chain hydrocarbon, 2,6-dichlorophenol indophenol (2,6-DCPIP)
thiodiglycol, biodesulfurization, Rhodococcus

Escherichia coli, arcA/B, Metabolic regulation

Escherichia coli, cra mutant, gene expression

bacteria probe, cell-wall binding , affinity reagent

Lipase, pretreatment, AOT, reverse micelles

reporter gene assay, recombinase—mediated exchange cassette, human glucocorticoid receptor
metabolic profiling, NMR, green tea

microbial degradation, environmental pollutant, mechanism, biocatalyst
chicken manure, dry fermentation, ammonia, methane

TBTC, TBTC resistant bacteria, stripping voltammetry

microbial fuel cell, wastewater, current generation, COD

ionic liquids, biocatalysis, recovery

Escherichia coli, cyclohexanone monooxygenase, fed-batch, NADPH
magnetic nanoparticle, stem cell, cell therapy

Acetoacetate, Cupriavidus necator, Mutant, (R)-3-hydroxybutyric acid

Enterobacter, pH-stat fed—batch culture, acetate

pH shock, actinorhodin, signal transduction

chondrocyte cells, migration, seeding density, aggregate formation
amnion, epithelial cell, hepatocyte, differentiation

Inulin, lactic acid, polymer, polysaccharide



Effect of Dynamic viscoelastic properties on biodegradation of Polycaprolactone / Polylactide blends
Comparisons of Sensory Quality, Nutrition Value and Microbial Composition among Home-made and Commercial Soypaste in China
Dynamic behavior of bacteria in PCE contaminated surface during bioremediation

Quantitative Analysis of an Anaerobic Benzene Degrader in Contaminated Underground Water Based on Fluorescence In Situ Hybridization
Separation of biopolymer in the microfiltration process using an electric field

Construction of growth and nutrient absorption model for macrophytes

Dissection of genetic architecture underlying ethanol tolerance in budding yeast

Characterization of the rhodanese enzyme in Coprothermobacter strains

The physiological role of glutathione—S— transferase in the downstream of peg operon in Sphingopyxis macrogoltabida strain 103
Construction of whole cell biocatalysts based on the cell surface adhesive enzymes

Roles of Liposomes and Heat Stress for Enhanced Release of Chitosanase from Streptomyces griseus

Production of 6-deoxy L—glucose and 6—deoxy L—-fructose

Cloning, Expression and Characterization of Xylitol Dehydrogenase from the thermotolerant Bacillus pallidus Y25

and its application for L-xylulose production

Novel method for bioproduction of 1-deoxy L-psicose from L-rhamnose via 6-deoxy L-mannitol and 1-deoxy L—fructose

Effect of disruption of the Aopex11 genes involved in peroxisome biogenesis on Woronin body formation in Aspergillus oryzae
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Polycaprolactone, Polylactide, Viscoelastic properties
soypaste, traditional fermentation, home—made, T-RFLP
dynamic behavior of bacteria, DGGE, PCE, bioremediation

anaerobic bioremediation, FISH, Azoarcus, benzene

protein, separation, membrane, electric field

growth model, macrophytes, nutrient absorption

Saccharomyces cerevisiae, ethanol tolerance, QTL analysis

wastewater treatment, Coprothermobacter, cyanide detoxification, rhodanese
glutathione—S- transferase , polyethylene glycol , Sphingomonas

surface display, lactic acid bacteria, bioconversion, alpha—amylase

Membrane Stress Biotechnology, Bioprocess, Protein Translocation, Liposome
rare sugar, 6-deoxy—-L-glucose, 6-deoxy-L—fructose

xylitol dehydrogenase, L—xylulose, bacillus pallidus, rare sugar
Enterobacter aerogenes IK7, L-rhamnose, 1-deoxy L—fructose
Aspergillus oryzae, peroxisome, Woronin body
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