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Session 1 (S81): Education and Training of Genome Editing
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Organizer : Arata Honda ichi Medical University), Yusuke Kojima (Center for iPS Cell Research and
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Application, Kyoto University)
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Current place of cutting-edge genome editing

Tetsushi Sakuma (Graduate School of Integrated Sciences for Life, Hiroshima University)
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Computational resources for designing appropriate guide RNAs
Kazuki Nakamae (Hiroshima University, Genome Editing Innovation Center)
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Knockout, eliminate, silence—unrestricted research of human disease using iPSCs
and gene/chromosome editing
Yasuji Kitabatake (Osaka University Graduate School of Medicine)

AAV X257 —ZX B0 ) Dt~ Rl o7z K1 Bk~
OKEF ML, HN G2 (BER RIS BEIFZEk:, 22 % ¥ 7 4+ — WK% )

Embryo genome editing with Adeno-associated viral vector for effortless generation
of Gene Knock-in animals

ONaoaki Mizuno!, Hiromitsu Nakauchi'? ('Tokyo Medical and Dental University, “Institute for
Stem Cell Biology and Regenerative Medicine, Department of Genetics, Stanford University School
of Medicine)
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Session 2 (S82): Genome Editing in Various Species
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Organizer : Arata Honda ichi Medical University), Masato Kinoshita (Graduate School of Agriculture,
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Production of genome-edited Daphnia and its application to the analysis of
environmental sex determination mechanism
OYasuhiko Kato, Hajime Watanabe (Department of Biotechnology, Graduate School of
Engineering, Osaka University)
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Insect genome editing by direct parental CRISPR
OTakaaki Daimon, Yu Shirai (Graduate School of Agriculture, Kyoto University)
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Analysis of piranha GnRH1/3 neurons and gnrh1/3 enhancers implies the process of
functional differentiation of the GnRH paralogs in the vertebrate lineage.
Shinji Kanda (Department of Marine Bioscience, Atmosphere and Ocean Research Institute, the
University of Tokyo)
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What do we learn from genome-edited hamsters?
OAtsuo Ogura, Michiko Hirose, Toshiko Tomishima (RIKEN BioResource Research Center)
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Kyoto University)

Poster Discussion Day 1
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Session 3 (53): Genome Editing Towards the Market
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Organizer : Masato Kinoshita (Graduate School of Agriculture, Kyoto University), Yuriko Osakabe
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(School of Life Science and Technology, Tokyo Institute of Tecnology)
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Ethical Issues raised by Genome Editing Technologies

Tsutomu Sawai (Graduate School of Humanities and Social Sciences, Hiroshima University)
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Recent trends in Genome-Editing Basic Patents
Kazunori Hashimoto (CENTCREST IP ATTORNEYS)
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The future of genome-edited foods from the perspective of the media

Masami Kojima (Journalist (The association of food journalist))
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Regulatory Status and Industrial Applications of Gene-Editing Technologies in the
World

Masashi Tachikawa (Graduate School of Environmental Studies, Nagoya University)

Industrial Live Seminar 1 (IS-1)
Sponsored by FO—Fwvotktiett

Precision editing in human iPS cells using CRISPR plasmid or RNP delivery
Knut Woltjen (Center for iPS Cell Research, Kyoto University)

HIAEE 1 (KL-1) 16:45-17:30
Keynote Lecture 1 (KL-1)

Genetically tailored pig models for medical research
Eckhard Wolf (Gene Center, LMU Munich)
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HIFEE 2 (KL-2) 9:00-9:45
Keynote Lecture 2 (KL-2)

Prediction of genome editing tool activities and high-throughput functional evaluation
of cancer-associated mutations

Hyongbum Henry Kim (Department of Pharmacology, Yonsei University College of Medicine,
Seoul, Republic of Korea)
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Session 4 (584): Genome Editing in Plants
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Organizer : Ryuichi Nishihama (Faculty of Science and Technology, Tokyo University of Science),
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Toshiya Muranaka (Graduate School of Engineering, Osaka University)
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CZON-cutter: a CRISPR-Cas9 system for multiplexed organelle imaging in a primitive
unicellular alga

Yamato Yoshida (Department of Biological Sciences, Graduate School of Science, The University of
Tokyo)
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CRISPR/Cas9-mediated efficient gene targeting in Arabidopsis using sequential
transformation
Daisuke Miki (CAS Center for Excellence in Molecular Plant Sciences, Chinese Academy of

Sciences)
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Pollen based genome editing of plant germ cells

Yoko Mizuta (Institute for Advanced Research, Institute of Transformative Bio-Molecules (ITbM),

Nagoya University
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Highly efficient genome-editing system enabling metabolic engineering of potato

tuber starch

Hiroaki Shimada (Department of Biological Science and Technology, Tokyo University of Science)
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Industrial Live Seminar 2 (I1S-2)
Sponsored by #AEKGK 1t
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Poster Discussion Day 2
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Session 5 (85): Platform Technologies for Clinical Application
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Organizer : Kosuke Yusa (Institute for Life and Medical Sciences, Kyoto University), Knut Woltjen

(Center for iPS Cell Research and Application, Kyoto University)
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OOsamu Nureki' ('Department of Biological Sciences, Graduate School of Science, The University
of Tokyo)
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Development of in vivo genome editing therapy technology for monogenic and
complex diseases

Jun Hirose', Jun Nakamura? Keiichiro Suzuki'*? (!Graduate School of Engineering Science, Osaka
University, 2Graduate School of Frontier Bioscience, Osaka University, ’Institute for Advanced

Co-Creation Studies, Osaka University)
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Gene correction by nicks-induced interhomolog recombination and genomic deletion
induced by multiple nicks

Shinichiro Nakada'?, Akiko Tomita?, Hiroyuki Sasanuma®, Tomoo Ogi* ('Institute for Advanced
Co-Creation Studies, Osaka University, 2Graduate School of Medicine, Osaka University, *Tokyo
Metropolitan Institute of Medical Science, *Research Institute of Environmental Medicine, Nagoya

University)

HAT siiteds 07 MR& 13



14

S5-4 A comparative analysis of DNA double strand break repair predictors for template-less
precision gene editing
OGabriel Martinez-Galvez'?, Knut Woltjen', Janin Grajcarek', Parnal Joshi®, Carla M Mann*, Iddo
Friedberg®, Drena Dobbs®, Stephen C Ekker” ('Center for iPS Cell Research and Application (CiRA),
Kyoto University, Japanese Society for the Promotion of Science (JSPS), *Program in
Bioinformatics and Computational Biology, lowa State University, Ames, IA, USA, ‘Genetics,
Development and Cell Biology Department, Iowa State University, Ames, 1A, USA, "Dept. of
Veterinary Microbiology and Preventive Medicine, Iowa State University, Ames, IA, USA,
Genetics, Development and Cell Biology Department, Iowa State University, Ames, IA, USA
(Emeritus), "Dept. of Biochemistry and Molecular Biology, Mayo Clinic, Rochester, MN, USA)

YRIESIEEE (SKL) 16:00-17:00
Special Keynote Lecture

The CRISPR-Cas9 discovery: Past and Forward

Emmanuelle Charpentier'? (‘Max Planck Unit for the Science of Pathogens, 10117 Berlin, Germany,
Institute for Biology, Humboldt University, 10115 Berlin, Germany

- 2020 Nobel Prize in Chemistry -)
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On-Demand Seminar 1 (0S-1)
Sponsored by IvoVY - SRSKU—- Jv) (VR EH
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On-Demand Seminar 2 (0S-2)
Sponsored by ERS Genomics Limited

CRISPR/Cas9 ¥§7FLZ DI A £ ¥ A6
Michael Arciero, JD (ERS Genomics Limited Vice President, IP & Commercial Development)

On-Demand Seminar 3 (0S-3)
Sponsored by Integrated DNA Technologies KK
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/NE; IR (Integrated DNA Technologies KK)

On-Demand Seminar 4 (0S-4)
Sponsored by #RX&HA > F v T - N FT7/0I—X
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