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Interaction of Sae2 with DNA ligase IV to suppress imprecise NHEJ in budding
yeast

(OMiki Shinoharal 2, Kenichiro Matsuzaki?, Issei Morita?
DDepartment of Advanced Bioscience, Graduate school of Agriculture, Kindai University,

2Agricultural Technology and Innovation Research Institute, Kindai University
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VEMERM BEEZE IO Y b

Screening for factors that enhance HDR by CRISPR-Cas9
(OTomoko Kato-Inui?, Yuichiro Miyaoka?

DTMIMS, Regenerative Medicine Project
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Fluorescent visualization of cell differentiation stage using genome editing
technology

(OKoji Nakade?, Kenichi Nakashima?, Yoshihiro Miwa?

DRIKEN BioResource research center Gene Engineering Division

DNA barcode Z7 U7z BEHNFEIC KL DR IABZFHIRH Lineage tracing #iiiDFF
ONIX 2, $iK #2, fiK FHE
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Next-Generation Dual-Labeling Lineage Tracing System with DNA Barcode-based

Gradient Fluorescence
(OMasaki Kawamata?, Hiroshi Suzuki?, Atsushi Suzuki?

DKyushu Univ. MIB, 2?Nagoya Univ. Grad. Sch. Med.
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VK - B4

Analysis of transcriptional network in pluripotent stem cells using
CRISPR-mediated regulation

(OYusuke Tarumoto?, Seiichi Sugino?, Kosuke Yusa?

UInst. Life Med Sci (LiMe), Kyoto Univ.
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Database of genome editing target genes
(OTakayuki Suzuki?, Hidemasa Bono?

DGraduate School of Integrated Sciences for Life in Hiroshima University

Y120 RNA & AcrllA4 [C X SHRAEF RS/ AR
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Cell-type-specific genome-editing with miRNA-responsive AcrllA4 switch
(OMoe Hirosawa?, Yoshihiko Fujita?, Hirohide Saito?

DCenter for iPS Cell Research and Application, Kyoto University

DAJIN:OVJU—RI—0TI Y — W FBERHEDEY/ LIREEID
A CE AR DRF
OAXE BAL Y, itHE #A D, #8 F32, k¥ EH, 58 80, gl xXigv
VHIRKE EFERR S VAR—F—EZRRELU Y — SaRZINEREL 52—,
VELERRAT NAF )YV —AAR L2 — ERFYAKE
DAJIN: Validate multiallelic genome editing outcomes using Al-assisted
long-read sequencing
(OAkihiro Kuno?, Yoshihisa Ikeda?, Shinya Ayabe?, Seiya Mizuno?, Satoru Takahashi?,
Fumihiro Sugiyama?
DLaboratory Animal Resource Center, Transborder Medical Research Center, Faculty of Medicine,

University of Tsukuba, 2Experimental Animal Division, RIKEN BioResource Research Center

Cas11d ZRAVHHRY / LiESEY—IV TiD OR

Of/| ER Y, L BXD, AHF ML, FIE #HEF 2, HE HLE D

VEEX - HEXETZ YRI K- AmET

Application of a Cas11 toward improvements of a novel genome editing tool, TiD
(ONaoki Wada?, Emi Murakami?, Kazuya Marui?, Yuriko Osakabe?, Keishi Osakabe?

DGrad. Sch. Tech., Ind. and Soc. Sci., Tokushima Uni., 2Sch. Life Sci. and Tech., Tokyo Tech.

P1-10 XOLAY—LICL S Cas9 (D DNA iR EHEDERR
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Structural and biochemical analysis of how nucleosomes impede DNA cleavage by
CRISPR-Cas9

(OReina Nagamura?, Tomoya Kujirai?, Ryoya Nakagawa?, Tukasa Kusakizako?,

Hitoshi Kurumizaka?, Osamu Nureki?

DDepartment of Biological Sciences, Graduate School of Science, The University of Tokyo
Institute for Quantitative Biosciences, Department of Biological Sciences, Graduate School of Science,

The University of Tokyo



P1-11 CRISPR-Cas9 A® in silico 77%5—%"y FIREMI /'Y — )L DT
OEL #—0, R Uz
VIR K iPS #RFFZERT - T-CiRA EH OS5 k
Benchmarking of In silico off-target analysis tools for the CRISPR-Cas9 system
(OYouichi Naoe?, Akitsu Hotta?
DCiRA, Univ. Kyoto, T-CiRA Hotta PJ

P1-12 CRISPR 51735V —Z20J(C L BREAEESCHIEHEFDREE
OXFfA —& v, B& &V, LK &7
VEBX - fe#fi& L
Identification of regulators of primitive endoderm differentiation through CRISPR
library screening
(OHitoshi Owada?, Hiroshi Ochiai?, Takashi Yamamoto?

DGrad. Sch. Integrated Sciences for Life, Hiroshima Univ.

P1-13 #flaOoO0—Z=200D&EULIN —HBI=D/ Vo7 INMERIFAIER? —
OFER KA&D, #1L 240 WE BV, 70 BED, 8K BRY
VEREX - RE®ZF
Pitfalls of Cell Cloning
(OTaiji Hamada?, Seiya Yokoyama?, Kei Matsuo?, Toshiaki Akahane?, Akihide Tanimoto?

DGrad. Sch. Med. Dent. Sci., Univ. Kagoshima

P1-14 DMD %'/ LMREAEICHEIT 7z Dual CRISPR-Cas3 YRTAICKBDVIFIIOVIRAFVE D IFHE
Odt &NV, BE Mt 2 BT F—0, X)I| EEV, mik BEY, ET 1L, BHF REY,
ING R Y, JEE BGED
VREKRZE, IEHEKRZE, YRRKF
Induction of multi-exon skipping by Dual-CRISPR-Cas3 system towards DMD

genome editing therapy

(OYuto Kita?, Yuya Okuzaki?, Youichi Naoe?, Natsumi Okawa?, Akane Ichiki?, Tomoji Mashimo?,
Hidetoshi Sakurai?, Yusuke Kojima?, Akitsu Hotta?

DKyoto University, 2Nagoya University, ¥The University of Tokyo

P1-15 SMEAREDEEFRENIEEILX RNP OZREEZEIEET D
OWT RMFE1), Nk 1), BAR £E1)
VENEBREERAE L YRR £REEEIOCS S
Nuclear delivery of RNP is enhanced by preculture before gene editing of
hematopoietic stem cells

(OKohei Shiroshita?, Hiroshi Kobayashi?, Keiyo Takubo?
DDepartment of Stem Cell Biology, National Center for Global Health and Medicine Research Institute



P1-16 #i# RNP EAiZ NanoMEDIC IC&% Cas9/9RNA &ENFERAMEICRT SR
OEH &Y, vf kRFEV, FH FH D, & #LGHAY, \K BE#BF?2) Gee Peter?, EH FNiE 9,
Enfy =V
VABREMERK - HF IKRERERK - REF, VREAKX - EFHER iPS #MEHIER EEHRE
Study on Cas9/gRNA delivery by a novel RNP transduction system NanoMEDIC
(OChina Tomita?, Yuzu Nakamura?, Yoshiki Kurita?, Minami Hama?, Mayuko Yagi?,
Peter Gee?, Akitsu Hotta®, Jun Komano?
DPharm. Sci., Osaka Medical and Pharmaceutical Univ., ?Grad. Sch. of Pharm. Sci., Osaka Medical and
Pharmaceutical Univ., ¥Hotta Laboratory, CiRA, Graduate school of medicine and faculty of medicine

Kyoto Univ.

P1-17 YOXZREIMICHT BEMREEFFBIRERE (Complex Chromosome Rearrangements: CCRs)

FEEDFHFE

OFR EL239, RE X8, 5K E7 L2

VHEK - RREYBEAR L2 —, 28K - £GRERE - £EHEH, YhEX - £aERRE - ICAL
W, 0P EK - ATREBET 49 AM TR0 8—

Engineering complex chromosomal rearrangements in mouse zygotes

(OSatoru Iwatal 2349 Miki Nagaharal), Takashi Iwamotol. 2

DCenter for Educ. in Lab. Animal Res., Chubu Univ., 2Dept. of Biomed. Sci., Col. of Life and Health
Sci., Chubu Univ., ®Col. of Biosci. and Biotech., Chubu Univ., ¥Center for Math. Sci. and Artif. Intell.,
Chubu Univ.

P1-18 ZHEINCEHITS CIRSPR/Cas9 ZAWZ /v o125 DL
ORIE St vV, HFE B—0, B BV
VIREE - fHF
Establishment of Knock-in Rats with CRISPR/Cas9 system in zygotes
(OTakaya Abe?, Ken-ichi Inoue?, Hiroshi Kiyonari
VKobe BDR, RIKEN

P1-19 Base-editor VX7 AICEL D Presenilin1 BnFHZE AD EFILY—ELVROIEH
OkHE fI;FV, #E shAE?, &%k B, X TEF L, BAE BRE?, £4K 2 ULV
VEERENYI P R, 2B L FE AR
Generation of Presenilin 1 gene-modified AD model marmoset by
Base-editor system
(OWakako Kumita?, Hiroki Sasaguri?, Kenya Sato?, Natsuki Oura?, Takaomi Saido?, Erika Sasaki?
UCIEA, 2RIKEN

P1-20 ¥/ LAREEMZRAVE7IVWYINY—RETIVN—ELYEOIEL
Ofkig BEdk v, BF A& 2, kA MITWF O, EARM BEY, LK 829, BHE BE?, k4K ZYhV
VEREREN Y P RBAZAR, 2B L EBRAT, VLB KRE
Generation of Alzheimer’s disease model marmosets using
genome editing technology
(OKenya Sato?, Hiroki Sasaguri?, Wakako Kumita?, Tetsushi Sakuma?®, Takashi Yamamoto?,
Takaomi Saido?, Erika Sasaki?

DCentral Institute for Experimental Animals, 2RIKEN, 3Hiroshima University



P1-21 ZDONJHIRICHIT BT/ LiwE
Ogg X, B8 EXV, Ik &Y, R FKY, FR F=D

VLEX - i EmElEmER
Knock-in strategy by genome editing in chicken cells
(OTenkai Watanabe?, Yuta Ochi?, Ryo Ezaki?, Mei Matsuzaki?, Hiroyuki Horiuchi?

DGraduate School of Integrated Science for Life, Hiroshima University
P1-22 BHRA1VIT0IaVICLBDRRT/ LREEMOEEIL
OB# # Y, Piulachs Maria-Dolors?, Belles Xavier?, XF9 &8H D

VERK - [Z#, ?Inst. of Evolutionary Biology, Spain
Insect gene editing made easy: a simple adult injection approach

(OYu Shirai?, Maria-Dolors Piulachs?, Xavier Belles?, Takaaki Daimon?

DGrad. Sch. Agr., Univ. Kyoto., 2Inst. of Evolutionary Biology, Spain

P1-23 ZUNUEEMRZRVZEINNIA) 7 05 —HERDESE
OfRFR AV, I &V, Al FKRD, gR EEY

VEK - RS %S
Construction of an evaluation system for chicken egg bioreactor using cultured

chicken cells
(ORyota Kajihara?, Ryo Ezaki?, Mei Matsuzaki?, Hiroyuki Horiuchi?

DGrad. Sch. Integr. Sci. for Life. Univ. Hiroshima

P1-24 CRISPRi screening identify exocyst complex component 2 as an essential host

factor for SARS-CoV-2
O& A7V, B8R BE Y, K #£F 0V, 518 fF v, S fom 12

DIR#RKZ iPS MARFAZEAR, 2 B A E R ZR FisE
CRISPRIi screening identify exocyst complex component 2 as an essential host

factor for SARS-CoV-2
(ORenxing YiV, Rina Hashimoto?, Ayaka Sakamoto?, Kazutoshi Takahashi?, Kazuo Takayamal 2

DCenter for iPS research and application., Kyoto University,

2AMED-CREST, Japan Agency for Medical Research and Development
P1-25 APP OO OE—9— I ZEENE L7 IVWINAY —RRBEDROH DT ) L/ TS ) Likk
OFik BB, HR BEF Y, A £, B4 MLV

VERK - #ENR
Therapeutic genome/epigenome editing for Alzheimer’s disease targeting the

promoter region of APP
(OFumiaki Saito?, Sonoko Tanaka?, Miki Ikeda?, Masahiro Sonoo?

DTeikyo Univ. Neurology



P1-26 WHIEFERICHITBFv)7 DNA J)—DERFEZERAVWBETEE TALEN [CXD
NREEFTU—T/ LSk
Ol MY, #HF H2 0, 5F #F2, @K AXFV, BN Wa?, §ilE E—8°, 2R BF 9,
JA Y, KB B2, £AR B2, LK &7
VEEX - FRi &£, YRRIEKXN - £HET, vV IKRA S
Transgene-free genome editing with removable TALEN and carrier DNA-free
electroporation in microalga
(OTomokazu Kurita?, Keishi Moroi, Masako Iwai?, Kumiko Okazaki?, Seiji Nomura?,
Shinichiro Maeda?, Akihide Takami®, Atsushi Sakamoto?, Hiroyuki Ohta?, Tetsushi SakumaV,
Takashi Yamamoto?
DHiroshima University, Graduate School of Integrated Sciences for Life, 2Tokyo Institute of

Technology, School of Life Science and Technology, ¥Mazda Motor Corporation

P1-27 in planta-regeneration (iPR) ED4/ LREFMADIGA EHEMHFBEDIZERIE
ORIE #HEF0, AR X2, EH H#?, LA BA2, RE 52, FI§ EF2, FIEH #HEL2
VRIK - £GBEIZR 2EEX - KER d2EFXEIZHEH
Optimization of /n planta-regeneration (iPR) methods for plant genome editing
(OYuriko Osakabe?, Shota Hitomi?, Risa Ueta?, Katsuhisa Yamada?, Kanna Chouraku?,
Eiko Nakashima?, Keishi Osakabe?
DSchool of Life Science and Technology, Tokyo Institute of Technology, 2Graduate School of Technology,

Industrial and Social Sciences, Tokushima University
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%17 I-E CRISPR-Cas3 IC &k 1R _AH DNA I8 DARA
OFR —AD, T EFE2, &F %9, & BX9, LN #FY, UK #E2, ET MLV
VERK - ERS, 288 - BB, Y& K - +/ &£, 9C4U (%)
Dynamic mechanisms of Type I-E CRISPR-Cas3 mediated double-strand
DNA breaks
(OKazuto Yoshimi?, Kohei Takeshita?, Noriyuki Kodera®, Satomi Shibumura?, Yuko Yamauchi?,
Masaki Yamamoto?, Tomoji Mashimo?

DIMSUT, Univ. Tokyo, ?Harima Inst., Riken, ®NanoLSI, Univ. Kanazawa, ¥C4U Co., Ltd.

STREAMING-tag [C &k BEnFDETIEN EEREHIERhER F DR 22 ErY 76 BhERZ AR
OXE #RY, EH ZEBY, A% BE?, Lidierw?d, kB BF 29, S ¥V, XFA —F,
Kl #§17 9, Pertsinidis Alexandros?, IUA BV, Kt =29, HE #EV
VEKREE - iEEm, 2RI K - £EHEI Y9RO—V 73 VIRENAEUE— - BEEYMFTOT S L,
YERIK - BEIWR, YK - £EH
STREAMING-tag reveals spatiotemporal relationships between
gene transcription and regulatory factors
(OHiroaki Ohishi?, Seiru Shimada?, Satoshi Uchino?, Jieru Li®, Yuko Sato2 4, Manabu Shintani?,
Hitoshi Owada?, Yasuyuki Ohkawa?®, Alexandros Pertsinidis®, Takashi Yamamoto?,
Hiroshi Kimura? 4, Hiroshi Ochiai?
DGraduate School of Integrated Sciences for Life, Hiroshima Univ., 2School of Life Science and
Technology, Tokyo Tech, 3Structural Biology Program, MSKCC, ¥Institute of Innovative Research,
Tokyo
Tech, ®MIB, Kyushu Univ.

Cell cycle synchronization improves DSB-triggered mitotic interhomolog
recombination in hiPSCs

OF 12, 94V JX—F+2

VEREAZF iPS HIRAEARAT RELEMEZFMIAEM, YRBAFE EFHRH
Cell cycle synchronization improves DSB-triggered mitotic interhomolog
recombination in hiPSCs

(OSUJI LEEL 2, Knut Woltjen?

DDepartment of Life Science Frontiers, Center for iPS Cell Research and Application, Kyoto
University, ?Graduate School of Medicine, Kyoto University
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P2-5 Cas9 & TALE DRf@ICEL D CoT H&LU A->G DRFEN TEMEXIEERS
OFEAR ERY, BAlE RRF2, & B2, WK £12
VEBEXRF RFEMREEGHFMRER, ILEXRE 7/ LREAN/N—avtri—,
IMERIEEMARH NA(A ATV RHAERR
Highly specific and efficient C-to-T and A-to-G base editing by Cas9
and TALE cooperation
(OTetsushi Sakuma?, Nahoko Nishibori?, Tadahiko Yoshima?, Takashi Yamamotol 2
DGraduate School of Integrated Sciences for Life, Hiroshima University, 2Genome Editing Innovation

Center, Hiroshima University, ¥Bioscience Research Laboratory, Sumitomo Chemical Co., Ltd

P2-6 YO4AXFXFDIIVRITS ) LDEH—IERER
OHhE —2v BE Rk29, F 50, B £F0, 180 BF L, F% KE?, 12 850, & g0
VRKRR - B4, 2RI K - £GETL YABXK - E
Targeted base editing in the mitochondrial genome of Arabidopsis thaliana
(OlIssei Nakazato?, Miki Okuno? 3, Chang Zhou?, Yoshiko Tamura?, Reiko Masuda?, Takehiko Itoh?,
Nobuhiro Tsutsumi?, Shin-ichi Arimura?
DGrad. Sch. of Agr. and Life Sci., Univ. of Tokyo, 2Sch. of Life Sci. and Tech., Tokyo Institute of
Technology, ¥Sch. of Med., Kurume Univ.

P2-7 7/ LGEKRICEDECFIETREDIEE
OF/ BV, €F RE Y, Wi Sto, B8R #HLY, R BF), #E£ g—
VIERE - fHF
Generation of first genetically engineered marsupials, Monodelphis domestica
(OHiroshi Kiyonari?, Mari Kaneko?, Takaya Abe?, Aki Shiraishi?, Riko Yoshimi?, Ken-ichi Inoue?
DRIKEN Kobe

P2-8 F/IR7PI—OIH—ERWRYT ./ LRRINY—DDENFEDREIL
Otk BN Y, tB FEY, k% R—2, #:& ZAM?, 50 EH Y
DVERMEH A F, 2FHRBHHE
Determination of mutation patterns in gene-edited plants using
Oxford Nanopore Technologies
ORyosuke SATOY, Yoshihiko NANASATO?V, Soichiro NAGANO?, Eitaro FUKATSU?, Naoki TAKATAD

DForest Bio-Research Center, ?Forest Tree Breeding Center



P2-9 Structure and engineering of the minimal type VI CRISPR-Cas13bt3
Ol ## »V, Kannan Soumya? 3 45, Altae-Tran Han2 345, EH 2V, E@H &Eih D, T5H £AD,
ERE TV, 8E ME, IWT BEAER?, Zhang Feng? 3 45, faiE 5AFE 189 FEK BB
DERK - £¥F 2, 2Broad Inst. MIT and Harvard, ®McGovern Inst. Brain Res., MIT, ¥Dep. Biol. Eng.,
MIT, 9Dep. Brain and Cognitive Sci., MIT, 9 H X + £&EFEZ, "MRC lab. Mol. Biol., ¥ X * stimHf,
OFiE 2% B
Structure and engineering of the minimal type VI CRISPR-Cas13bt3
(ORyoya Nakagawa?, Soumya Kannan? 3 45, Han Altae-Tran2 3 4%, Satoru Takeda?,
Atsuhiro Tomita?, Hisato Hirano?, Tsukasa Kusakizako?, Tomohiro Nishizawa®, Keitaro Yamashita?,
Feng Zhang? 3 49, Hiroshi Nishimasu® 8 9, Osamu Nureki?
DGrad. Sch. Sci., Univ. Tokyo, ?Broad Inst. MIT and Harvard, ®McGovern Inst. Brain Res., MIT, ¥Dep.
Biol. Eng., MIT, ®Dep. Brain and Cognitive Sci., MIT, Grad. Sch. Med. Life Sci., Univ. Yokohama

City, "MRC lab. Mol. Biol., ®Res. Ctr. Adv. Sci. and Tech., Univ. Tokyo, ?Inamori Res. Inst. Sci.

P2-10 #2MEDEVLACTE RNA ZFIAUZ SaCas9 [IC L BA 75— MESRECTIDERHT
OWT wEY, Nk #E2, LA REv, 5@ #FV, NEH EEFY, FL S
VEN EERBRBEREN, 254 IVA I VAMET —2A—XE 42—
Analysis of off-target editing sequences by SaCas9 using low specificity

guide RNAs
(OTakuma Yamashita?, Yuki Naito?, Takenori Yamamoto?, Tokuyuki Yoshida?, Eriko Uchida?,

Takao Inoue?
DNational Institute of Health Sciences, ?Database Center for Life Science

P2-11 CRISPRdirect&GGGenome 7Y 5F—k: AR RNA SR5tH L UATY—T Y FlEXIETD

oI 7V=lb

OWEE v

VA4 THALA T URFEET—EA—X % — (DBCLS)

CRISPRdirect & GGGenome update: web tools for CRISPR guide RNA design
and off-target prediction

(OYuki Naito?
DDatabase Center for Life Science (DBCLS)

P2-12 Casl12a 9 VINVBDZBEICKDREMICERT HRE

OFX &V, KB B2, BHF EFD, #HF XH L2, kO Bz 12345

VERK - BREEF, 2BRK - ZF, IEFEB@EH, YIRK EMI £, 9l K%EE
Studies on the nuclear-localized stability of Cas12a proteins

(OTomohito Tsukamoto?, Haruna Mizuta?, Eiko Sakai?, Fuminori Sakurail- 2,
Hiroyuki Mizuguchil, 2.3 4.9
DGrad. Sch. Pharm. Sci., Osaka Univ., 2Undergrad. Sch. Pharm. Sci., Osaka Univ.,
3Nat. Inst. Biomed. Innov. Health Nutr., #Ctr. Adv. Med. Engin. Inform., Osaka Univ.,

50QTRI, Osaka Univ.
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O=#E BV, ik KiEL2, §iE F 12, T #HEY, 2@ E—8L29
VEREZH - BEER, YREERKIR - EEFRE, WAt AoFv T - NA4FT79/00-X,
VERDKEFKREE AEXALBIRFZE
Genome Editing Is Induced in a Binary Manner in Single Human Cells
(OGou Takahashi?, Daiki Kondo® 2, Minato Maedal- 2, Yuji Morishita®, Yuichiro Miyaokal- 2 9
DRegenerative Medicine Project, Tokyo Metropolitan Institute of Medical Science, 2Graduate School of
Medical and Dental Sciences, Tokyo Medical and Dental University,
30n-chip Biotechnologies Co., Ltd.,

#9Graduate School of Humanities and Sciences, Ochanomizu University

dCas9 ZAW\zEHI A +OT 1 —REAEIZF DUX4 D hit-and-run silencing
OFHE 7V, #HF gV

VIRERKE: iPS fBAFRZE AR

dCas9-mediated hit-and-run silencing of endogenous DUX4 in
facioscapulohumeral muscular dystrophy

(OMitsuru Honda?, Hidetoshi Sakurai?

DCenter for iPS Cell Research and Application, Kyoto University

CRISPR/Cas9 RNP E#iEE T /HFIC L SHHE COBGF/vIT7INDFEE

Otk &40, INB 1500, RS FH VY

VALK - R

Induction of hepatic gene knockout using CRISPR/Cas9 RNP-loaded lipid
nanoparticles

(OYusuke Sato?, Haruno Onuma?, Hideyoshi Harashima?

DGrad. Sch. Pharm., Univ. Hokkaido

RAOO12IT0YaVE BRENE FSURT 103 ViEERAVWVEEEEGFRIET YEDIEH
OLIN QINGYIY, LE ANH QUYNHY, WITTAYARAT MANITA2, NAMULA ZHAO?,
TAKEBAYASHI KOKIV, HIRATA MAKIV, TANTHARA FUMINORI®: 4, DO LANH THI KIM?,
OTOI TAKESHIGEY
VEESXRFEXRFR BIBERER, 2TV R -FT - YU F—KREHREZH,

IMELRRBFEKRE RFEMN, YEAERKE ARERRNFEEL 2 —, 9N M LAEREFKRFEREZE

Triple gene editing in pig embryo using microinjection, electroporation, and
transfection methods
OQINGYI LINY, ANH QUYNH LEV, MANITA WITTAYARAT?, ZHAO NAMULASY,

KOKI TAKEBAYASHIV, MAKI HIRATAV, FUMINORI TANTHARA® 4, LANH THI KIM DO?,
TAKESHIGE OTOIV
DGraduate School of Sciences and Technology for Innovation, Tokushima University,

2Faculty of Veterinary Science, Prince of Songkla University, College of Coastal Agricultural
Sciences,

Guangdong Ocean University, ¥Center for Development of Advanced Medical Technology, Jichi

Medical University, ¥Faculty of Veterinary Medicine, Vietnam National University of Agriculture



P2-17 B in vivo ¥/ LAREKFHEFRL R—5 - I ZADNAEDIREZ BISUZHR
O=i &EXDY, 5% Bk, BlF HEF D, KIE EAV
VIRBKE EFE EREFR
Expanding the versatility of the reporter mouse for evaluation of /n vivo
genome editing
(OHiromi Miura?, Jyurai Imahuku?, Aki Kurosaki?, Masato Ohtsuka?

DDivision of Basic Medical Science and Molecular Medicine, Tokai University School of Medicine,

P2-18 ASHYFJZICHIFTS CRISPR/Cas9 YRATLZRAWEYS ) Likk
ORA wEED, il g, i B, IuAx £
VEBX - fe#fi & Edn
CRISPR/Cas9-mediated genome editing in a sea urchin,
Anthocidaris crassispina.
(ONaoaki Sakamoto?, Kaichi Watanabe?, Akinori Awazu?, Takashi Yamamoto?

DGrad. Sch. Integr. Sci. Life, Hiroshima Univ.

P2-19 &#EFLELU Cre SVEIYV—ZADRMS LUEREBETIVEMMEFRIIEBRDEN
Of =%V, AH LEFY, BB BBV, SR —A L2, EF Mt L2
VRRAZERFEHRER EEBYY / LHARDE, 2RRRZERFEMER 7/ LGEAESF
Supports for Rat research and resource by NBRP and AdAMS
(OMiho Hoshi?, Saeko Ishida?, Kosuke Hattori?, Kazuto Yoshimi® 2, Tomoji Mashimo® 2
DDivision of Animal Genetics, The Institute of Medical Science, The University of Tokyo, 2Division of

Genome Engineering, The Institute of Medical Science, The University of Tokyo

P2-20 fad&GF/vIoM1IURTMERICAITT=REGEGF/ VI ZRDELE
Owis ¥A D, BE #¥F2, € RC2, TH FRY, ML €3, RKF HKEL2, KT BAD
DERK-BRE, 258 K- KED, 58K RE
Comparison of large gene knock-in efficiencies for the production
of fad knock-in red sea breams
(OSakuto Yamanaka?, Youhei Washio?, Dong-in Kim?, Takatomo Arai’, Yu Murakami?,
Keitaro Kato?, Masato Kinoshital)

DGrad. Sch. Agri., Univ. Kyoto, ?Aquac. Res. Ins., Kindai Univ., ®Grad. Sch. Agri., Univ. Kindai

P2-21 4 J/L.IEY/LREKICKDEREETIVEMDIELIE(AMED-BINDS)
O #ERY, €F KA 2, Mk BV, FHA #A D, MEA HiFY
VEEEX - £5A8F, 25F K - HIFEH
Support for the Creation of Disease Model Animals by Genome and
Epigenome Editing (AMED-BINDS)
(OTakuro HoriiV, Takehito Kaneko?, Ryosuke Kobayashi?, Sumiyo Morital’, Izuho Hatada?
DIMCR, Gunma Univ., 2Fac. Sci. & Eng., Iwate Univ.



P2-22 MECP2 ZEV—E VDR E @
OF FF12, £k B8, @ #— 19, BE ¥MEF Y, FR 2EFL, @FE #F L9, @ #FH LY,
fERRK ZYmLd B Kz 12
VIEERF CBS, 2B X - &, YRPH, YBEX - E
Generation and analysis of MECP2 mutant marmosets
(ONoriyuki KISHI® 2, Kenya Sato?, Junichi HATAL 9, Misako OKUNOY, Taeko ITOUY,
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