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EAe2—tv 3y / Poster Session

RAR—BADIGHEERIS. HEESIC* PRGN TEYET
Numbers with * are presentations applying for Young Poster Award

‘I P RAZ—51E (2F £BHA—JL) / Poster Place (2F Multipurpose Hall)
6RA7H (k) /Jdune7 (Tue.) 1345~ 1545

FIEREER] - MBS 13:45 ~ 14:45 / BHES 14:45 ~ 15:45
Discussion : Odd Poster Number 13:45 ~ 14:45 / Even Poster Number 14:45 ~ 15:45

| E‘ERAS#E:E / Protein structure (1P-001 ~ 1P-053)

1P-001*

1P-002*

1P-003*

1P-004*

1P-005*

1P-006*

Sec 720N 1 1=y FEERROBRELBIFE

Approach for Visualizing Sec Translocon Machinery

OBEWY Y ! (Yasunori Sugano), FIl BEFE 2 (Takamitsu Haruyama), [ KA ! (Yoshiki Tanaka),
M gead 2 (Hiroki Konno), ¥R %51 ! (Tomoya Tsukazaki)
175 FLZEBR K (NAIST), 245RK - 754 + AFM & ~ # — (BioAFM-FRC. Kanazawa Univ)

70V RHECEERE Pinl O XA VB 225 —2 3 &N UZ=iae s

Mechanism of functional regulation through interdomain communication in

peptidyl prolyl isomerase, Pin1

OIS o4 ! (Ryosuke Kawasaki), /& Wik 2 (Naoya Tochio), FFI] i ! (Yu Tamari), #§ H— 12 (Shin-ichi Tate)
R - B - BB (Dept. Math. & Life Sci., Grad. Sch. of Sci., Hiroshima Univ.), [k + RcMcD (ReMceD, Hiroshima Univ.)

a7 F EBREF FACT RAZMREICH TS 1) VELIKTFRYBEEETI NS
The phosphorylation-depending functional regulation through the intrinsically disordered region
in the chromatin remodeling factor, FACT

FHAR KIE! (Daisuke Aoki), [ #— 2 (Jun-ichi Uewaki), A& Wik 2 (Naoya Tochio),

M BL— "* (Shin-ichi Tate)

A B - BB (Dept.Math & Life Sci., Grad. Sch. of Sci., Hiroshima Univ.), Ji K + RcMcD (ReMceD, Hiroshima Univ.)

a -Lactalbumin D7 # =0T« 2 JRBHE T 4 =T 1 2 TEBROBEFRYE
Relationship between folding disulfide intermediates of a-lactalbumin and the folding pathways
Of&IF; ¥54% (Reina Shinozaki), [ 8 (Michio Iwaoka)

Bk - B - LA (Dept. Chem., Sch. Sci., Tokai Univ.)

mA&RPD D 7 X /BEEEXNTF FORRRVEE

Identification of D-amino acid-contain peptides in human serum

O Seongmin Ha'. £l 1E38°2 (Masaharu Isoyama), JIIif & — 3 (Yuichi Kaji), $iA £ 4 (Minoru Suzuki),
I H 7 (Noriko Fujii)
Gk - B - {b%* (Chem. Grad Sch. of Sci., Kyoto Univ.), 2% F1’EWFZe3%ih4y (PRF). 51k - £ - [E# (Med., Univ. of Tsukuba).
4Bk - JF (Rei., Kyoto Univ.)

HRAKEEDE Y —2 /N7 IRP ICH T B EHB BN LBRMIRIEDO S I AR
Spectral Characterization of Heme Binding to IRP, a Sensor Protein for the Iron Homeostasis in Cells
O/NE RELT! (Mariko Ogura), NI % 2 (Takeshi Uchida), 33 —% 3 (Kazuhiro Iwai),

A1 7% {%—HK > (Koichiro Ishimori)

b K - Be#Ab (Grad. Sch. of Chem. Sci. and Eng., Hokkaido Univ.), 2JtK + BBl (Fac. of Sci., Hokkaido Univ.),

3}?‘;’:7{ « BEE (Fac. of Med., Kyoto Univ.)
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1P-007*

1P-008*

1P-009*

1P-010*

1P-011*

1P-012*

1P-013*

1P-014*

ANOY UHEHSKEER KAA O RIEERFIT
Crystallographic anakysis of heparosan N-acetyl-glucosaminyltransferase
OJjt %3¢ (Hiroka Hori), KP4 Hk (Momo Onishi), A4 3k (Makoto Kimura), ffjHl {%7¢ (Yoshimitsu Kakuta)

b,y - 3 ﬁiﬁ*&ﬁ'ﬁ (Dept. of Biosci. and Biotech., Fac. of Agr., Kyushu Univ.)

BEFRREHRRAZFAVy - 0 4—EORERFNEERL

Temperature-dependent structural change in hyperthermophilic cystathionine y-synthase

OXKYE 35k ! (Sae Mizuno), JIIAY & %27 ! (Ayaka Kawamura), i B2 ! (Dan Sato), ¥ A4 ! (Tomoo Shiba),
i B2 (Kenji Inagaki), J5iH Z4& ! (Shigeharu Harada)

"BUTHEEK - Bt - JSZE (Dept. Appl. Biol., Grad. Sch. Sci. and Tech., Kyoto Inst. of Tech.),
zm [J.lj( . ]1?1, . fﬁiﬁﬂ:ﬁﬁ (Grad. Sch. Env. and Life Sci., Okayama Univ.)

Processing of XFEL still images with a reference oscillation data set for
crystal structural analyses of cytochrome c oxidase

O Luo Fangjia'. Atsuhiro Shimada'. Keitaro Yamashita’, Kunio Hirata’. Kyoko Shinzawa-itoh'.
Tomitake Tsukihara'. Shinya Yoshikawa'
'Picobiology INST, Grad Sch. of Life Sci, Univ. of Hyogo. *RIKEN SPring-8 Center

Day 1 (June 7)
Poster Session

RALFER I D Mn,Ca0;7 T AZ—ICH T B X BRI E Y SRFEOFME

Evaluation of X-ray dose dependence in Mn,CaO; cluster of photosystem I

Om #7-! (Ayako Tanaka), ffi s & 2 (Yoshimasa Fukushima), JI] 1. R 2 (Keisuke Kawakami),
w242 (Nobuo Kamiya)
KBk - B - W4 (Grad. of Sci., Osaka City Univ.), *KPRili K - OCARINA (The OCARINA, Osaka City Univ.)

UCP3 & Hax-1 D EERERX DAZRA
The elucidation of the interaction between UCP3 and Hax-1
OwH B 7! (Saki Tsugita), FLAX %1 ! (Ayako Maita), HAR F— 2 (Kenichi Akagi),
SEIR B (Katsuya Hirasaka), BT #57] 4 (Yuuji Okumura), JTHE 58 ! (Shigetada Kondo),
Floriane Rudwill'. Z¢f% it ! (Tomoki Abe), HjfE ZEA 5 (Hidehito Tochio), —JI| fé ! (Takeshi Nikawa)

lf@%)\'ﬁ: . I%ﬁﬁ% . i'ﬁi (Dept of Nutritional Physiology, Univ of Tokushima),

zgﬁgﬂ%ﬁ)f - fadtffe - S%#E (National Institute of Biomedical innovation),

SR AR - KB (Graduate School of Fisheries Science and Enviromental Studies, Nagasaki Univ),
4/{‘5&?{% . @Eﬁ‘;ﬁ'% (Sagami woman's univ, Department of Health and Nutrition),

5?:%"7( « B T. (Graduate School of Engineering, Kyoto Univ)

BB FAICRBELENT—2 Y b E2&BIRT /=0 DIEIEF
An index to select appropriate homologous sequences for functional region prediction
Ok #—pp! (Shoichirou Katou), i 1= 2 (Hiroyuki Toh), A fi ! (Wataru Nemoto)

RS BT AP T (Life Sci. & Eng., Grad. Sch. of Sci. & Eng.),
2BIVG Rk - BET - ZE43IEAL (Dept. Biomed.Chem., Scl. of Sci & Tech., Kwansei Gakuin Univ.)

His160 Dk X — 3 &L E hematein (&5 ATP JEHERE CK2a1 BEEDR &
Conformational change of His160 is attributed to a non-ATP-competitive inhibition of CK2a1 by hematein
Ol FAN! (Masato Tsuyuguchi), *P{% B 2 (Akira Hirasawa), fijilig #5Hr 7 3 (Tetsuko Nakaniwa),

Bk 4 (Atsushi Sakurai), 14 Lj 4 (Isao Nakanishi), AT 25 4 (Takayoshi Kinoshita)

KBRRF AR « B - 4 (Dept. of Biol. Sci., Grad. Sch. of Sci., Osaka Pref. Univ.), “HLA 5% « 3 (Grad. Sch. of Pharm. Sci., Kyoto Univ.),
3P - BZEIWF (Inst. for Protein Res., Osaka Univ.), “JE#k + 3 (Sch. of Pharm., Kindai Univ.)

BIERERR—BCEFTERNHFORREERL

Purification and Crystallization of Nitric Oxidase Reductase from Neisseria meningitidis

Oyl ) ! (Riki Yuki), B4 $it ! (Takuya Okamoto), David Youngz’3 R fnE! (Kazumasa Muramoto),
o (Takehiko Tosha), 3% ‘H. il 1,2 (Yoshitsugu Shiro)

R - A4y PR (Grad Sch. of Life Sci., Univ. of Hyogo),
TP EEIEIT R R A IEZE ~ # — (RIKEN SPring-8 Center), >V 237 — )L K% (Univ. of Liverpool)
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1P-015*

1P-016*

1P-017*

1P-018*

1P-019*

1P-020*

1P-021*

1 XEW VA NV AD B BB ORZEA

Revealing the self-assembly mechanism of Rice Dwarf Virus

O WK ! (Kenta Tsutsumi), H18 B4~ ! (Yusuke Nakamichi), FfIG 3% 1.2 (Naoyuki Miyazaki),
R AU (Akifumi Higashiura), % I %:F& ! (Hirotaka Narita), 7K T4 3 (Takumi Shimizu),
—K B (Tamaki Uehara-Ichiki), KAV fifil 3 (Toshihiro Omura), #J H Fl13% 2 (Kazuyoshi Murata),
i)l s ! (Atsushi Nakagawa)
K - EAWE (PR, Osaka Univ), *EFRRF (NIPS), “Higt2AF (NARC), “ZEHHF (NIAS)

JRO#A Y JWEEEEINTED) 2 NREEE

Ligand recognition mechanism of sophorooligosaccharide-binding protein

ORI #B #— ' (Koichi Abe), 1) I > (Masahiro Nakajima), 1] & ° (Naoki Sunagawa),
yal iR (Takuya Ishida), 7i-}* i EHT (Kiyohiko Igarashi), ) EE S (Masahiro Samejima),
ok BHIE ¢ (Akimasa Miyanaga), R 1.2 s (Hiroyuki Nakai), FHIT 8 2 (Hayao Taguchi),
SANER X (Takatoshi Arakawa), RA5 % ! (Shinya Fushinobu)

"Bk - B2EFRL - J5ZE T (Dept. of Biotechnol., Grad. Sch. of Agric. Life Sci., Univ. of Tokyo),
2%@;7{ « BT (Dept. of Appl. Bio. Sci., TUS), 3%7{ - PR - A (Dept. of Biomat. Sci., Grad. Sch. of Agric. Life Sci., Univ. of Tokyo).,
PTK » BT, (Dept. of Chem., Tokyo tech), *FriEi K « HIRFF (Grad Sch. of Sci. and Technol., Univ. of Niigata)

ZZEEZFHIEYT 2BFEG > AT L FixL/Fix) ICB T 59 FAE KOS FRIEHRIEERE

Intra- and inter-molecular signal transduction mechanisms of oxygen adaptation system, FixL/FixJ,

related to nitrogen fixation

Offeffr #6¥- ' (Akane Sacki), Gareth S. A. Wright’, 5[] 2 ° (Takaaki Hikima), Svetlana V. Antonyuk’,
S. Samar Hasnain®, [I4 % # * (Masaki Yamamoto), 3% Eifiil " (Yoshitsugu Shiro), {##F 4735 ' (Hitomi Sawai)

IEL%j:KI:L: : ﬁ‘:ﬁﬁ (Grad. Sch. of Life Sci., Univ. of Hyogo), 2 V7 F—IvK . %fﬁﬁi#@ (Inst. of Integ. Biol., Univ. of Liverpool),
SHLR SPring-8 (RIKEN SPring-8 Center)

) LA FIACERRZ R IEAHIBICH#E AT D Dnmt1 OEFEL X FIMERISHEEICET 28 EEMFHMR
Structural insight into mechanism exactly to inherit methylation pattern in genome by Dnmt1.
O4:H #fE (Kensaku Kanada), 47 F % (Kohei Takeshita), AKX B (Isao Suetake), Ronald Garvilles.

KA 18458 (Hironobu Kimura), [ 1E =" (Shoji Tajima), HJI] 3% (Atsushi Nakagawa)

Bk - B2 FIWF (IPR., Univ. of Osaka)

T84 RAFA LV EZRAVETIVF XA 2 82Ny BEOBNIIEERR
Analysis of dynamic structural changes in multi-domain proteins by using of lanthanide ions
OB B! (Shumpei Takishita), g 5% 1,23 (Tomohide Saio), AKH 12 4 (Hiroyuki Kumeta),

fidE &% 4 (Fuyuhiko Inagaki), A E—pag 2 (Koichiro Ishimori)

b KB4t (Grad. Sch. of chem. Sci. and Eng., Hokkaido Univ.), 2Jb Kz « B (Dept. of Chem. ,Fac. of Sci., Hokkaido Univ.),
3JST -+ & & 2%1F (IST-PRESTO), “Ju kPt - s A4y (Fac. of Adv. Life Sci., Hokkaido Univ.)

FHEEIL 7 T U %— Ospl FIELEIE DAZEA
Elucidation of the Catalytic Mechanism of Shigella flexneri Effector Ospl
OV JiL ' (Akira Nishide), 32 I ¥ Z * (Minsoo Kim), #5AK B ' (Kenji Takagi).
RR (Tetsurou Furuta), &JI] -5 345 (Chihiro Sasakawa), 7K &5 H# ! (Tsunehiro Mizushima)

lﬁ}ﬂ}\ . ﬂiﬁ%ﬁ (Dept. of Life Sci., Univ. of Hyogo), 2}4?:}\ . EIE 1z > # — (Hakubi Ctr. for Adv. Research, Kyoto Univ.),
SHOK - ERHFEAIZERT (Inst. of Medical Sci. Univ of Tolyo), *H AXZE MR A AFSEATF (NIBS),
Sj'r%jc « B ERIZE Y ~ ¥ — (Med. Mycology Research Ctr., Chiba Univ.)

NMRZEICEKDB MU H=T 72—+ AO2O 70V U cis-trans RIE(C AR EEEE D (EF B BRIR

Proline cis-trans isomerase activity of Trigger Factor chaperone as investigated by NMR

Ok Ba—pp ! (Soichiro Kawagoe), 77)@ %3 1.2.3 (Tomohide Saio), AKH 12 4 (Hiroyuki Kumeta),
fidE &% 4 (Fuyuhiko Inagaki), %% I —HR 1.2 (Koichiro Ishimori)

b kBe - %4k (Grad. Sch. of Chem. Sci. and Eng., Hokkaido Univ.), 2dt ki « B (Dept. of Chem., Fac. of Sci., Hokkaido Univ.),
3JST - % & 2%1F (JST-PRESTO), “Jt kPt - s fy (Fac. of Adv. Life Sci., Hokkaido Univ.)
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1P-022* RBHEETINORVINEIVEBEOREBENDHE
Choice of implicit model and force field affects conformational ensembles of proteins
OFI B! (Ryosuke Iwai), 7k I FTHR 2 (Tetsuro Nagai), &4 Hitl ! (Takuya Takahashi)

lﬁ’r%ﬁﬁji - Bedfy - 445 (College of Life Sci., Ritsumeikan Univ.), 2%7{ - Y (Dept. of Phys. Nagoya Univ.)

1P-023* NMR ZRUL/-BAREZEE Mincle DFERSE R HEIBOMRIR
Analysis of glycolipid recognition mechanism of Mincle by NMR
OZH i (Yusuke Shuchi), #5711 3 (Atsushi Furukawa), 25 #1: (Takashi Saitoh), Hifj 9% (Katsumi Maenaka)

b i 3 K 2723 238 (Faculty of Pharmaceutical Science, Hokkaido University)

1P-024* XBMWALTTFIED U 5 —EERMEEER PAC DIEERIT
Structural basis for photoactivation of a light-regulated adenylate cyclase
OXA Hg! (Mio Ohki), Il fE45¥ ! (Kanako Sugiyama), i SO ! (Fumihiro Kawai),
By #58% * (Naoya Shibayama), A7k % 3 (Shigeru Matsunaga), 74 A RH. Y=L I — " (R.H.Jeremy Tame),
R WA 4 (Mineo Iseki), £F =H ! (Sam-Yong Park)

l*ﬁ‘(}ifﬁj{ « A& (Grad. Sch. of Medical Life Science, Yokohama City Univ.), 2 HiGPE K (Dept. of Physiology Jichi Medi. Univ.),
LR b - YA (Cent. research lab. Hamamatsu Photonics K.K.), “BEFEBA + #E (Faculty of Pharma. Sci. Toho Univ.)

1P-025 HF/XHBERBERBFICLZELF—ENTO M NEERKE E RIGHEIEORRA
Analysis of proton-pathway and reaction mechanism of cellulase by Neutron and X-ray crystallography
Oty g ! (Akihiko Nakamura), A7 Hl EiAl 2 (Takuya Ishida), H'F B§5A 3 (Katuhiro Kusaka),
Hep g (Ichiro Tanaka), #4153 I 3 (Nobuo Niimura), &5 1E{% 2 (Masahiro Samejima),
HA)d EHT2 (Kiyohiko Igarashi)

"W 4 7S 4 4 (Okazaki Inst. for Integr. Biosci.)y “HEA W f24:F} (Grad. School of Agricultural and Life Sci., Univ. of Tokyo),
3:%1}&7{ (Frontier Research Center for Applied Atomic Sciences, Ibaraki University)

1P-026 HFHICEBIRT - T—INTNT 71 N ADRIEE
Structural basis for Ebola and Marburg virus neutralization by antibodies
OfEE B! (Takao Hashiguchi), I HES- ! (Yusuke Yanagi), #2[# FL 2 (Rei Matsuoka),
FHT Kl * (Daisuke Kohda), Erica Ollmann Saphire’

LK - B - % 4 VA (Dept. of Virology, Kyushu Univ.),
szjC - R - fﬁlﬁﬁfw (Div. of Struct. Biol., Med. Inst. of Bioreg., Kyushu Univ.),
*Dept. of immunol. and microb. sci., The Scripps Research Inst.

1P-027 ;=ZEERY)H L /Cancel

1P-028 REEHRSHIFHELR 7OHEREF. OprN & Opr) DRI &R
Crystal structure analysis of OprN and OprJ, outer membrane factors of multidrug efflux pumps from
Pseudomonas aeruginosa

OZKJE 3 (Ryo Yonehara), [T SM} (Eiki Yamashita), H1JI] 35 (Atsushi Nakagawa)
Bz X - 8% FWF (IPR, Osaka Univ)

1P-029 Fh/0OL cEFM/OLBLBEFOESARTORSBENTTH LV EOERBEERER
Structure of complex of cytochrome ¢ and cytochrome c oxidase shows the novel protein-protein
interaction style
OBH 8! (Satoru Shimada), F7L #Hr*F- ! (Shinpei Aoc), fFHE - Hris 281 ! (Kyoko Shinzawa-Itoh),
535 5P ' (Jumpei Baba), J5H 2K ' (Atsuhiro Shimada), Jiyoung Kangl‘ #HTF ' (Masaru Tateno),
I Sk 2 (Eiki Yamashita)‘ EIRER (Shinya Yoshikawa)‘ HE 5k 12 (Tomitake Tsukihara)

R A - BB - ¥ a3 4 1 Y —TF (Picobiology Inst., Grad. Sch. Life Sci., Univ. Hyogo),
2P - BREIWE (Inst. Protein Res., Osaka Univ.)
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1P-030

1P-031
1P-032

1P-033

1P-034

1P-035

1P-036

1P-037

MEEREHR Y 7 OBERITEBEBMREFA LU HREEHIB3
Structural analysis and new inhibitor development against multidrug efflux pumps
Oy B2 5] ! (Seiji Yamasaki), H)g KA~ 2 (Ryosuke Nakashima), I} 4 2 (Keisuke Sakurai),
o2 (Katsuhiko Hayashi), 3 I HEX 3 (Yuta Inoue), BllIT HES 3 (Yusuke Higuchi),
T sk * (Nobuo Kato), 111 WA * (Akihito Yamaguchi), P4%F FEjZ ' (Kunihiko Nishino)

YWRoA « PERF - ZEARSF )4 (Dept. Biomol. Sci. & Regul., ISIR, Osaka Univ.),
WK - FEME - ZEARBl Il (Dept. Cell Memb. Struct. Biol., ISIR, Osaka Univ.),
SR - PEBF - BE3E B (Dept. Organic Fine Chem., ISIR, Osaka Univ.)

JEREENY)H L /Cancel

The C-terminal region of DnaD protein is crucial for ssDNA and PriA helicase binding
O %Y (CHIEN-CHIH HUANG), # £ (Yen-Hua Huang), #% j&i¥ (Cheng-Yang Huang)

BHEPINE SR AEY RS2 FL42 % (Chung Shan Medical University)

M7I04 F=2AFELTOI 77 I—-TIVOFERY :

I I—TIh—bIFAYM LF U ERHRORER EHERBE

Crown ethers as an amyloidogenesis inhibitor: Crystal structure and stability of human
transthyretin in complex with crown ethers

ORI R F] (Takeshi Yokoyama), 7KII ;2 (Mineyuki Mizuguchi)

B 1K « & (Fac. of Pharm. Sci. Univ. of Toyama)

NADPH- & b 0L PA50 EXEERD SNLFF 7 F—EADEFBBREDELZERIRET
Biochemical analysis for the electron transfer reaction from NADPH-cytochrome P450 reductase to
heme oxygenase
OB F—! (Masakazu Sugishima), *F- JI{— 2 (Junichi Taira), /T 75 ! (Hideaki Sato),

i SN (Masato Noguchi), [LI7< fd ! (Ken Yamamoto), KA i 2 (Hiroshi Sakamoto)

"AEKK - BE - BAL (Dept. of Med. Biochem., Kurume Univ. Sch. of Med.)
ITK « BRSHUT - 24y (Dept. of Biosci. Bioinfo., Grad. Sch. of Comp. Sci. and Sys. Eng., Kyushu Inst. of Tech.),
SRR - KRR RN (Fac. of Fukuoka Med. Tech., Teikyo Univ.)

Analysis of the folding units in ACBP proteins from their sequences using contact maps with
inter-residue distance statistics

O Felix Muimi Kilumbutu. Takeshi Kikuchi
Dept. Bioinf., Col. Life Sci., Ritsumeikan Univ.

SHFEMHAFER - REET 7T | BEAFICE TR I RNF—EERBOBERR
Structural basis for energy transfer pathways in the plant PSI-LHCI super-complex
O ¥ ' (Michi Suga), Xiaochun Qin'’, Tingyun Kuang®, ik #{"* (Jian-Ren Shen)
ll;-{'] 11K « H (Depart. of Biology, Faculty of Science, Okayama Univ.),
2ep E R B R S F S8 (Institute of Botany, Chinese Academy of Science, China)
CE-14 77 XV) —BRDESHES
Substrate binding of CE-14 family enzymes

O %81 (Tsutomu Nakamura), >Ki% K@ 2 (Yasushige Yonezawa), T:J& #i T 3 (Yuko Tsuchiya),
Fall=N ESR (Mayumi Niiyama), Kl LA ! (Maki Oshima), 238 #5— ! (Koichi Uegaki)

EESTF (AIST). %¥EK (Kindai Univ), PR ZEEIF (IPR, Osaka Univ)
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1P-038

1P-039

1P-040

1P-041

1P-042

1P-043

1P-044

EROF XA FIVET EKER - BERIRSAOERIBER
Crystal structure analysis of hydroxymethylbilane synthase in complex with an inhibitor
Oflc e 751 ! (Hideaki Sato)., KB E—! (Masakazu Sugishima), ¥xI1 e 1 (Mai Tsukaguchi),

Y- Pt 2 (Takahiro Masuko), /]M% F&HH 3 (Yoshiaki Omata), FlIH 7% 4 (Kei Wada),

AKE FLURE 2 (Yoshio Hisaeda), [LIA% fit ! (Ken Yakamoto), ¥ 1E A 3 (Masato Noguchi)

AR - B - BBAL%: (Dept. of Med. Biochem., Kurume Univ. Sch. of Med.),

szj( B 73 ﬁ_‘f\)ﬂﬂj$ (Grad. Sch. of Eng., Kyushu Univ.), 31‘&]}%;‘%7{ - ﬁ}?ﬂi% (Fac. of Phar. Sci., Yokohama Univ. of Phar.),

et E K - TT st (Org. for Promotion of Tenure Track, Univ. of Miyazaki).,
SFERUK - KR EPRBAN (Fac. of Fukuoka Med. Tech., Teikyo Univ.)

705 7— Y & B HGF SO ELS
Structural mechanism of HGF activation induced by proteolysis
Offift IE'8 ' (Masataka Umitsu), 53 55t * (Katsuya Sakai), /IN5EJE #ii ® (Satoshi Ogasawara),

47 RS (Mika K.Kaneko), M %% 3 (Yukinari Kato), PAYNE: IS (Kunio Matsumoto),

B #— " (Junichi Takagi)

'K - BRAMF (Osaka Univ. IPR.), *4ZiRK + DSAMESRHIMIF (Kanazawa Univ. Cancer Inst.), *HJLA - P& (Tohoku Univ. Med.)

MEBMERFHEVFI7 b7 V) 2 OBEY pH »S5rhiE pH OSEHE
Multiferric ion-induced bovine lactoferrin as a new antianemic material assembly from acidic to
neutral pH
OB 'k ! (Yoshitaka Matsumura), 1] 4% K ! (Tomohiro Yamaguchi), %5 #°F ! (Shohei Seino),
N 2 (Hiroshi Kawakami), P (Masaru Tanokura), /N5 TEAS ! (Masaki Kojima)

VK - H: 4 (Sch. of Life Sci., Tokyo Univ. of Pharm. and Life Sci.),
ziléﬁt('ﬂ"j( « R (Fac. of Food Sci. and Nutr., Kyoritsu Women's Univ.),
SR - B - 24 (Dept. of Appl. Biol. Chem., Grad. Sch. of Agr. and Life Sci., The Univ. of Tokyo)

multi-step soaking ;EIC & B 2 /NI BiEROWE
Use of multiple cryoprotectants to improve diffraction quality from protein crystals
OFH E&! (Miki Senda), #£ 5] 2 (Takeru Hayashi), #5111 B HI 2 (Masanori Hatakeyama)s,
R (Koh Takeuchi), k4 A ¥ 4 (Atsuo Sasaki), T-H 2k ! (Toshiya Senda)
Ve T R - WREWE (PF, IMSS, KEK), ZBUK - [£ (Grad Sch. of Med., Univ. Tokyo), B (AIST).
*Y ¥ ¥+ 5 4 —K (Univ. Cincinnati)
YERDI) EET 7 2 —IZBY Y AT Chamberlinius hualienensis3k hydroxynitrile lyase ®
BhE X h = X L\OOFZER

Identification of catalytic mechanism of hydroxynitrile lyase from a millipede Chamberlinius
hualienensis in lipocalin family

O B! (Atsushi Izumi), Zhenyu Zhai'. I ! (Takuya Yamaguchi), L H {UHRE ! (Sayaka Shichida),
& AN (Kimiyasu Isobe), &I A 1.2 (Yasuhisa Asano)
lJST, ERATO (ERATO, JST), 2%’ KT, « £ T4+t (Toyama Pref. Univ., Biotech. Res. Center & Dept. Biotech.)

BFEHNFEHE (MD) & X#/NBEELKER (SAXS) ZHAEHHE = MD-SAXS ikl kB

FREL7 Y 2—FHHE IpaH1880 & IpaH3 DARE SR

Solution structures of Shigella IpaH1880 and IpaH3 proteins elucidated by a hybrid approach of
MD and SAXS experiment

OBA 2! (Toru Ekimoto), P4 H Jil 2 (Akira Nishide), ZxJ5 .2 3 (Naoyuki Kuwabara), Minsoo Kim®*,
Ik 3 (Ryuichi Kato), 7K /)& fH# 2 (Tsunehiro Mizushima), JH81-1 fij il ! (Mitsunori Ikeguchi)
Ukl K (Yokohama City Univ.), G IH.37 K (Univ. of Hyogo). BT A MHF (KEK), *FIA (Kyoto Univ.)

CS-Rosetta ZAL /= R b > H2A-H2B B &4 DB RIS ERER
Solution structure analysis of isolated histone H2A-H2B heterodimer by CS-Rosetta
Ol %% (Tsutomu Yamane), i 34 (Yoshihito Moriwaki), {ij#§ £ (Masahiko Sato),
KK F5W] (Hideaki Ohtomo), {11 fiijfil (Mitsunori Ikeguchi), FEH ME— (Jun-ichi Kurita),
KA A B (Aritaka Nagadoi), F4% 58 (Hideaki Shimojo), PHAY 3% 3L (Yoshifumi Nishimura)

BaiET K - B - A5 (Grad. Sch of Med. Life Sci., Yokohama City Univ.)
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1P-045

1P-046

1P-047

1P-048

1P-049

1P-050

1P-051

BERIY 7L Eimeria tenella V& FO#F O MEEBIKFEESR O X 5 RBERIT
X-ray crystal structure of dihydroorotate dehydrogenase from a chicken coccidia, Eimeria tenella
OAfi# B2 ' (Dan Sato), J2iE ¥ &7 ' (Madoka Nagahama), % &3¢ ' (Yukina Yoshioka),

FARK 3k > (Makoto Matsubayashi), Eri Amalia’, &% %4 ' (Tomoo Shiba),

Wah % =z fde 34 (Daniel Ken Inaoka), i [%j#l > (Naotoshi Tsuji), b i 34 (Kiyoshi Kita),

SR R ! (Shigeharu Harada)

lf}':]:ﬁﬂlj([‘fc « J& A2 (Dept. Appl. Biol., Grad. Sch. Sci. and Tech., Kyoto Inst. of Tech.),
zjﬂ‘}ilﬁ‘j( . ﬂ:ﬁﬁ . %ﬁ[’ﬁ (Grad. Sch. Life Environ. Sci., Osaka Pref. Univ.),

SRR - B - ZEPEALA (Dept. Biomed. Chem., Grad. Sch. Med., Univ. of Tokyo),
SRR - BAERE « 71— N VAL R (Sch. Trop. Med. Glob. Health, Nagasaki Univ.),
53”:%7( < P - 2 (Dept. Parasitol., Sch. Med., Kitazato Univ.)

HRAA G AEFEY T2V AD ZREGTHZDTLF2 B ICHT S
FART) Y JBEERIKNTF R P6 DS EREERET
Structure and function of macrocyclic peptide for allosteric site on semaphorin 4D receptor, plexin B1
Ok 1! (Yukiko Matsunaga), I J v 2 (Nasir Kato), Jt3§ 1% ! (Yu Kitago), 4 #iH] 2 (Hiroaki Suga),
B E—-! (Junichi Takagi)
Wik - & EIWF (PR, Osaka Univ.), HiK « Bl - fb (Dept. of Chemistry, Univ. of Tokyo)

VIVFRERLEE R DB MERGLICR DD o BB 1 A 12DV T
Exogenous Acetate ion Reaches the Type Il Copper Center in CueO through the Water Excretion Channel
O/ 83 ' (Hirofumi Komori), J ] R > (Kunishige Kataoka), 11 J54 * (Yoshiki Higuchi),

BIE 2 (Takeshi Sakurai)

'K« BE (Facu. of Edu., Kagawa Univ.), 24rIRK « B2 4R (Grad. Sch. of Nat. Sci, Kanazawa Univ.),
SIRIEK - BE2E AL (Grad. Sch. of Life Sci., Univ. of Hyogo)

BEODIFBEERGHEEBDLOZERADTI X I LI F FEERROEREEL

Origin and evolution of the purine biosynthetic pathway elucidated by the structures and
reaction mechanisms of enzymes

O ¢ MK ' (Gota Kawai), =i #— > (Gen-ichi Sampei)

I 3Ry ek T8 R4y # R} (Department of Life Science, Faculty of Advanced Engineering, Chiba Institute of Technology).
2%&\1@%*? KEPBENG L L2 2e Rt JesE B 2 s (Department of Engineering Science, Graduate School of Informatics
and Engineering, The University of Electro-Communications)

MABHRETHEON=HOBEEERF Lrhamnose isomerase EREFDOERZMAVE
THF OBIBEESHOEE
Crystal structure of L-rhamnose isomerase mutant form in complex with deoxy rare sugars using
the crystal grown in microgravity
OFEM B! (Hiromi Yoshida), 75 W75 2 (Akihide Yoshihara), H{f )& H] 3 (Hiroaki Tanaka)s,
fitp 3G ¢ (Koji Inaka), wihk B 4 (Naoki Furubayashi), [/ & 5 (Mitsugu Yamada),
I H FiTk S (Kazunori Ohta), fif 7 ft 2 (Ken Izumori), i K5 BEEA ! (Shigehiro Kamitori)

IFIK - A 4EAr . B (Life Sci. Res. Cent. and Fac. of Med., Kagawa Univ.),
2%"“[7{ < FiVHEit, L (Rare Sugar Res. Cent. and Fac. of Agric., Kagawa Univ.),
BR) 27 4+ —H £ T A (Confocal Science Inc.,). “BE) FLFISEZFEL N, (Maruwa Foods and Biosciences Inc.,),

SEHTTZE I FE PR IEAEME 1AXA)

NIFTVT SMCREEDRFFHRBEIAFTIVR

Molecular mechanism and dynamics of Bacterial SMC Complex

O$fH 7% ' (Katsuhiko Kamada), A 1E3 * (Masayuki Suetsugu), ‘EfFll LA * (Makoto Miyata),
SR SE (Tatsuya Hirano)
BIE (RIKEN), “NOK - BREZEK (Sei., Rikkyo Univ), *KERHIK « BE4#E (Sci, Osaka City Univ.)

HBEEDEINLEZBEFITHANLEH ABC P AKR—2—DIy J AiFfERIEBE
Crystal structure of the heme-detoxifying efflux pump from a Gram-positive pathogenic bacterium,
C.diphtheriae
Ovppy ! (Hiro Nakamura), A} F ! (Tamao Hisano), 3% ‘E. il 12 (Yoshitsugu Shiro)
IALAERFERT  BAOER R A & — (Riken SPring8), *IEREILIZ K (Univ of Hyogo)
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1P-052 #B4F#iE 77—+ 7 Pyrococcus horikoshii OT3 VKRR 9 L7 —+€ P /% /X7 & Rpp38 N
RNA BHALICH T B8 EEE
Structural basis for the RNA activation of ribonuclease P protein Rpp38 in
the hyperthermophilic archaeon Pyrococcus horikoshii OT3

OXIE 4! (Kousuke Oshima), 155 52 2 (Takashi Nakashima), A4 7 2 (Makoto Kimura)
YLK - ZE%BR (Gra. Sch. Biores. Bioenv. Sci. Kyushu Univ.), 2JLK + J& (Fac. of Agr. Kyushu Univ)

1P-053 U YVE{EATF FRBICHELRZEF—7 OB ERR
The structural analysis of the antibody motif for phosphorylated peptide recognition
W Mane ! (Hisayoshi Makyio), /N# 2 2 (Tasuhiko Ozawa), 411 2 (Atsushi Muraguchi),
Ok i — " (Ryuichi Kato)
Ve R BERE - WREIT - UG (Photon Factory, IMSS, KEK), &7 [11k% « € (Med., Univ. of Toyama)

FHEEZ - BERES / Computation/Information science (1P-054 ~ 1P-080)

1P-054* A~T7F RFHRINEVORAEHEFHEIZELY
Peptide hormones generally contain an unusually high fraction of intrinsically disordered regions
Ol Am (Daiki Hatakeyama), 3l 138 (Satoshi Fukuchi), A< H:— (Keiichi Homma)
i ToKBE « A1 $t (Dept. of Life Sci. and Informatics, Maebashi Inst. Tech.)

1P-055* 4(G4ESFetEREDLHD Scala SHEICEBZIRTRETIL—LIT—VBE
An application framework for computer science on biopolymer made with scalable language Scala
OXVE 5! (Ttaru Onishi), Afk 1E3¢ 2 (Masayuki Irisa)

L TR KRB 15T (Kyushu Institute of Technology Graduate School of Computer Science and Systems Engineering),
M TR R F R B T4 (Kyushu Institute of Technology Graduate School of Computer Science and Systems Engineering)

1P-056* p53 CkifE KX A VD7 EFIMLE LVTERAF L OHBIREOEHZ DI FEERRICRIFTHE
Effects of acetylation and changes in charge state of histidine on p53 C-terminal domain's
conformational ensemble

O P44~ (Shinji Tida), #~H BE5K (Hiroya Muta), % #iJ2 (Yuji Goto), LM #3458 (Hironobu Hojo),
R HFA (Haruki Nakamura), e NE— (Junichi Higo)
B K « B FAWF (IPR, Osaka Univ.)

1P-057* QM/MM Metadynamics TE3 IV b—R& b TV AKR—8—0 ATP IIKABEA DX L
Mechanism of ATP hydrolysis in Maltose Transporter as Studied by QW/MM Metadynamics Simulations
OFF #elgk (Weilin Hsu), 7 [H HAFL (Tadaomi Furuta), #Jf 92 (Minoru Sakurai)

WK« /3£ F % ~ & — (Center for Biol. Res. & Inform., Tokyo Tech.)

1P-058* GPCRAFOS M v—HRIEAESFILEMICOVLTOMRR
GLID: GPCR oligomer specific ligand design
O Me— (Yuichi Amemiya), i )7 (Tsuyoshi Ito), A i (Wataru Nemoto)

BB B BT B4y P T (Life Sci. & Eng., Grad. Sch. of Sci. & Eng., TDU)

1P-059* ZHIFRHMETEF LmrR IZH T3 EH D FREHIB O HLZ2aRIR
Elucidation of the mechanism of multidrug recognition by a transcriptional repressor LmrR.
O7 74 X —fE% —N (Kazuho Cryershinozuka), T MLET (Tadaomi Furuta), #RJ}: 92 (Minoru Sakurai)
T K - /34 F & > & — (Center for Biol. Res. & Inform., Tokyo tech)

1P-060* MD > 2L —2avic&BFERXZIESX /NI E AuLOV & AsLOV2 DRIEEBIEDAREA

The signal transduction mechanisms of blue-light photoreceptors AuLOV and AsLOV2 as revealed
by molecular dynamics simulations

O&H B&—ms (Yuichiro Kanamori), HH R (Tadaomi Furuta), I 92 (Minoru Sakurai)

WK« /N4 F & ~ # — (Center for Biol. Res. & Inform., Tokyo Tech)
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1P-061*

1P-062*

1P-063

1P-064

1P-065

1P-066

1P-067

1P-068

1P-069

NATFVEFDEAILELBZE VNIV EDBERELX WX LDERHA

Mechanism of the structural stability of halogenated proteins

O MR ' (Hisae Yoshida), £7JI] i * (Takeshi Ishikawa), /M 4 * (Sosuke Kohashi),
g R (Jumpei Takanohashi), KA (Mitsuru Haruki), A (Kensaku Sakamoto),
W B (Kenji Yamagishi)
"H KB - T. - 4:4E (Chem. Biol. and appl. Chem., Grad. Sch. of Eng., Nihon Univ.),

zﬁﬁ . [ﬁfyﬁ;ﬁ"é . Yy (Infect. Res., Grad. Sch. of Biomed. Sci., Nagasaki Univ.),
*HK + T. - Z4t (Chem. Biol. and appl. Chem., Coll. Sch. of Eng., Nihon Univ.), “BERF (RIKEN)

IR MVRBRICE DS EBERT v MBLIOEBELLE
Structural comparison of protein pockets based on a reduced vector representation
Oty &) ! (Tsukasa Nakamura), & K ER 1.2 (Kentaro Tomii)

YR - Bl - A IEEESAY (Dept. of Comp. Bio. and Med. Sci., GSFS, Univ. of Tokyo), “JERHF (AIST)

L7ZANRY MRRFETIRRT BRI VNIETA—=IVT 1 T DOEEME
Universality of protein folding investigated by a rare-event search method
OFEH BEE! (Ryuhei Harada), %5 & 2 (Yu Takano), [ Bl ! (Yasuteru Shigeta)
Ui K - B (Grad. Sch. Pure and Appl. Sci., Univ. of Tsukuba), )i 51537 K « 15 HIFFS (Dept. Fron. Sci., Hiroshima City Univ.)

RAZ BB OB EOEHEERIC K DESTHEOS TS
Molecular Mechanisms of Transcription Regulation by Transient Interactions of
the Intrinsically Disordered Region

O% e gk ! (Kota Kasahara), #%% i 2 (Masaaki Shiina), Jtf% NH— ! (Junichi Higo)s,
Wl —1fhi (Kazuhiro Ogata), A} FRA ! (Haruki Nakamura)

Wk - BEMF (PR, Osaka Univ.), “HE{ETi K + £ (Grad. Sch. of Med., Yokohama City Univ.)

EREBSTRBEOHFE
A natural transition path searching method for the conformation of proteins
O HERE (Yasushige Yonezawa)

K - SEURME - & & ¥ & — (Pro. Center Kindai Univ.)

SBDD 7Y 1V bTF—RDEBEEEMRN : BIAR T—EN—ADERET7 IR MFELHEEERAOHE
SBDD project data management and analysis: organizing B1AR database and
elucidating agonist specific interactions

OXH fkilL (Kinya Toda), [ 52% (Akitoshi Okada), FyJf] K— (Ryoichi Kataoka), #¥%f ¥ (Atsushi Kanou)
(#k) Z#ML > A 7 & (Ryoka Systems Inc.)

GroEL DEEERGIIFENBIBENTETHINTEZS
Discrimination of GroEL substrate proteins using a group of supersecondary structures
OFg 1B A ! (Shintaro Minami), J}3) 3E 2 (Tatsuya Niwa), HIT JE8} 2 (Hideki Taguchi),
N (Motonori Ota)
'K - T HRSE (Grad. Sch. of Inf. Sci., Nagoya Univ.), “H{TK + @B T, (Grad. Sch. of Biosci. and Biotech., Tokyo Tech.)

FEZEFICH T FBEX(OMBEVRIADL S RAEAERSHICHEELES
Extensive analysis of structural changes in homodimers reveals specific motions of protein complexes
O/l Z5KHB ' (Ryotaro Koike), FiE 522 2 (Takayuki Amemiya), 3 328k ! (Tatsuya Horii),

RH B! (Motonori Ota)

"2,k + 158} (Grad. Sch. of Info. Sci., Nagoya Univ.), 2pERSAF - molprof (molprof, AIST)

BIESERRITICE DS HRES SUOREMZHT S TCR OHFREMEBORZA
Analyses of the differences between antigen-recognition mechanisms of highly specific and
cross active TCRs based on the dynamic structures
O1TE %1 (Yuko Tsuchiya), ANEY (Yoshiki Namiuchi), it 3 (Hiroshi Wako),
B 1BE ¢ (Hiromichi Tsurui)

PRk - M (PR, Osaka Univ.), “FRAff (SCLS, RIKEN), *HLK - #H4&F}4% (Sch. of Social Sci., Waseda Univ.),
MEK + PE4EB (Sch. of Med., Juntendo Univ.)
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1P-070

1P-071

1P-072

1P-073

1P-074

1P-075

1P-076

1P-077

1P-078

RE L HODFRERRIR
Molecular Phylogenetic Analysis of Surrogate Light Chain
O sy ! (Hiroyuki Toh), Kp§ FlIJ: 2 (Kazuo Ohnishi)
"B 22k - BT - A4 B4 (Dept. Biomed. Chem., Schl.Sci.Tech., Kwansei Gakuin Univ.), &G « S0 %8 (Dept. Immunol., NIID)

X1 = JICKBEBLMADRE
Perspective of Aging Research Based on Literature Mining

OREIBR! (Yeondae Kwon), 7k %K ! (Koji Nagata), = JII #fitl ! (Takuya Miyakawa), FH K 4 23 (Kei Yura),
A0 SEF ! (Yukikazu Natori), Mz E! (Masaru Tanokura)

l%j( - Efp’ﬂ'? (Dept. of Appl. Biol. Chem., Gard. Sch. of Agric. and Life Sci., Univ. of Tokyo),

23"5 2K - BE - AMSCALADK RS (Grad. Sch. of Human and Sci., Ochanomizu Univ.),
SEABHE - 253 (Center for Info. Biol., Natl. Inst. of Genetics)

HBETHEDROBHI IV F—EIR
Interaction-component analysis of urea effects on protein denaturation
OWAF # (Yu Yamamori), FAAK 152 (Nobuyuki Matubayasi), f74% KA (Ryousuke Ishizuka)

Bk - JERET. - ’ﬂ_’.I (Div. of Chem. Eng., Grad. Sch. of Eng. Sci., Osaka Univ.)

1EERES KUEHEERRERX NVEOT I/ BESOHEHIRRR
Statistical analysis of amino acid sequences of bitopic and polytopic transmembrane proteins
O AL (Hisashi Fujiwara), 00 # = (Yuji Tsuzaki), 79§ # (Takashi Ishiwata)

T BT K + 13 (Fac. of Info. Sci., Hiroshima City Univ.)

ANV EEBRF ¥ I SecYEG IZH (1B SecG DRE - A FBHAFHEICEZ77O—F -
Role of SecG in the protein-conducting channel SecYEG: A Molecular dynamics study
O &/ (Takaharu Mori), IR 4548 3 (Tomoya Tsukazaki), A5 £ iR 1.2,4,5 (Yuji Sugita)

YBUAKF A T PR 3 T-BF 989 (RIKEN Theo. Mol. Sci. Lab.), “FIRF iTHES (RIKEN iTHES), %% BLJEHE K (NAIST),
YHEAF AICS (RIKEN AICS), “#fjf QBIiC (RIKEN QBiC)

HRESA _OBTENA DX LICET SEFIL MD &
The working mechanism of cytoplasmic dynein by the use of coarse graining MD simulation
O AEIKHER (Shintaroh Kubo), & H # . (Shoji Takada)

BUA + B - 718 (Dept. Biophys., Grad Sch. of Sci., Kyoto Univ.)

TIVF R —IVEEIRIC K B V1-ATPase DEIEGHEIEDAZRA

Rotation mechanism of V1-ATPase studied by multi-scale analysis

O &K ! (Yuta Isaka), ¥ % ! (Toru Ekimoto), /N #— ! (Yuichi Kokabu),
DS 1 v (Takeshi Murata), {11 il ! (Mitsunori Ikeguchi)

VBT LB « ZEAYEE (Grad. Sch, of Med Life Sci., Yokohama City Univ.), *T-#K « Bl (Fac, of Sci., Chiba Univ.),
3JST + & & H31F (JST,PRESTO)

IDP IBERAHEDN/HDEET VT X s

A fast algorithm for a conformational ensemble prediction of intrinsically disordered proteins.

O/ %3 (Yasutaka Seki)
FEHIK - BE (Kochi Medical School)

HREMBRMRAAN IV ARFEITA VNV EZBHTLF O VO NVEREBORTFET IV
Molecular modeling of protein complex of axon guidance molecule semaphorin and receptor plexin
OTF b 42! (Erena Shimoji), [1I} %422 (Tsutomu Yamane), #3A< % 2 (Toru Ekimoto),

X RH2 (Terukazu Nogi), hIT fij il 2 (Mitsunori Tkeguchi)

VBRI T K+ [E# - BH4%R (Div. of Sci., Int. Col. of Arts and Sci, Yokohama City Univ.),
Zﬁ‘{ﬁ\fﬁj{ . él»:é.?lg (Grad. Sch. of Med. Life Sci., Yokohama City Univ.)
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1P-079 PDE10A BEEH|DFEEHED in silico R
In silico analysis of the binding affinity of PDE10A inhibitors.
OBE 7! (Chisa Yuasa), /INFH #ff— 2 (Yuichi Kokabu), [ % 3 (Tsutomu Yamane), AR = 3 (Toru Ekimoto),
I i 3 (Mitsunori Tkeguchi)

l*ﬁ?ﬁ:fﬁjﬁ - [E# - P42 (Div. of sci.,Int. Col. of arts and sci., Yokohama City Univ.),
PEIEEH - XA o AT 4 A VE (Biomed. Dept, MKI), HEHE K « ZAEAYEE (Grad. Sch. of Med.Life Sci., Yokohama City Univ.)

1P-080 Lysozyme superfamily IZ&133 74 —IVF 1 » JEBEREED. REREROBTERERV=TFH
Prediction of conservation of folding mechanisms of lysozyme superfamily proteins using
inter-residue distance statistics
Ow g5 #i71€ (Takuto Nakashima), JI4H M (Michirou Kabata), 4§#h @] (Takeshi Kikuchi)

j{ﬁj{ . ﬂ:ﬁﬁﬂ"‘%" « 4:1% (Dept. of Bioinfo.,Col.Life Sci.,Ritsumeikan Univ)

PLRERRIR - #HAR - 1 X —2J / Protein/cellular functions, Imaging
(1P-081 ~ 1P-105)

1P-081 ®B/NEMTA AT FXTDBGHESHEFHO L HEEL
Evolution and decoding mechanism of the deviant genetic code in Mycoplasmas and other Mollicutes
ORI ke 12 (Yoshitaka Bessho), I H 3% 3 (Masami Ueta), FIFH T &1 3 (Chieko Wada),
A W] ° (Akira Wada), Henri Grosjean®, #3i ffi— ° (Shin-ichi Yokobori)

"HERE « ZEALT (Academia Sinica IBC), “PAF - SPring-8 (RIKEN SPring-8), 3% HIZEH) (Yoshida Bio.),
4281 11 K (Univ. Paris-Sud-11),  H#EK + A4y (Tokyo Univ. Pharm. Life Sci.)

1P-082* #ik#%7 I O4 NRMOREKIBIER URHRARBIZD TIRFM — QCM I &K B ERRE
Aggregation and dissociation behaviors of amyloid fibrils formed on various nuclei studied by
TIRFM-QCM
Ol #xm! (Kotaro Yamada), P4 i A (Daisuke Nishioka), SEY=AEES N (Kichitaro Nakajima)s,
! (Hirotsugu Ogi), *F& iz ! (Masahiko Hirao), #JH #ild 2 (Yuji Goto)
1|9ij( + 3L - B84 (Grad. Sch. of Eng. Sci., Osaka Univ.), zlf}ij( - ZZFIMF (Inst. for Protein Res., Osaka Univ.)

1P-083* F*>ZRF7O—NEES /NI HE (OSBP) OFEBRKRV OSW-1 EDHEEERARRIR
Expression of Oxysterol Binding Protein OSBP and interaction analysis with OSW-1
ONRM; Bigg! (Mayu Kimura), [LJFH B ! (Rika Yamada), 4+ ¥EA ! (Yosuke Fukutani),
PP B2 (Keiichi Noguchi), ##J} #FH ! (Kaori Sakurai), #&+HH 1E3X ! (Masafumi Yohda)

"B TR » BT - A4y T, (Dept. of Biotechnol. Tokyo Univ. of Agric. and Technol),
TG TR - BE2E4HT (Instr. Anal. Center, Tokyo Univ. of Agric. and Technol)

1P-084* MBZAEGKEHX S > /\VE RTP OSSR
Structural and functional characterization of Receptor transporting protein
OEA RP! (Ryohei Tamaki), fH#& ¥4 ! (Yosuke Fukutani), {th_I~ K HR ! (Kentaro Ikegami),
JeR Bfl 3 (Maho Yagi)‘ g %—3 (Koichi Kato), 9k 28 2 (Hiroaki Matsunami),
# T IE3X " (Masafumi Yohda)

IKE%I)\ < BT . iiﬁiI (Dept. of Biotechnol.Tokyo Univ. of Agric. and Technol.),
22— K+ AF 4 ALk ¥ — (Duke Univ. Medical center),
SHRFB GRS - 4> T-WF (Okazaki Inst. for Integr. Biosci., NINS)

1P-085* <35 7I&®R Plasmodium falciprum 3 Exp2 DRIRRV A LIE%FIF U 7= 8EER4RF
Expression and Functional Characterization of the Exp2 from Plasmodium falciprum using
Current Analysis
O#smH —»! (Kazuaki Hakamada), {34 55l ! (Hirokazu Watanabe), JI|'% 7] ! (Ryuji Kawano)s,
BFIT Bi— * (Keiichi Noguchi), &I 1E3C ' (Masafumi Yohda)

l%Tj{ « BT, « A4y 1. (Dept. of Biotechnol. Tokyo Univ. of Agric. and Technol),
2Tk - KSR HTHERE (Instrument analysis. Tokyo Univ. of Agric. and Technol)
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1P-086*

1P-087*

1P-088*

1P-089*

1P-090*

1P-091*

1P-092*

1P-093*

Clostridium acetobutylicum ATCC 824 B33k FMN & 2 VNNV EDEE L FOHEHE
Production and characterization of FMN-binding protein from Clostridium acetobutylicum ATCC 824
O% K 1§ (Shogo Tara), i i (Shuangyu Zhang), P4 J# (Takeshi Nakanishi), JtAY Bl (Masaya Kitamura)

B i 57« BT+ {b4E (Dept. of Appl. Chem. and Bioeng., Grad. Sch. of Eng., Osaka City Univ.)

RHTHROICRIAT 5 PDI 77 31— 5 /N7 5 (PDIp) OEIRHMIEDRH

Physiological function of pancreas-specific PDI family protein (PDIp)

OMEAR $hiki ' (Takushi Fujimoto), 77 51T * (Michiko Saito), #R%F FHE * (Akio Tsuru),
FAA MRt * (Masaki Matsumoto), i/ 7% - ? (Kenji Kohno), Ff#E #i¥k ' (Kenji Inaba),
M4 )& ' (Hiroshi Kadokura)

"L K - £ 5THF (IMRAM, Tohoku Univ.), *ZRLJGHEK + /¥4 7 (Grad. Sch. Biol. Sci., NAIST),
STUMK « AEEBE (MIB, Kyushu Univ)

Chemical modification of natural protein by transition-metal mediated reaction and its analysis
by chemical blotting

OX & 1 (Jun Ohata), Ball Zachary
Chem. Dept., Rice Univ.

FAORTFVYIEDaAb—2—=Il&Ba 7 ZaAF 7 EFNY) U EBEOBNBIEBEZL
The dramatic structure change of a7 nicotinic acetylcholine receptors by allosteric modulator
OB m2! (Tomoyuki Baba), jlhuli %5 ! (Keigo Ikezaki), BgIT {45 2 (Hiroshi Sekiguchi),

AR FE P (Tai Kubo), {4 A #k * (Yuji Sasaki)

VRO - BrAI - R (Front. Science., Adv. Material Science., Univ. of Tokyo), Zﬁﬁﬁfﬁf}?ﬁﬁ%t v % — (JASRI/SPring-8),
SPERSH - BI%ES T (MolprofRC, AIST)

E b RNase H1 &EEFEEREF FANCM OXZAZERISE TOHREER

Interaction between human RNase H1 and gene repair factor FANCM mediated intrinsically
disordered regions
OAK Wi ! (Saki Shimizu), £ H £4#5T- ! (Natsuko Goda), [1] I+ ft 2 (Takeshi Yamagami),

A% T (Sonoko Ishino), 7% Kii 2 (Yoshizumi Ishino), GdF 5 it ! (Tetsuya Kodama)s,

REHg #H— 12 (Hidekazu Hiroaki)

"% KBt « BFE (Grad. Sch. of Pharm. Sci., Nagoya Univ.), *JLKEE « & (Grad. Sch. of Bioresource and Bioenvironmental Sci., Kyusyu Univ.),
S KK - B - H53% & (Ste. Biol. Res. Center, Grad. Sch. of Sci., Nagoya Univ.)

RE7 7 AT EEEZRAVE FMN #8RIGERT
Analysis of FMN-binding reaction using Surface Plasmon Resonance
OILTT 5 (Ryo Yamaguchi), 5k #i K (Shuangyu Zhang), A FJfE¥ (Rikako Takagi),
HPY %f (Takeshi Nakanishi), JtA) Bt (Masaya Kitamura)
Bicrii 37« B L« {kA: (Dept. of Appl. Chem. and Bioeng., Grad. Sch. of Eng., Osaka City Univ.)

Tob1-CNOT7 EEEFHE EADHEERZIAICE) 7-BAEH DERFE

Search of a inhibitor of Tob1-CNOT?7 interaction to reveal its function

O=EIH FEF! (Kouhei Soeda), R BE 2 (Satoru Nagatoishi), I Bi T 3 (Etsuko Katoh),
1A % 4 (Tadashi Yamamoto), HEAS {3 1,2 (Kouhei Tsumoto)

lij{ E R (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),
KRR - T+ N4+ v (Dept. of Bioeng,. Sch. of Eng., Univ. of Tokyo), “ZEMIHF (NIAS), “MifFlH Ak (OIST)

Rec)/CdcA5 BB VNV EIRT—XT D7 ) LAREICEDESICHDZ DM ?
How do the RecJ/Cdc45 proteins work for the genome stability in Archaea?

O AT (Mariko Nagata), £7% i1 F- (Sonoko Ishino). Il 1= 4 (Takeshi Yamagami),
yaLaglEs i (Yoshizumi Ishino)

JUKPBE - B (Grad. Sch. Bioresource and Bioenviron. Sci., Kyushu Univ.)
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1P-094*

1P-095*

1P-096*

1P-097*

1P-098*

1P-099*

1P-100*

1P-101*

1P-102*

BIFRET7—FT7HERIATY FRHENIY KXY L 7—+ EndoMS O EERAEFDEE
Identification of a novel protein interacting to a mismatch-specific endonuclease in Archaea
Offi % A B4l (Takuya Sasaki), 7% [T~ (Sonoko Ishino), [1]_I+ fg (Takeshi Yamagami),

FYF Bl (Yoshizumi Ishino)

JUKPBE « 2 (Grad. Sch. Bioresource and Bioenviron. Sci., Kyushu Univ.)

BISIEREE(CEDH 2E8F% Endonuclease Q DIERAHIEDARRAICHITT

Towards the elucidation of the damaged base repair pathway with Endonuclease Q

OFEH YeRER ! (Kotaro Yoshida), 1%} [ ! (Sonoko Ishino), A &> (Miyako Shiraishi),
! (Takeshi Yamagami), Isaac Cann®. A% B2 (Yoshizumi Ishino)

LKz « B (Grad. Sch. Bioresource and Bioenviron. Sci., Kyushu Univ.), “NASA Astrobiology Inst..
*Univ. of Illinois at Urbana-Champaign

EBIFEE 7 —F 7 D DNA RENY H—ERE SR N\ SR O EERRER

Interaction between the components in the replicative helicase complex from the

hyperthermophilic archaeon

OM A 138! (Eri Watatani), £7%F [ ! (Sonoko Ishino), JFEARF BAJE ! (Hiromi Ogino).
AH FRFLT- ! (Mariko Nagata), LI I fd ! (Takeshi Yamagami), Kl #¥k 2 (Takuji Oyama),
yLi=S (Yoshizumi Ishino)

lﬂj{l@"ﬁ « B4 (Grad. Sch. Bioresource and Bioenviron. Sci., Kyushu Univ.), 2[[[?{%7{ « Ay BR$E (Life and Environ. Sci., Univ. Yamanashi)

HHEO N REEEAREHOFEEERE
Chemical Structure of Archaeal Lipid-Linked Oligosaccharides
OHMI #lL (Yuya Taguchi), i Kiifj (Daisuke Kohda)

Juk - EBEWF - fE 3542 (Div.Struct.Biol. of Med. Inst. Bioreg.,Kyushu Univ.)

B#ETVUF (Vibrio parahaemolyticus) b¥S> | P F M F 2V OERIRFICEAT MR
Study on a target protein of a toxin/antitoxin system in Vibrio parahaemolyticus
Otk & ! (Hironori Ito), 5 & 2 (Jiang Zhang), W5 5% 3 (Takashi Nakashima), A4 i 3 (Makoto Kimura)

YLk« ZE¥BR (Grad. Sch. Biores. Bioenv. Sci., Kyushu Univ), 2JUK + ¥ 2 5 L ZE#y (Grad. Sch. Sys. Life. Sci., Kyushu Univ),
SILK - B (Fac. of Agr., Kyushu Univ)

BHEBEEYRIGETRITZ7VHTL7AL - 73 ) BE L BEROEBERREY
Substrate-inhibition type kinetics and substrate specificity of land snail L-amino acid oxidase
O%H i (Sho Yasuda), f7H 3% (Tetsuo Ishida)

Bk - P - #H - {b (Dept. of Chem. Biol. Marine Sci. , Univ. of the Ryukyus)

BEEE—RACBFRETHRODERFBEMICES NO KU H+ EnXiEIRDORZEA

Mutagenesis of NO and H" Pathways of Nitric Oxide Reductase

OMIEs ! (Raika Yamagiwa), {38 ! (Hitomi Sawai), # 7 ®RZ 2 (Takehiko Tosha),
dify ke 2 (Hiro Nakamura), #J} 4.2 3 (Hiroyuki Arai), 3% ‘H. il 1.2 (Yoshitsugu Shiro)

YEBLKEE - ZE AP (Grad. Sch. of Life sci., Univ. of Hyogo), “BIRFf + SPring-8 (RIKEN, SPring-8),
SHOKBE - BZERE - sk T (GSALS., Univ. of Tokyo)

WY 731=v I DP1,DP2 OiiEfEAZEIE L /=7 7 2 1J— D DNA K X S—E D5 FHELl

Molecular anatomy of DNA polymerase D for functional elucidation of each subunit, DP1 and DP2

Ot ks 5 A ' (Natsuki Takashima), £7%F FflF- ' (Sonoko Ishino), 5 =JlI "* (Mika Takafuji),
v RCS N (Kouta Mayanagi), #&)% 56 KH} 3 (Ryotaro Matsuo), [ I ft ! (Takeshi Yamagami),
YL (Yoshizumi Ishino)

L KRE « B2 (Grad. Sch. Bioresource and Bioenviron. Sci., Kyushu Univ.), 2JLk + A2 EWF (Med. Inst. of Bioregul., Kyushu Univ.),
327 MY A - % N— ¥ (Malvern Instruments a div. of Spectris Co., Ltd.)

JEREERY)E U /Cancel
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1P-103* > 7/ NoFV) 7TV E KaiC OBETREAEBFRETOZ7O v -5k
The conformational change and protomer exchange of KaiC hexamer in the cyanobacterial
circadian clock

ORIl 3B (Katsuaki Oyama), <y —Jfi (Kazuki Terauchi), {%J|: %) (Chihiro Azai)

WA HE R - ARl (Dept.of Life Science, Ritsumeikan Univ)

1P-104* AIRSEELD13FA *—2 2 FICKVEASMICE 7= PI(4,5)P2 {k7Fa9%: PTEN DIEEAORE - REL
Phosphatidylinositol lipid PI(4,5)P2 enhances membrane binding of PTEN revealed by
single-molecule imaging on artificial lipid bilayers

OUff il ! (Daisuke Yoshioka), #f)e5 #itL 1.2 (Seiya Fukushima), /NFAq ZH 2 (Hiroyasu Koteishi),
B JCHb (Daichi Okuno), f2Af] HL5E 2 (Satomi Matsuoka), F:H 3 (Toru Ide), H &% 1.2 (Masahiro Ueda)

K - BeFL - ZEMRLAE (Dep. Biol. Sci., Grad. Sch. of Sci., Osaka Univ.), “FLBF QBiC (RIKEN QBiC),
3m k- A ???ﬂ»’? (Grad. Sch. of Nat. Sci. and Tech., Okayama Univ.)

1P-105 HHREFZAVVEHME LPS @ix AT LDOTLEIER
Total reconstitution of bacterial lipopolysaccharide transport system from pure components
OYLH #E ' (Suguru Okuda), David Sherman’, Daniel Kahne
'K -+ BE - 4: ¥ 3K (Dept. of Bio-system Pharmacol. Med., Osaka Univ.), *Harvard Univ. Dept of CCB

| Wtk - 74—IF 1 % / Biophysics, Protein Folding (1P-106 ~ 1P-132)

1P-106* SREEEA 4 %2FALEHBKELBEROEEHRETRFZOMRE
Conversion of Substrate Specificity of Fatty-acid Peroxygenase under Acetate Anion Atmosphere
O/PNBpH R 2 (Hiroki Onoda), ] £= 1.2 (Osami Shoji), AR % 3 (Hiroshi Sugimoto)s,
LA (Yoshitsugu Shiro), {34 75 A L4 (Yoshihito Watanabe)

"4 K - BEBE (Dept. of Chem., Grad. Sch. of Sch., Nagoya Univ.), *CREST, JST. *BEAF - %85 (RIKEN SPring-8 Center),
4K - WEIRE (RCMS, Nagoya Univ.)

1P-107* RIBREDANET # 7ZBHERLH HasR DRBRRUANET + 7 EDHEERARRR

Purification of Hemophore Specific Receptor HasR from Pseudomonas aeruginosa and Evaluation
of Hemophore-HasR Interaction

OPI3K 5% ' (Yuma Shisaka), W[ B ' (Ayaka Nakashima), FEW] = ' (Osami Shoji),
B s (Takehiko Tosha), F5A % 2 (Hiroshi Sugimoto), 3% FLjii 2 (Yoshitsugu Shiro),
PEL BN (Yoshihito Watanabe)

' KB (Dept. of Chem., Nagoya Univ.), *HUJF&BEHI /SPring-8 (RIKEN SPring-8 Center),
SRR EBSHE (RCMS, Nagoya Univ.)

1P-108* =iBRMEGTTEM L7/ DEN4ED3 OR[#fLA ) Iv—URNO—REBRICKSDEE
Single mutation inhibiting an unusual reversible oligomerizationof unfolded DEN4 ED3 at
high temperature

OR. ¢ k3! (Tomonori Saotome), HAY J& 5 23 (Shigeyoshi Nakamura),
L ATHENTFM (Mohhamed Islam), H1{E f+ 2 (Akiko Nakazawa), 3T 12— 2 (Shunn-ichi Kidokoro),
Hip gl (Yutaka Kuroda)

"B T K - 1. (Dept. of Biotech. and Life Sci., Tokyo Univ. of Agri. and Tech.), 2J [k + A2 (Dept. of Bio., Nagaoka Univ. of Tech.),
Qb UM ESEi - 2l (Dept. of Libe. and Sci., Kitakyushyu NCT.), *F v # = K% « 212 (Dept. of BC and MB, Univ. of Chitta.)

1P-109* K771 R&—BZAVWV-RFMFTEIC X 2B EECFIZHRA
Hyperactivation principle explication by the systematical value using the Hoffmeister series
Ol BHJL (Akihiro Endo), ZEZ 3 BT (Takaaki Kurinomaru), A BARRR (Kentaro Shiraki)

LK - B - B (Faculty of Pure and Applied Sci., Univ. of Tsukuba)

1P-110* iFZ4i% Bacteria IR &Z NNV B OELBIEICH T DR EEDIEE
The role of stability in protein evolution from thermophilic Bacteria
OXH B (Natsuko Ota), &4 5 (Ryo kurahashi), ffEF % (Satoshi Sano), &% 13 (Kazufumi Takano)
RUFK - Ay Bass (Grad. Sch. of Life and Environ. Sci., Kyoto Pref. Univ.)
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1P-111*

1P-112*

1P-113*

1P-114*

1P-115*

1P-116*

1P-117*

1P-118*

X # 1 9 FB¥F% %AV Chaetomium thermophilumBa® CCT DI EZE LRI
Conformational dynamics of CCT from thermophilic fungus Chaetomium thermophilum with
Diffracted X-ray Tracking
OFH BT (Yuko Uno), LA ByP- ! (Yohei Yamamoto), B§IT 151 2 (Hiroshi Sekiguchi),

I NE 3 (Yuji Sasaki), Z£FHH 1E3C ! (Masafumi Yohda)

lﬁ]:j( « 1.« H:45T. (Dept. of Biotech. and Life Sci., Grad. Sch. of Eng., Tokyo Univ. of Agr. and Technol),
2N 26 M R\ B SR 2 F 98 &~ # —  (Japan Synchrotron Radiation Research Institute),
SRR AR B 7 SR B B WF 98 RE (Graduate School of Frontier Sciences, The University of Tokyo)

CHO #RaEa3k Protein Disulfide Isomerase PDla4 D3R & #EERRIR
Expression and Characterization of Protein Disulfide Isomerase PDla4 from Chinese Hamster Ovary cells
OZ N (Kento Kumon), /IM& 3 (Kei Komatsu), #4% ¥¥:4 (Yosuke Fukutani), 7% FHl 1E 3 (Masafumi Yohda)

R TR « BT - 445 T, (Dept. of Biotechnol. Tokyo Univ. of Agric. and Technol.)

SN HEARDGRIN L RE

Cooperative aggregation in binary system of proteins

OXA #E (Shogo Oki), 7 F FllKE (Kazuki Iwashita), FHA EfARR (Kentaro Shiraki)
SR BE - BPEY L (Inst. Appl. Phys., Univ. of Tsukuba)

NEOFBZAVEL L — MEEZET 5 AB o ) IVv—FEFOMRE
Study on AB,_-oligomer with B-sheet-structure by mechanical agitations
OB FHAHp ! (Kichitaro Nakajima), 2K Tk ! (Hirotsugu Ogi), oz ER 2 (Masatomo So),
ER S (Masahiko Hirao), &1 #ild 2 (Yuji Goto)
YR« JERET - B¥FEAIRK (Grad. Sch. of Eng. Sci., Osaka Univ.), “BK « ZZ AW (Inst. for Protein Res., Osaka Univ.)

BNFNREREERE LERDT X - EEEEOS FRE
Molecular recognition of tea catechins and protein based on thermodynamic analysis
OEfE M 12 (Tomoya Takahashi), Fe["Jfi % ! (Satoru Nagatoishi), HtAR {3 3 (Kouhei Tsumoto)

lﬁ)\'@:ﬁ « 1.+ N[ F I Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo),
TEFEMAEHE - ANV 27 7 I (Global R&D, Health Care Food, Kao Co.)y “HIK » BERIF (Inst. of Med. Sci., Univ. of Tokyo)

FEVMEE Chaetomium thermophilumBR7 L 7 # VT « O eeiE &SRR
Structural and functional characterization of Prefoldin from Chaetomium thermophilum
OFH faes)! (Kento Morita), LA By~ " (Yohei Yamamoto), 29} #T ! (Yuko Uno),

W5 IR ACHR 3 (Kentaro Noi), /Myt )t 3 (Teru Ogura), ¥fI1 FE— 2 (Keiichi Noguchi),

T M IE3 "' (Masafumi Yohda)

YETOK - BT - ZE£y T (Dept. of Biotech., Tokyo Univ. of Agric. and Technol.),
e LK * 73 #% (Instrument analysis. Tokyo Univ. of Agric. and Technol.),
CERTK - BEEROIAT MR 1 k f d Technol
He . ZeH nstitute of Molecular Embryology and Genetics.
REAKY: - SRR ( f Molecular Embryology and G

BEEICEZBI—MEEEZETHAI AV OF) v —REEDERICET HMA
Study on formation of oligomer aggregates with B-sheet structure of insulin with ultrasonic irradiation.
O KA! (Daisuke Nishioka), H1Jg5 75 A HR ! (Kichitaro Nakajima), #K 4K ! (Hirotsugu Ogi),

N (Masahiko Hirao), % #ild 2 (Yuji Goto)

WK - JERET. - BEBEAIK (Grad. Sch. of Eng. Sci., Osaka Univ.), 2PK + B IMF (Inst. for Protein Res., Osaka Univ.)

X1 P FEFHEICKDTERRVINVEDRELRT 57 EHERE
Observation of abnormal Brownian motion of Antifreeze Protein by using Diffracted X-ray Tracking
O m B! (Rio Okada), #r: 2 (Tatsuya Arai), AT Hifh ! (Yuhuku Matsushita),

BYIT 1840 ° (Hiroshi Sekiguchi), il ¥ ' (Keigo Ikezaki), #HFH % * (Sakae Tsuda), {4 K #k ' (Yuji Sasaki)

YUK - Pr BN - WER (Frontier Science.,Adv.Material Science., Univ. of Tokyo),
TREHRSHE / AL KAE Ay Be (AIST/Grad. Schl. of Life Sci., Hokkaido Univ.), w5 i B JGRF-MFJE L ~ % — (JASRI)
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1P-119* EEEBNLIICHITZBAMT Y FOR UhEMY ICET ZME1F
Twist and bend of 3-strands in the transmembrane B-barrel
O%jith EH (Nobuaki Kikuchi), W#i# {fi— (Shinichi Ebisawa), {#38 f{iff (Yuka Watanabe),
JHE R A1) (Kazuo Fujiwara), 17T #E3E (Masamichi Ikeguchi)
BUMGK « T - 415t (Dept. Bioinfo., Grad. Sch. Eng., Soka Univ.)

1P-120* /7 0ORBANA ViGEHRICHE I BFEERZRE/NY T D&E
The role of aromatic packing for the cross-beta spine architecture
O H WA (Saki Takada), ELBE 248 (Koki Makabe)
Ik - BEPE T - 234 F 4L (Grad. Sch. Sci. Eng., Yamagata univ.)

1P-121* &EB8FY 41 > &EEL = VH HEEREIEOMRAAZR
Comprehensive analysis of the interaction mechanism of V Hs aimed for rational antibody design
OHAf 1! (Hiroko Tamura), A HA 2 (Masato Kiyoshi), FkZE VN (Hiroki Akiba),
HFTRA T Kk (Jose Caaveiro), HEAR PESE 23 (Kouhei Tsumoto)

lﬁﬁl@ﬁ E N (2 (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),
KR - T - 284 F T Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo). “HiA + EEFMIF (Inst. of Med. Sci., Univ. of Tokyo)

1P-122* 5 ZBRT7 IV H D SREERR OB ERLERT
Structural and functional analysis of a cyanobacterial enzyme for alkane biosynthesis
OTHEHE' (Hisashi Kudo), %41 KK 2 (Ryota Nawa), #k F3H} ! (Yuuki Hayashi), 7 554 12 (Munehito Arai)
K - B AL - A B (Dept. of Life Sci., Univ. of Tokyo), 2HAK « #3€ « JEREFF#Fl (Dept. Pure & Applied Sci., Univ. Tokyo)

1P-123 FT-IR & EPR ZF\ /= [NiFe] E KOS F—EDFRPRGADHE L KRB T A4 —IC&D
RISHIEEORZA
Identification of a new intermediate and elucidation of reaction control mechanism by
Fe-S cluster in [NiFe] hydrogenase using FT-IR and EPR

OX Fetk ' (Hulin Tai), P§JI] 3778 > (Koji Nishikawa), FF b g%t > (Seiya Inoue), HBIT J548 > (Yoshiki Higuchi),
FEH (Shun Hirota)
R RIEIK - WRTAIR (Nara Inst. Sei. Tech.), *SRBEBLK - Be/E @Bl (Univ. of Hyogo), *JST-CREST (CREST-IST)

1P-124 7OtABHFICEDBEAYE— B3 FRMEEERAORITE EFRTORE
Activation energy analysis of protein-small molecule interactions to propose a drug design
OKMA BE (Satoru Nagatoishi), |11 % (Sou Yamaguchi), 7R {5 (Kouhei Tsumoto)

WTKRF R TR MF928} (School of Engineering, The University of Tokyo)

1P-125 Z1EFFULICHESEEEABEOBETRELE 7 I 01 FIRRHIZM
Ubiquitylation-driven folding destabilization of substrate proteins and
amyloid-like fibril formation of polyubiquitin chains
Of/A Kyt (Daichi Morimoto), Erik Walinda®, %EH 115 & ° (Harumi Fukada), I e ! (Kenji Sugase),
iy N (Masaru Hoshino)s, I kS (Takashi Fujii), #E)% ) S (Keiichi Namba),
IS HEBE 7 (Masaaki Komatsu), HH &= 8 (Keiji Tanaka), HJII &% ! (Masahiro Shirakawa)

1:@:){ + 1. (Eng., Kyoto Uni), Zf}':jt « & (Med., Kyoto Uni.), 3j(lﬁ‘j( - Ay BREE (Life Envi. Sci., Osaka Pref. Uni.),
“HUK - 3 (Pharm., Kyoto Uni.), “BEAFf - QBiC (QBIC, RIKEN), Bk - /L ##AE (Frontier Biosci., Osaka Uni.),
K - R (Med., Niigata Uni.), SHUSCERIE 2 - 22 F1ICEH (Lab. Protein Metabolism, Tokyo Metro. Ins. Med. Sci.)

1P-126 A Novel Protein-Distance Matrix Based on Shortest Arc Length
O DAMIEN HALL'?

'Research School of Chemistry, Australian National University. ‘Institute for Protein Research. Osaka University

1P-127 ZEB4/OORTOUCHTINITIANRNY D OFEEXA DXL
Binding mechanism of bacterioruberin to trimer halorhodopsin
Offi & A& EHL " (Takanori Sasaki), EfI Z¥4T ' (Yasuyuki Miyazaki), 3§)I| W& * (Takashi Kikukawa),
HA 3% 2 (Makoto Demura)

YWHIE - BB (Sch. of Int. Math. Sci., Meiji Univ.)y 2JbK - Bi « JE¥iZEAy (Fac. Adv. Life Sci. Hokkaido Univ.)
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1P-128

1P-129

1P-130

1P-131

1P-132

EQESFOREGRE 2) REGBBEZ7 I/ BESNICEDWLWTHET S

Routine Transient Structure of Proteins (2) Predicting Routine Trnasient Structure from
Amino Acid Sequence

O H: 4 (Tsukasa Sakai)

ﬂiﬁ?I'—%"ﬁ)f (Nifty Inst. Biosci. Human Tech.)

MFEEICEDSTVT I VHFICTEMT 2RELCHOFRAEICEHTIER
Structure-based study on the efficacy of the stabilizers in the human serum albumin product
Om& BA! (Akito Kawai), 2% 3k ! (Makoto Anraku), /¥ Bz ! (Yousuke Kouno),

AR F—1 (Shuichi Miyamoto), /NFL]) B4} 1.2 (Masaki Otagiri)

122K« $ (Fac. of Pharmaceut. Sci., Sojo Univ.), 423k K + DDS B (DDS Res. Inst., Sojo Univ.)

DVERIRIX VLT —EZETTNE LB T + =T 1  TRERBRICE T DHEHI R ORZH
Elucidation of sugar chain effects on the oxidative folding pathways using

bovine pancreatic ribonuclease as a model protein

Ok BEK (Kenta Arai), &I Afd (Yuki Asano), 77 [ &) (Michio Iwaoka)

WA - P - b (Dept. of Chem., Sch. of Sci., Tokai Univ.)

Continuous ultrasonic irradiation induces rapid aggregations of MoPrP depending on pH
OIET E— " (Kei-ichi Yamaguchi), A% & "* (Ryo P. Honda), Abdelazim Elsayed Elhelaly'

M —k " (Kazuo Kuwata)

"z EL K« J#A] (Unit. Grad. Sch. of Drug Dis. and Med. Inf. Sci., Gifu Univ.), 2l LK « P& (Grad. Sch. of Med., Gifu Univ.)

REITOT) VEHAIE RXAO7 04 FEBIFICH T 51&E]
Role of dimerization by immunoglobulin light chain variable domain for inhibition of amyloid formation
MR O H ! (Marina Nawata), 3¢ {42 ! (Hirotaka Tsutsumi), /]NBK #iK ! (Yuta Kobayashi),
T 4 ? (Satoru Unzai), % F°F* (Souhei Mine), HiAY fi) * (Tsutomu Nakamura), -3 {ff— * (Koichi Uegaki),
AR R (Hironari Kamikubo), F~ [ ¥ 4 (Mikio Kataoka), OytH K= 156 (Daizo Hamada)

Y5k - € (Grad. Sch. of Med., Kobe Univ), BRIk - HE75AI3E (Protein Desing Lab., Yokohama City Univ.),

SHERSIE (AIST), “Z2 RUGHRK - WRTAI (NAIST),

SRS - S SR 2 e i i & o~ & — (Cent. for App. Struct Sci., Kobe Univ.),
S5 K+ T (Grad. Schl. of Eng., Kobe Univ.)

707#—L - EAE IS / Proteomics / Protein engineering
(1P-133 ~ 1P-148)

1P-133

1P-134

1P-135

# b7+ EBE sucrose phosphate synthase DEEHEEME
Study on structure and function of sucrose phosphate synthase from sugarcane
Widhi Dyah Sawitri'. O Bambang Sugiharto'. Toshiharu Hase’. Atsushi Nakagawa’

'Center for Development Advance Science and Technology, University of Jember.
*Division of Protein Chemistry, Institute for Protein Research, Osaka University.
*Research Center for State-of-the-Art Functional Protein Analysis, Institute for Protein Research, Osaka University

MEH#FS bo0OL C OERE CO BFER - BRREIC KDY Xl

Construction of cytochrome ¢' tetramer and its size control by CO binding/dissociation
OIli ## (Masaru Yamanaka), SE A (Makoto Hoshizumi), J&J& J& (Satoshi Nagao), M & (Shun Hirota)

25 FLAEuE KW’ (Grad. Sch. Mat. Sci., NAIST)

BRI RAMLFEBERIC K DB FMEE b Fas U FHIRaS B X 1 B8 H0ORET E AR
Design and preparation of a fluorescent human Fas ligand extracellular domain derivative using
site-specific chemical modification

OFFAR =208 (Michiro Muraki)
FERSME « /N4 F X 54 H )V (Biomed. Res. Inst., AIST)
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1P-136

1P-137

1P-138

1P-139

1P-140

1P-141

1P-142

1P-143

AAANF 20714V AZBL IR Bacmam DBAF

Establishment of novel Bacmam system using baculovirus from silkworm

O5 I flife ! (Atsutoshi Imai), FHFT &k ! (Takashi Tadokoro), fRJE 75 M ! (Hideo Fukuhara),
YN ERE 2 (Masataka Horiuchi), RFifijt B2 ! (Katsumi Maenaka)
"qbk - B2 - 3 (Pharm, Hokkaido Univ.), *JLEEHEK - #€ (Pharm, Health Sci Univ. of Hokkado)

M7 74 =74 —3Fab—2arvii (RHPBENE) ICKSMREEE 6D9 DfkEm
The In Vitro Affinity Maturation of Catalytic Antibody 6D9 in Phage-displayed Libraries
OFI4+ fdt (Takeshi Tsumuraya), I #ifili (Yusuke Takeda), A4 JEFH (Miho Yoshimura),

AR Wi (Naoki Miyamoto), JHEH: fili#E (Ikuo Fujii)

KBFF K + B (Grad Sch. of Sci., Dept Biol. Osaka Prefecture University)

BEFHBZIVNVEDORBRRICAWVWST7F U ERINTF R2 T ORAR
Development of Anionic Polypeptide-tag for Recombinant Protein Purification
O 3t (Ryo Takahashi), I B2 (Masahiko Kato), /& Al (Hidekazu Nagaya)

Y ARy 7 AR 4 (SYSMEX CORPORATION)

Day 1 (June 7)
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BN L CutAl TERREXTRYORERZNMDOT— 2D SBATN/=EE TORRELHRE

Thermo-stabilization strategy of proteins revealed by exhaustive EcCutA1 mutants substituted with
charged residues

ORIl #fs ! (Yoshinori Matsuura), A7 JEF-18 ! (Michiyo Takehira), 3kl %5 2 (Yasumasa Joti),
JNEP T (Naoko Ono), =55 M4 ! (Naoki Kunishima), % 53 ! (Katsuhide Yutani)
PG - BORER SR A FSE L ~ 4 — (RIKEN SPring-8 Center), 2 M HEJ6 L 298 ~ & — (JASRI)

BB a-NJVANEVNIEBEOER - 38 - T4
Combinatorial generation, classification and design of diverse all-alpha protein structures
O AR wits 2 (Kouya Sakuma), 7% 15k 1.2.3 (Nobuyasu Koga)

55 FHE - CIMOS (CIMoS, IMS.), K - P BFF4% (SOKENDAID, *JST + & & %51} (ST, PRESTO)

B3 FICRFEBREIHRT 71 =71 —o0O% bJ57 1 —FEiEH
TOYOPEARL AF-rProtein L-650F MEIF

Development of new affinity chromatography resin "TOYOPEARL AF-rProtein L-650F' for low
molecular weight antibodies.

O/IMbk F51E (Hidetaka Kobayashi), FEA FE#i (Kosuke Araki), H14+ % (Shigeru Nakatani)
> — (Tosoh)

BHUEARTF RERAVWED ATy 7aA—T 14 2 JEICE DT/ FORECRU I FRBEERO
tbeaigt

Functionalization of AuNPs by one-step ligand coating through affinity peptide and utilization for
colorimetric detection of interactions

O4 347! (Hiroyuki Imanaka)‘ i JEL B 2 (Yasuhide Machara), Tk B! (Yojiro Shigemori),
3% BAKE ! (Koki Date), A7 Hl 1.2 ! (Naoyuki Ishida), 44 #fE e ! (Koreyoshi Imamura)

lli_ﬁ]j( - HR - ok (Div. App. Chem., Grad. Sch. of Nat. Sci. & Tech., Okayama Univ.),
2fik - T. - {LZE (Dept. App. Chem. & Biotech., Fac. of Eng., Okayama Univ.)

MART A OISV CERBRTF Rk KTM219 Fab B A0 X #4E R48:5M247 © Q-body {EENFIEZD
BRBRARITT

Crystal structure of Fab fragment of anti-osteocalcin C-terminal peptide antibody KTM219 to
understand structural basis for Q-body mechanism

LNAES R (Misaki Komatsu), # 4r#E 2 (Jinhua Dong), _I~H % 2 (Hiroshi Ueda), O#r: 56— ! (Ryoichi Arai)
YEMIK - BhHE « 5 ZE (Dept. of Appl. Biol., Fac. of Tex. Sci. Tech., Shinshu Univ.), > T. K + %P (Chem. Res. Lab., Tokyo Tech.)
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1P-144

1P-145

1P-146

1P-147

1P-148

AIAEFBRTE FOSFF—EDRIHE. XFBREEANDKH
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