S vFavtIF—/Luncheon Seminar

B &% (28 £2B/K-—JL) / Room B (2F Multipurpose Hall)
6B 7H(A)/June 7 (Tue) 11:45~12:35

SyFarte3IF— 1 BrBoEsET—4/50 (PDB)) &{L2HEHiHs (JAICI) /
Protein Data Bank Japan &
Japan Association For International Chemical Information

A% 1E #F (KRKZEEBEMZTR)

Chairperson: Yuko Tsuchiya (Institute for Protein Research, Osaka University)

- AT/ NMR F—aNX—ADEEEMAANOBFRHFIA

Application of the integrated NMR database in protein science
/PR 1% (Naohiro Kobayashi)

KPR 28 FVEFZERT (Institute for Protein Research, Osaka University)

TV SHRBEET—AN—R (CSD) - £HBELZOEEL) /-
The Cambridge Structural Database (CSD) - a vital resource for structural chemistry and biology
Stephen Maginn

Cambridge Crystallographic Data Centre, Cambridge, UK

C£18 (48 411) / Room C (4F Room 411)
6RAT7TH(X)/June 7 (Tue.) 11:45~ 12:35

SYFa t3IF—2 ) &E%/ SHISEIDO CO., LTD.

FER #EA [E (NUNAKFERZREAME ERER L TR E G R L BEEOEAEZ D)
Chairperson: Tadashi Ueda (Laboratory of Protein Structure, Function and Design, Graduate School of Pharmaceutical Sciences,
Kyushu University)
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Chiral Amino Acid World

- MSEOHRD [D- 72 /]
"D-Amino acid" in the body
Ui fdEF] (Kenji Hamase)

FUIN KR 22 e 3 20 78 B Bl 36 75 38 P 27 4 28 (Department of Drug Discovery and Evolution, Graduate School of Pharmaceutical Sciences, Kyushu University)

235 (45 412) / Room D (4F Room 412)
A

D
6RA7H(AX)/June 7 (Tue) 11:45~12.35

SUFaseIF—3 @t rSIREES /
CENTRAL SCIENTIFIC COMMERCE, INC.

© YA VAR —IVEXE & RV =RIEDOHBDOEFS FREE(ER O
MicroScale Thermophoresis (MST): Biomolecular Interaction Analytics and High-Throughput Screening
Approach for Drug Discovery

Zhuo Li

Nanotemper Technologies GmbH
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E<ig (4B 413) / Room E (4F Room 413)
6BA7H(X)/June 7 (Tue) 1145~ 12:35

SYUFaveIF—4 @ BEO—/N— HEUBERE /
Nippon Roper KK Gatan Division

A% BN F— MASHEEARD—/\— H2VEFEARE)
Chairperson: Koichi Takauchi (Nippon Roper KK Gatan Division)

c K2EZBRHEBEHIXFICED I 571 TEFRHEBHRAROT LA 7 AI—
Breaking barrier for Cryo-electron microscopy with K2 direct detection cameras

R 187 (Koji Inoke)

MAELH AT — 85— &% » FiZAFE (Nippon Roper KK Gatan Division)
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SyFare3IF—8 Jih— - I NZ4 R (#%)/ Bruker Daltonics K.K.

Bl& A ELE (TILH— - ZIL 7 AKKE)
Chairperson: Fujio Nishida (Bruker Daltonics K.K.)

YR BRI O BB

New approach for the Characterization of Therapeutic Monoclonal Antibodies

- #8559 #2EE ESI-QTOF MS & KU MALDI-TOF/TOF MS (2 X B MEEED SR
Biophysical analysis of monoclonal antibodies with ultra-high resolution ESI-QTOF MS and MALDI-TOF/TOF MS

AL A (Susumu Uchiyama)

KB A% (Osaka University) 8 E
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Thermo Fisher Scientific K.K.
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Mapping protein folding using Hydrogen-deuterium exchange mass spectrometry

R M B (Satoru Nagatoishi)
HURUK 2 (The University of Tokyo)

JE Kiifi (Daisuke Higo)

P—ET7 4y =B A4 UF 174 v 7 X&4: (Thermo Fisher Scientific K.K.)

218 (40 412) / Room D (4F Room 412)
A 8H (K)/June 8 (Wed.) 12:00 ~ 12:50

SYFaeIF—f TAN—=Y (ARTRNJZ () /
Malvern Instruments, A Division of Spectris Co., Ltd.

R 1 KB E— (ANT N AR YNV FERR)

Chairperson: Koichi Hioki (General Manager, Malvern Instruments, A Division of Spectris Co., Ltd.)

- BEREMZCE R4 LR BRI FEORBA
AP 24 (Kohei Shiba)

ARY MY ABRKRBIE WA=V HERL ) R=Ya v 7ay s FAXRTY v YA M, AP Hl

(Asia Pacific Specialist - Innovation Products, Malvern Instruments, a division of Spectris Co., Ltd.)
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B (48 413) / Room E (4F Room 413)
8H (7K) / June 8 (Wed.) 12:.00 ~ 12:50

H

ZoFarEIF— 8 SAXY YA (#¥%) / Sysmex Corporation
HFIEURN O SYEL Y PREL IR

Quality control technologies for the therapeutic proteins

- ERERAIOREFS T CHEEREHR

Aggregation analysis and interaction analysis of the therapeutic proteins
7 J 2t} T L7 (Elena Krayukhina)
&tz — - x5 1 3 (U-Medico Inc.)

* ProCube™ #—EAD BT~ 2 VNV BRREE CZEMESH ~

ProCube protein production service and analytical service

YRARAy 7 AR &M R&I HHEART
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C£18 (48 411) / Room C (4F Room 411)
6A9H(AK)/June 9 (Thu) 11:50 ~ 12:40

SUFa E3IF—9 (#) RS54/ Scrum Inc.
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Chairperson: Takemitsu Furuta (Scrum Inc.)

- BE XV 7 1 —-XEERWR S N BOfERL EIEERR

The crystallization and structural determination of membrane proteins using lipidic mesophase
g B (Hideaki Kato)

A8 27+ — FRPEARGFH B2 R 2 €ov A ifEs
(Stanford University, School of Medicine, Department of Molecular and Cellular Physiology, Brian Kobilka Lab)

D£ig (48 412) / Room D (4F Room 412)
6A9H(

2]
9B (AK)/Jdune 9 (Thu) 11:50 ~ 12:40

s> F73>+37—10 BT 74— 74 (#) / FEI Company Japan Ltd.

A% BRME (BHATTVA— A&
Chairperson: Masamichi Ashihara (FEl Company Japan Ltd.)

2 9 4 A R UMBHE O ¥B
The Revolution of Cryo-TEM

© V71 FBFREMREICE D SEARHY & NI BEESHOEIRTHRRERERT

Helical Structures by Cryo-Electron Microscopy at Near-Atomic Resolution
X T 47 A 7 * 7 (Dr. Matthias Wolf)
MHRBRL AR K24 BE K27 (Okinawa Institute of Science and Technology Graduate University (OIST))
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