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oVice SiZlIFCESH S T

{E%E a§oae2 & DNA UA—E IV OHEERIIFE#ESIEHBERIERE S ZIHEL DSB BENIE#EHE %
S )

(EE)1 T

OffElR =4212, % B—mY, B —#v

DR KT BEHER NA A YA T UR, EEKRE 75 ) EHBMHER

Interaction of Sae2 with DNA ligase IV to suppress imprecise NHEJ in budding

yeast
(OMiki Shinohara!-?, Kenichiro Matsuzaki?, Issei Morita?

DDepartment of Advanced Bioscience, Graduate school of Agriculture, Kindai University,
2Agricultural Technology and Innovation Research Institute, Kindai University

P1-1

P1-2 CRISPR-Cas9 [CX 1A X {18 (HDR) €9 2R FDFE®R
(E510
Omngg RRFV, =M E—E Y
VEMEZH BEEER IOV +
Screening for factors that enhance HDR by CRISPR-Cas9

(OTomoko Kato-Inui?, Yuichiro Miyaoka?
DTMIMS, Regenerative Medicine Project

P1-3 %'/ LRERMIC KL DS EDEAIRILE
(E510
O &=, 78 #— 0, =8 ER
VIR AT NAF)Y—RAM Rt 4— EEFHHERE
Fluorescent visualization of cell differentiation stage using genome editing

technology
(OKoji Nakade?, Kenichi Nakashima?, Yoshihiro Miwa?

DRIKEN BioResource research center Gene Engineering Division
P1-4 DNA barcode Uz QB HAFEIC XL DRIEAB—EIRH Lineage tracing RKiliDFF

(E510
ONIX v, 85K 2, K Fs

VAKX - £EH, 28K - [RE
Next-Generation Dual-Labeling Lineage Tracing System with DNA Barcode-based

Gradient Fluorescence
(OMasaki Kawamata?, Hiroshi Suzuki?, Atsushi Suzuki?
DKyushu Univ. MIB, 2?Nagoya Univ. Grad. Sch. Med.

P1-5 CRISPR ZAV\/zZsEMRBRHRRICH T DEGFRRRY NI —O DR
(E510
OX NV, BB K—V, ##HE BEH Y
VRK - B4
Analysis of transcriptional network in pluripotent stem cells using
CRISPR-mediated regulation

(OYusuke Tarumoto?, Seiichi Sugino?, Kosuke Yusa?
DInst. Life Med Sci (LiMe), Kyoto Univ.
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P1-6 77/ LRI —TYNEGCFDT—IN—ADBERE EDFEN
(E510
Ok &z, HhE FH
VEEXRZEXRER HeLEmiEmER
Database of genome editing target genes

(OTakayuki Suzuki?, Hidemasa Bono?
DGraduate School of Integrated Sciences for Life in Hiroshima University

P1-7 <420 RNA IGEM AcrllA4 [C & DHFIRETRIY / LR
(EE10
OshiZE BV, BE HE v, Bk Ex
VERERKZE iPS fERamt AT

Cell-type-specific genome-editing with miRNA-responsive AcrllA4 switch

(OMoe Hirosawa?, Yoshihiko Fujita?, Hirohide Saito?
DCenter for iPS Cell Research and Application, Kyoto University

P1-8 DAIJIN:OJU—RI—=OI - BFEEHHAEDERT/ LREEEID
MR ORISR
(EE10
OA% BAL Y, thE #A DV, #48 E% 2, k¥ EHV, & &0, #U xXig»
VRIEKE BEFERR S VARG —EZMR L2 — SaMZEVMERE VS —,
DEULZRRA NAF )YV —RAHARE 42— ERBYFAKE

DAJIN: Validate multiallelic genome editing outcomes using Al-assisted
long-read sequencing

(OAkihiro Kuno?, Yoshihisa Ikeda?, Shinya Ayabe?, Seiya Mizuno?, Satoru Takahashi?,
Fumihiro Sugiyama?

DLaboratory Animal Resource Center, Transborder Medical Research Center, Faculty of Medicine,
University of Tsukuba, 2 Experimental Animal Division, RIKEN BioResource Research Center

P1-9 Casl1d ZBVWHHRY/ LiRSEY—IL TiD DR
(EE10
OfHE BE& Y, £ BXD, AF M, FIE HEF2, & HLV
VEEX -t HEERETIR YRIK- £HET

Application of a Cas11 toward improvements of a hovel genome editing tool, TiD

(ONaoki Wada?, Emi Murakami?, Kazuya Marui?, Yuriko Osakabe?, Keishi Osakabe?
DGrad. Sch. Tech., Ind. and Soc. Sci., Tokushima Uni., 2Sch. Life Sci. and Tech., Tokyo Tech.

P1-10 XOLAYV—LICELSD Cas9 O DNA iR E#IEDERA
(E510
ORM /R, 5t Eth2, Pl && D, EAXE 80, #iR 52, FR ED
VRRKRFE - KER - BERVER £VRFEYR,
DREKRF - K¥hR BERMENR EMRFER- EELEGRFHREHN

Structural and biochemical analysis of how nucleosomes impede DNA cleavage by
CRISPR-Cas9

(OReina Nagamura?, Tomoya Kujirai?, Ryoya Nakagawa?, Tukasa Kusakizako?,

Hitoshi Kurumizaka?, Osamu Nureki?

DDepartment of Biological Sciences, Graduate School of Science, The University of Tokyo
Institute for Quantitative Biosciences, Department of Biological Sciences, Graduate School of Science,
The University of Tokyo
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P1-11 CRISPR-Cas9 H® in silico 7 7%5—%"y FIRERIFA"Y — )L DFH
(E510
OEI ¥—0, A UV
DIRK iPS #ifaRAZERr - T-CiRA EB 7O/ +

Benchmarking of In silico off-target analysis tools for the CRISPR-Cas9 system

(OYouichi Naoe?, Akitsu Hotta?
DCiRA, Univ. Kyoto, T-CiRA Hotta PJ

P1-12 CRISPR A4 3U RV -0 |C K BREREEMEHIEHEFDREE
(EE]1 T
OX#HE —FDV, 56 #0, WK £
VEEBXK - R#ia4Ed
Identification of regulators of primitive endoderm differentiation through CRISPR

library screening
(OHitoshi Owada?, Hiroshi Ochiai?, Takashi Yamamoto?
DGrad. Sch. Integrated Sciences for Life, Hiroshima Univ.

P1-13 #ifao0——200MFEUR —HR=D/vIO7IMBRAIIARLR ? —
(EE10
OFH K&V, #L 2B 0 0E BV, 7F £ED, &K BRY
VEREX - REHZF
Pitfalls of Cell Cloning
(OTaiji HamadaV?, Seiya Yokoyama?, Kei Matsuo?, Toshiaki Akahane?, Akihide Tanimoto?
DGrad. Sch. Med. Dent. Sci., Univ. Kagoshima
P1-14 DMD %'/ LAfREAEICAEIT 7z Dual CRISPR-Cas3 YRTAICKLBDVIVFIIOVIZAFVE D IFHE
(EE10
Odt & AV, BE 2 B F—0, XJI| EXV, fik BE D, ETF L, #H LY,
NG BT Y, JEE RUE D

VERERKEE, 28 HEB RS, VERKE
Induction of multi-exon skipping by Dual-CRISPR-Cas3 system towards DMD

genome editing therapy
(OYuto Kita?, Yuya Okuzaki?, Youichi Naoe?, Natsumi Okawa?, Akane Ichiki?, Tomoji Mashimo®,

Hidetoshi Sakurai?, Yusuke Kojima?, Akitsu Hotta?
DKyoto University, 2Nagoya University, ®The University of Tokyo
P1-15 WSMBMIADIEEFEKAIEE RNP ORAIBEE AT 3
(=) O
OWT ®BFE1), M4 k1), HBAR £E1)
VENEBREEME LY RN £REEETIOCS S
Nuclear delivery of RNP is enhanced by preculture before gene editing of

hematopoietic stem cells

(OKohei Shiroshita?, Hiroshi Kobayashi?, Keiyo Takubo?
DDepartment of Stem Cell Biology, National Center for Global Health and Medicine Research Institute
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P1-16 ### RNP EA;%X NanoMEDIC [Z&% Cas9/9RNA FENDERAMICRET D

(2510
O=H &%, it kF VY, FEH FHV, & #LBH Y, \K E#BF2) Gee Peter?, fEH TN,
LS Y

VRRERERK - BF, 2KREHERX - [REE, VREKX - EFUWRE iPS MREERR BHMRE

Study on Cas9/gRNA delivery by a novel RNP transduction system NanoMEDIC

(OChina Tomita?, Yuzu Nakamura?, Yoshiki Kurita?, Minami Hama?, Mayuko Yagi?,
Peter Gee?, Akitsu Hotta?, Jun Komano?

DPharm. Sci., Osaka Medical and Pharmaceutical Univ., ?Grad. Sch. of Pharm. Sci., Osaka Medical and

Pharmaceutical Univ., ¥Hotta Laboratory, CiRA, Graduate school of medicine and faculty of medicine
Kyoto Univ.

P1-17 ¥ORZREICH T DEMEEHFEREE (Complex Chromosome Rearrangements: CCRs)
FEEDBR
(E5)1T
OFH EL239 RE EHY, AKX EF L2
VERERK - EREYBBERE L2 —, 208K - £HRERE - AGER, P HX - EGEERE - ICRE
W, ohEK - AIBET AL IRV E—
Engineering complex chromosomal rearrangements in mouse zygotes
(OSatoru Iwatal- 239, Miki Nagahara?, Takashi Iwamoto? 2

DCenter for Educ. in Lab. Animal Res., Chubu Univ., 2?Dept. of Biomed. Sci., Col. of Life and Health

Sci., Chubu Univ., ®Col. of Biosci. and Biotech., Chubu Univ., ¥Center for Math. Sci. and Artif. Intell.,
Chubu Univ.

P1-18 Z#URICH1FS CIRSPR/Cas9 =AW/ v o125 v hDEIEL
(E510
ORI St v, HE @B—0, FRX BV
VIEER - #F
Establishment of Knock-in Rats with CRISPR/Cas9 system in zygotes

(OTakaya Abe?, Ken-ichi Inoue?, Hiroshi Kiyonari?
DKobe BDR, RIKEN

P1-19 Base-editor Y X7 AIZL D Presenilin1 &EFHZE AD EFI/ILVv—EEYRDOIEL
(E510
OB fIFF L, #F shE?, & B& Y, XK REH L, @ BE?2, 4K ZUYHD
VEERENY D REATAR, 2B LR

Generation of Presenilin 1 gene-modified AD model marmoset by
Base-editor system

(OWakako Kumita?, Hiroki Sasaguri?, Kenya Sato?, Natsuki Oura?, Takaomi Saido?, Erika Sasaki?
DCIEA, 2RIKEN

P1-20 ¥/ LfREEMZRVWE7IVYINY—RETIVLN—ELVEOIEL
(E510
Otcik B& D, #E A& 2, kA MRF L, EAM B9, LA 59, @AE BE?, 2K 2Yn?
VERERENMIh RN, 2L EHARAT, VLB KRS
Generation of Alzheimer’s disease model marmosets using
genome editing technology

(OKenya Sato?, Hiroki Sasaguri?, Wakako Kumita?, Tetsushi Sakuma?, Takashi Yamamoto®,
Takaomi Saido?, Erika Sasaki?

UCentral Institute for Experimental Animals, 2RIKEN, 3Hiroshima University
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P1-21 ZJRJHRICH T DY/ LiRE
(510
OiF:2 XD, 8% BXD, I8 £, 0K FK, R EFD
VEBX - MiEERHEAER
Knock-in strategy by genome editing in chicken cells

(OTenkai Watanabe?, Yuta Ochi?, Ryo Ezaki?, Mei Matsuzaki?, Hiroyuki Horiuchi?
DGraduate School of Integrated Science for Life, Hiroshima University

P1-22 BRI T3 VICKDERYT / LARESMDEEL
(510
OB# i# Y, Piulachs Maria-Dolors?, Belles Xavier?, KFff =8 D

VERK - [, ?Inst. of Evolutionary Biology, Spain

Insect gene editing made easy: a simple adult injection approach

(OYu Shirai?, Maria-Dolors Piulachs?, Xavier Belles?, Takaaki Daimon?
DGrad. Sch. Agr., Univ. Kyoto., 2Inst. of Evolutionary Biology, Spain

P1-23 ZUNUREHRZE RV NAA U7 05— iR DESE

[EE1T

ORER TR, iTIE &Y, I FKR, R EE

VEK - RS Ed

Construction of an evaluation system for chicken egg bioreactor using cultured

chicken cells
(ORyota Kajihara?, Ryo Ezaki?, Mei Matsuzaki?, Hiroyuki Horiuchi?

DGrad. Sch. Integr. Sci. for Life. Univ. Hiroshima

P1-24 CRISPRi screening identify exocyst complex component 2 as an essential host
factor for SARS-CoV-2
(BE51 0
O% ATV, 5K Bx v, K #F 0, &4 F O, S0 f L2
VIRANKZE iPS MMM T, 2 B AERM R HEE
CRISPRI screening identify exocyst complex component 2 as an essential host

factor for SARS-CoV-2
(ORenxing YiV, Rina Hashimoto?, Ayaka Sakamoto?, Kazutoshi Takahashi?, Kazuo Takayamal 2

DCenter for iPS research and application., Kyoto University,
2AMED-CREST, Japan Agency for Medical Research and Development

P1-25 APP OO O€—9—fElEZEFRNELE7IVY I —RaRDEZHDT /) L/ TET ) Liksk

(E5)1 T

OF#% LAY, B EF 0, thE E#t 0, BE HAD

VERK - ##IRAR

Therapeutic genome/epigenome editing for Alzheimer’s disease targeting the

promoter region of APP
(OFumiaki Saito?, Sonoko Tanaka?, Miki Ikeda?, Masahiro Sonoo?

DTeikyo Univ. Neurology
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P1-26 WliEHEICHITDF )7 DNA JU—DERFHAEEAVZBEERRE TALEN ICLD

P1-27

NAGEGF IV LiRE

(E5)10

OFH BRIDY, 3#HF H20, B3 HF2, BEF AEFL, B WA, A E—53, 58 BAF 9,
WA BV, KA Bz, EAM £, UK £

VEEK - [R#S4Ed 2R ITEX - £HET, 97 Y SktLt

Transgene-free genome editing with removable TALEN and carrier DNA-free

electroporation in microalga
(OTomokazu Kurita?, Keishi Moroi?, Masako Iwai?, Kumiko Okazaki?, Seiji Nomura?,

Shinichiro Maeda?®, Akihide Takami®, Atsushi Sakamoto?, Hiroyuki Ohta?, Tetsushi Sakuma?,

Takashi Yamamoto?
DHiroshima University, Graduate School of Integrated Sciences for Life, 2Tokyo Institute of

Technology, School of Life Science and Technology, ®Mazda Motor Corporation

in planta-regeneration (iPR) &N/ LAMREEMA DA EEMEBEDNEL

(E510

ORIEE #EF v, AR #X2, LH 32, LA BA2, BE £X2, fug EF2, FIE L2
VRTK - £B I ¥R 2EEX - KFR HEEXBETFEMRE

Optimization of in planta-regeneration (iPR) methods for plant genome editing

(OYuriko Osakabe?, Shota Hitomi?, Risa Ueta?, Katsuhisa Yamada?, Kanna Chouraku?,

Eiko Nakashima?, Keishi Osakabe?
DSchool of Life Science and Technology, Tokyo Institute of Technology, 2Graduate School of Technology,

Industrial and Social Sciences, Tokushima University
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RRAY—F 1 AHva(Poster-Discussion)
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oVice &FlFICESHH T

P2-1 %47 I-E CRISPR-Cas3 [C & SR 78H DNA VI8 DAREA
(E5E10
OFR —AD, T &EF2, &5F T, &4 Bx9, UR #F0, WK #E2, ET MLV
VXK - ERE, V10 - 8, YK - 7/ &dn, 9C4U ()

Dynamic mechanisms of Type I-E CRISPR-Cas3 mediated double-strand
DNA breaks

(OKazuto Yoshimi?, Kohei Takeshita?, Noriyuki Kodera®, Satomi Shibumura?, Yuko Yamauchi?,
Masaki Yamamoto?, Tomoji Mashimo?

DIMSUT, Univ. Tokyo, ?Harima Inst., Riken, ¥NanoLSI, Univ. Kanazawa, ¥C4U Co., Ltd.

P2-2 STREAMING-tag [C X 3B FDETEYE & e HIERSER F D22 MRy BERZHR
(BE510
OXE #RY, BE BB, A% TE 2, Lidierw?, £ BF 29, I ¥V, KIE —F ",
KRII #§17 9, Pertsinidis Alexandros?, IUAR 8V, Kt =29, F&H &V
VAEAKEE - MiE84E®H, 2HIK - £HEL, 92O0—7 42 ) VIR ENAE 22— - BEEWMETOT S L,
VRIK - BEIRF, ALK - £ERH

STREAMING-tag reveals spatiotemporal relationships between

gene transcription and regulatory factors

(OHiroaki Ohishi?, Seiru Shimada?, Satoshi Uchino?, Jieru Li®, Yuko Sato? 4, Manabu Shintani?,
Hitoshi Owada?, Yasuyuki Ohkawa®, Alexandros Pertsinidis®, Takashi Yamamoto?,

Hiroshi Kimura2 4, Hiroshi Ochiai?

DGraduate School of Integrated Sciences for Life, Hiroshima Univ., 2School of Life Science and

Technology, Tokyo Tech, 3Structural Biology Program, MSKCC, ¥Institute of Innovative Research,
Tokyo Tech, ®MIB, Kyushu Univ.

P2-3 Cell cycle synchronization improves DSB-triggered mitotic interhomolog
recombination in hiPSCs

(EE10
OF &E 12, 94 LYTY YX—hK?
VREIAE iPS MERAFAZRAT RERLEMBEFEMM, TREBRE EEHEH

Cell cycle synchronization improves DSB-triggered mitotic interhomolog
recombination in hiPSCs
(OSUJI LEE! 2, Knut Woltjen?

DDepartment of Life Science Frontiers, Center for iPS Cell Research and Application, Kyoto
University, ?Graduate School of Medicine, Kyoto University

P2-4 EREHRY TS

P2-5 Cas9 & TALE DFEIC LS CoT LU A>G DIFEN TEHRIIEERR
(E510
OtAR B, B KBF2, & B2, WK 812
VEEXRFE KRERMELEGRFARENR, DLEXFE 7/ LREA/N—Yavtri—,
IMERIEFEM|RA R AT AT RBRRR

Highly specific and efficient C-to-T and A-to-G base editing by Cas9

and TALE cooperation

(OTetsushi Sakuma?, Nahoko Nishibori?, Tadahiko Yoshima®, Takashi Yamamotol- 2

DGraduate School of Integrated Sciences for Life, Hiroshima University, 2Genome Editing Innovation

Center, Hiroshima University, ¥Bioscience Research Laboratory, Sumitomo Chemical Co., Ltd
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P2-6 JO4XFAFTDIFIVRITY ) LOEH—IERER
(510
OB —2v, B kx29, F Y, BF £F0, A BF L, F& XE2, 18 BiE0, A# E—
VERARE - B, 2RI K- £HET IABEXK - E
Targeted base editing in the mitochondrial genome of Arabidopsis thaliana

(Olssei Nakazato?, Miki Okuno? 3, Chang Zhou?, Yoshiko Tamura?, Reiko Masuda?, Takehiko Itoh?,
Nobuhiro Tsutsumi?, Shin-ichi Arimura?

DGrad. Sch. of Agr. and Life Sci., Univ. of Tokyo, ?Sch. of Life Sci. and Tech., Tokyo Institute of
Technology, ¥Sch. of Med., Kurume Univ.

P2-7 7'/ LwEKRICKLDELCFHRZEEREDEE
(510
OFK BV, F REV, [ stho, aF #Le, &R BFV, #E @g—
VERRR - P

Generation of first genetically engineered marsupials, Monodelphis domestica

(OHiroshi Kiyonari?, Mari Kaneko?, Takaya Abe?, Aki Shiraishi?, Riko Yoshimi?, Ken-ichi Inoue?
DRIKEN Kobe

P2-8 F/IRPI—OIH—ERWT/ LREINT—DDBRRFEDREIL
(2510
Otk B0, £B FE Y, k¥ BR—8?, RiE XXEL2, 50 EH Y
VERMIHE AN A 7, OB MBTIME £

Determination of mutation patterns in gene-edited plants using
Oxford Nanopore Technologies

(ORyosuke SATOV, Yoshihiko NANASATOYV, Soichiro NAGANO?, Eitaro FUKATSU?, Naoki TAKATAD
DForest Bio-Research Center, 2Forest Tree Breeding Center

P2-9 Structure and engineering of the minimal type VI CRISPR-Cas13bt3
(E5)1 0
OhJIl ## V, Kannan Soumya? 3 45, Altae-Tran Han2 345, M 2V, E@ EjhV, FH RAD,
EARE TV, B@E ME, IUT BEAER?, Zhang Feng? 3 45, fgiE 5hiK 189 EK EBV
DERXK - £¥FEE, PBroad Inst. MIT and Harvard, ®McGovern Inst. Brain Res., MIT, ¥Dep. Biol. Eng.,

MIT, 9Dep. Brain and Cognitive Sci., MIT, 9t X - £aEEZ, "MRC lab. Mol. Biol., ¥F R X - Jcinhf,
OFiR% B [

Structure and engineering of the minimal type VI CRISPR-Cas13bt3
ORyoya Nakagawa?, Soumya Kannan? 3 45, Han Altae-Tran2 3 4%, Satoru Takeda?,

Atsuhiro Tomita?, Hisato Hirano?, Tsukasa Kusakizako!, Tomohiro Nishizawa®, Keitaro Yamashita?,
Feng Zhang? 3 49, Hiroshi Nishimasu® & 9, Osamu Nureki?

DGrad. Sch. Sci., Univ. Tokyo, ?Broad Inst. MIT and Harvard, ®McGovern Inst. Brain Res., MIT, ¥Dep.
Biol. Eng., MIT, 5Dep. Brain and Cognitive Sci., MIT, ®Grad. Sch. Med. Life Sci., Univ. Yokohama
City, PMRC lab. Mol. Biol., ®Res. Ctr. Adv. Sci. and Tech., Univ. Tokyo, 9Inamori Res. Inst. Sci.

P2-10 HFEMDEVATEF RNA ZFIAUR SaCas9 ICX 574 T9—4"y MEKRETIDFHT
(2510
OWT HED, Nk M2, IUX K&, 58 #=), A8 BEF Y, #L D
VENEEGBRBEERRR, 254 IHA T VAHET 2 R—RE o8 —

Analysis of off-target editing sequences by SaCas9 using low specificity
guide RNAs

(OTakuma Yamashita?, Yuki Naito?, Takenori Yamamoto?, Tokuyuki Yoshida?, Eriko Uchida?,
Takao Inoue?

DNational Institute of Health Sciences, 2Database Center for Life Science
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P2-11 CRISPRdirect&GGGenome 7Y 57—k : /1K RNA 5t B LUATHY—T v FllEXETD
kAR
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