2P RALZ—5E (2F £HA9KR—IL) / Poster Place (2F Multipurpose Hall)
6H8H (K) /June 8 (Wed.) 13:45~ 15:45

FIEREER] - MBS 13:45 ~ 14:45 / BHES 14:45 ~ 15:45
Discussion : Odd Poster Number 13:45 ~ 14:45 / Even Poster Number 14:45 ~ 15:45

| E‘ERAS#E:E / Protein structure (2P-001 ~ 2P-055)

2P-001* Structural and functional analysis of a periplasmic heme-binding protein in
bacterial heme importer system.

O Md. Mahfuzur Rahman'. Nozomi Nakamura'. Youichi Nanoe’. Hiroshi Sugimoto'”.
Yoshitsugu Shiro"?
'Graduate School of Life Science, University of Hyogo. “Biometal Science Laboratory, RIKEN SPring-8 Center

2P-002* NOFVTICHITBR_HEEEIEFRF RS NI O OB EEE
Structural basis of the regulatory mechanism by bacterial bifunctional ubiquitin-like protein
O Bt ! (Minghao Chen), %%RJ I ! (Shun Narai), KAy A ! (Naoki Omura), HE S 2 (Naoki Shigi),
g BUFD (Yoshikazu Tanaka), 1k [ 1,3 (Min Yao)

"JE K - 24y (Graduate school of Life science, Hokkaido Univ.),
ZPEAAHE - BISEILAE (Biothechnoogy Reserch Institute for Drug Discovery, AIST),
3B - SEUEZEAY (Faculty of Advanced Life Science, Hokkaido Univ.), *& % %SIF (PRESTO, IST)

2P-003* Burkholderia sp. B (R)- B - 7T ZNF 5=V F7 I ) 7 5—EDiEREERT
Crystal structural analysis of the (R)-B-phenylalanine aminoacylase derived from Burkholderia sp
Ohne ! (Yuki Kato), Fl1H D& 2 (Eiji Wada), ¥p | By 2 (Mao Nogami), JI[Wf # 12 (Hisashi Kawasaki).,
HH 2 (Ryo Natsume)

IKELE}\F)':'I: . ?ﬁjﬁﬂ’ﬁ( . %'ﬂﬁiﬂ; (Dep. of Mat. and Life Sci. Tec., Grad. Sch. of Adva. Sci. and Tec., Tokyo Denki Univ.),
2 K - T, (Grad. Sch. of Eng., Tokyo Denki Univ.)

2P-004* 7VALERBEEThZIENET S RNA 5FD A BIREEADTE
The effects of prion protein and RNA molecule that targets prion protein on A fibrillation.
OffiH BT 12 (Mamiko lida), FLilE W] 1.2 (Tsukasa Mashima), 111 ik 1.2 (Yudai Yamaoki),
ACH] 2212 (Takashi Nagata), Ji>f> IE A 1.2 (Masato Katahira)

TR - TARIVE BT W98 (Inst. of Adv. Energy, Kyoto Univ.),
K - T A VE—BLENFSER) (Grad. Sch. of Energy Sci., Kyoto Univ.)

2P-005* KXAURTv T LY boOL cbse,2 BAHHHT B ZIn-SO, 9 FRAE—RNBEVINVET ) =90
BREE
Crystal structure of Zn-SO, cluster-encapsulating protein nanocage formed by
three domain-swapped cyt cb,,, dimers
OwEA ! (Takaaki Miyamoto), R JR4K ! (Mai Kuribayashi), /@ & 12 (Satoshi Nagao),
B HEN 2 (Yasuhito Shomura), Aii [T 55} 3 (Yoshiki Higuchi), F¢H £ ! (Shun Hirota)

2 FLJGR K WED (Grad. Sch. Mat. Sci., NAIST), 2%k3k K + BT, (Grad. Sch. Sci. and Eng., Ibaraki Univ.),
SRR K - A4y H (Grad. Sch. Life Sci., Univ. of Hyogo)

2P-006* Single particle analysis of the AgIB protein embedded in nanodiscs
OJINIE F ¥ ' (Yuki Kawasaki), MU 7K ' (Kouta Mayanagi), Ashutosh Srivastava’. Florence Tama™”,
P Kl ' (Daisuke Kohda)

LK - AR - RESEEY) (Div. Struct. Biol. of Med. Inst. Bioreg., Kyushu Univ.),
2%)\ - B2E - B (Dept. of Phys., Grad sch. of Sci., Nagoya Univ.), SPRRF - EMEFI (AICS., RIKEN)
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2P-007*

2P-008*

2P-009*

2P-010*

2P-011*

2P-012*

2P-013*

[ & -"Cl XFAZVARH L7 ABC b T2 AR —%— MsbA DFRE NMR ##if

Preparation and NMR studies of [e-'>C]-labeled ABC transporter MsbA

O/NH A ' (Kento Oda), 11T 1% ' (Tomohiro Yamaguchi), # J A ¥ * (Yohei Miyanoiri), & ' (Ka Lu),
FHEE WA (Yuto Utsunomiya), Hrt I (Toru Nakatsu), FI3ESE TE4H ? (Masatsune Kainosho)s,
pill) R (Hiroaki Kato)
"BUK - 2 (Dept. of Pharm., Kyoto Univ.), *£43K « B - Bkt > # — (Struct. Biol. Res. Center, Grad. Sch. of Sci., Nagoya Univ.)

LC-MS/MS 12 &% v #RIBEED T Y bkRika -. B -7 A& OBREEHD—FS R

One-shot LC-MS/MS analysis of post-translational modifications of rat lens a- and

B-crystallins induced by y-irradiation

O4 k! (Ingu Kim), 757 M 1.2 (Takeshi Saito), I )Z 3 (Norihiko Fujii), 7% W& 4 (Takashi Kanamoto),
BEH: LS 7 (Noriko Fujii)

IR KR F B B2 F 92 R} (Graduate School of Science, Kyoto University).,
TR R AR I - GE BRI (Research Reactor Institute, Kyoto University), 47 s A2t RI B0E - WEHhii (Teikyo University),

Y5 BRFHRRL (Hiroshima University)

BARBEZER TLR7 DBEZHIMAE

Structural study of Toll-like receptor 7 in innate immune system

Ol B (Zhikuan Zhang), KJ7 HE{f (Umeharu Ohto), 7K iz (Toshiyuki Shimizu)
Bk - 3 - ik (Grad. Sch. Pharm. Sci., Univ. of Tokyo)

X#BEBREFL—Y—2AWVE. K7 - 70-7FIC &S F by OLBCEZ ORI EERIEERIT
Time-resolved crystallographic analysis of cytochrome ¢ oxidase using X-ray free electron laser
O B &k ! (Keita Hatano), &5 FH 555 ! (Atsuhiro Shimada), 7 43t ! (Akari Miyamoto),
IS R A (Seiki Baba), |1I'F BEAKHR 3 (Keitaro Yamashita), AR & 3 (Minoru Kubo),
T H e (Hideo Ago), ~F-H #E 3 (Kunio Hirata), % [l 3 (Go Ueno), A¥ I 18I 3 (Hironori Murakami),
A ¥ (Masaki Yamamoto), REIX &% 2 (Takashi Kumasaka), 1]} 54 4 (Eiki Yamashita),
N ! (Takashi Ogura), i - FrisE 481 ! (Kyoko Shinzawa-Itoh), HJi & ik 14 (Tomitake Tsukihara),
EFNfEw! (Shinya Yoshikawa)

R - BRAEAER - ¥ I B (Picobiol Inst, Grad. Sch. Life Sci., Univ. of Hyogo), il EGF#HF%E 4 ~ & — (SPring-8/JASRI),
SRR - SPring-8 (RIKEN SPring-8 Center), PR - BN (Inst. Protein Res, Osaka Univ)

F 2 2L EFEIRNE Mimosine HRE# 5% O LA ERRIT

Structural analysis of Mimosinases in plant and symbiotic rhizobia

O B R ' (Reo Sawada), WIK F 7 & * (Manami Onitsuka), Borthakur Dulal’. Li Qing’. Ng Ho’.
AA 312 (Makoto Kimura), i [ ££78 1.2 (Yoshimitsu Kakuta)

+ Y AH - AL (System Life Science, Kyushu Univ.), « 2B (Faculty of Agriculture. Kyushu Univ.),
ULk YR YR (S Life Science, Kyushu Univ.), LK « 2% 38 (Faculty of Agriculture. Kyushu Uni
3NT7 4 K& (University of Hawaii)

EREMHEE MATE b7 AR—2—0 X i RE SRR

Crystal structure of eukaryotic MATE transporter

O% W 5L (Hirotake Miyauchi), A8 F] (Tsukasa Kusakizako), RENG 3 (Kaoru Kumazaki),
PEEE H1%: (Tomohiro Nishizawa), f14% FE—Hf (Ryuichiro Ishitani), /A Il (Osamu Nureki)
WK - BB - 4B} (Dept. of Biol. Sci, Grad. Sch. of Sci., Univ. of Tokyo)

IBYIFN ST F N EEET DHETA AN 22N EDOS FEBERIR
Analysis of the molecular basis for measles virus V protein evading type | IFN signaling
O kg ! (Yuma Nagano), #5J5 ¥t ! (Takuya Wakahara), H i3 4% ! (Tomo Nomai),
! (Satoshi Ichikawa), I HEA- 2 (Yusuke Yanagi), Rifi JB92 ! (Katsumi Maenaka),
JEH B2 ' (Toyoyuki Ose)

'tk + # (Pharm., Hokkaido Univ.), 2JLK + & (Med., Kyushu Univ.)
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2P-014*

2P-015*

2P-016*

2P-017*

2pP-018*

2P-019*

DNA #HRE#RIE 2 (B RecA /NF 0T 2237 & RadA/Sms DD Lon 7AF7—HER R X1 D

1EiE Ehee

Structure and function of Lon protease-like domain of RadA/Sms,

a bacterial RecA paralog involved in homologous recombination

O BB ! (Masao Inoue), fH: fdt— 2 (Kenji Fukui), I #ic 3 (Yuki Fujii), &8 A 2 (Takato Yano)s,
B3 kA ! (Seiki Kuramitsu), 343} Kik 4 (Ryoji Masui)
YW - BB - ZEWF}2 (Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.), “KFRIE K + 424{L (Dept. Biochem., Osaka Med. College),
SRR - B AvA%fE (Grad. Sch. Frontier Biosci., Osaka Univ.), “KFRiA « Bi#ll (Grad. Sch. Sci., Osaka City Univ.)

MM LT7—EZ N7 E HAN & ICLIEEICRAD S RAZEM X > /NUE Hef OHEE(ERRIT
Interaction between HAN nuclease and intrinsically disordered protein Hef in DNA interstrand
crosslink repair
Ovf #i ! (Wataru Nakasuji), /N B ! (Takashi Oda), /]NBR #i ! (Yuya Kobayashi).,

A Bk 2 (Yoshizumi Ishino), i fif ! (Mamoru Sato)

VBRI T KB - A 43 IE RS (Grad. Sch. of Med. Life Sci., Yokohama City Unv.),
2JURBE + & (Grad. Sch. of Bioresource & Bioenviron. Sci., Kyushu Univ.)
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ATP {EEEF v+ RV P2X ZEGO ZMERE A 7 (2 & 5B MELEAETHE
Structural insights into divalent cation modulations of ATP-gated P2X receptor channels
OMiz 5! (Go Kasuya), JHEJE #i—H} 2 (Yuichiro Fujiwara), 7 5 & ! (Mizuki Takemoto),

R (Naoshi Dohmae), %48 T 4 (Yoshiko Nakura), 14+ BE—HF ! (Ryuichiro Ishitani),

Biip 2.2 ¢ (Motoyuki hattori), A i ! (Osamu Nureki)

YBOK - B - AW RLE (Dept. of Biol. Sci., Grad. Sch. of Sci., Univ. of Tokyo),

2K - K - A BERE (Dep. of Physiol., Grad. Sch. of Med., Osaka Univ.), *BIfJf - GRC (RIKEN, Global Research Cluster.),
K - B - T 15HL (Dep. of Cell Biol., Grad. Sch. of Med., Kyoto Univ.),

SR - AR - W PE (Dep. of Physiol. and Biophys., Sch. of Life Sci., Fudan Univ.), ®JST + & X %3lF (JST PRESTO)

Rad52 Hfti% 3 2 HEMEE X RSO FHE

Mechanism of protein-assisted DNA annealing from the Rad52-ssDNA structure

OV E=2 (Mika Saotome), 75 fdt & 2 (Kengo Saito), ZZH il 3 (Takeshi Yasuda),
kIR 182 (Hitoshi Kurumizaka), ZFJI| H. ! (Wataru Kagawa)

I'ﬂﬁﬁ « B T. (Program in Chem. and Life Sci., Meisei Univ),
ZHERHK - B2« JeEBE T/ B THF (Grad. Sch. of Adv. Sci. and Eng. / RISE, Waseda Univ.),
3}&]55)1: - BN S [RFFIFFEL ~ ¥ — (Res. Ctr. for Radiat. Emerg. Med., NIRS)

2k Fix) O X#ER\ERITICE 3 RS RRIERICH T S ESREHBOLRA
Structural insights into the transcriptional regulation of FixJ in
two-component signal transduction system

OV BT ! (Yoko Nishizono), {f£4H1 ¥4+ ! (Akane Saeki), AP T HE 2 (Tamao Hisano),
% B 2 (Yoshitsugu Shiro), {3 ! (Hitomi Sawai)

UIRREIELK - B - ZEAFL (Grad. of Life Sci., Univ. of Hyogo), “BEAFF - SPring-8 (RIKEN/SPring-8)

BRTOESRET —ARNEKICHELRF b7 O LBCBERIERORIERREDHEL

Development of thawing method of freezed protein crystal for

high-resolution crystal structure analysis at room temperature

OB A 481! (Akari Miyamoto), &5l 35U ! (Atsuhiro Shimada), %% B K ! (Keita Hatano).,
JEIE 2 (Sciki Baba), REHT 42 2 (Takashi Kumasaka), R - #rid 28 7 ! (Kyoko Shinzawa-Itoh).,
HE g8#®% " (Tomitake Tsukihara), /Il 45t ! (Shinya Yoshikawa)

VRRIEK - B4y P - ¥ I F (Picobiol Inst, Grad. Sch. Life Sci., Univ. of Hyogo),
zﬁﬁf‘y{‘i‘ﬁi}?ﬁﬁ%‘k v % — (SPring-8/JASR), 3|§)ij( . ﬁ[l_‘lﬁ)f (Inst. Protein Res, Osaka Univ)
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2P-020*

2P-021*

2P-022*

2P-023*

2P-024*

2P-025*

2P-026
(25A-04)

F b OLBCEER F RIchRIAD 1.6 A DBEE X 4845 R I5ERIR
X-ray crystal structure analysis of F intermediate of cytochrome c oxidase at 1.6 angstrom resolution
OVLE Bft! (Yuki Etoh), & H A ! (Atsuhiro Shimada), [LI'F S 2 (Eiki Yamashita),
ik - i %! (Kyoko Shinzawa-Itoh), JJJ5i & ik 1.2 (Tomitake Tsukihara), 7)1l 15t ! (Shinya Yoshikawa)
VEHK - ¥ I - A B (Picobiol.Inst.,Grand.Sch,Life Sci.,Univ. of Hyogo), 2Bk « & FIMF (Inst. Protein Res., Osaka Univ)

FLYV IR HHERTI—T 3LEA 22/N7 & PVLEA4 DIEERE UESIBR L OMIR{LFEAIEE

Physiccochemical properties of non-repeat sequences in a G3LEA protein PvLEA4

O &y (Ryohei Yamaguchi), AR BEA (Takao Furuki), W AR (Tadaomi Furuta), BRIk 92 (Minoru Sakurai)
WK« /3£ ¥ >~ % — (Center for Biol. Res. & Inform., Tokyo Tech)

EENFEE protein kinase TTHA1370 (TpkD) DB EREEICH TRV AV KOHE
Effects of ligands on structural stability of protein kinase TpkD from Thermus thermophilus HB8
ORE® Jiif ! (Yusuke Fujino), 7)1 #J 2 (Takero Miyagawa), Jf I P15 3 (Masao Inoue),

I #EC 2 (Yuki Fujii), 86 AL ® (Seiki Kuramitsu), 3% FA ' (Ryoji Masui)

lj(lz}ifﬁj( « BB (Grad. Sch. Sci., Osaka City Univ), zlz)iji - B A% HE (Grad. Sch. Frontier Biosci., Osaka Univ),

Sk - BFl (Grad. Sch. Sci., Osaka Univ)

Sphingobium sp. SYK-6 #H3¥E Type l TV A b5 F =V 2 RFEEFRRINEESE DesZ O
X iSRS ERTR
Crystal structure of a type Il extradiol dioxygenase, DesZ, derived from Sphingobium sp. SYK-6
OB & Z! (Haruki Matsubara), _[4¥ i 50 2 (Naofumi Kamimura), B{J: 35| 2 (Eiji Masai),
T ik (Toshiya Senda)

iR - W RS (Dept. of Materials Structure Science, SOKENDATI),
2R R K (Nagaoka University of Technology),
34!'%‘1 i KE*% . %E’I‘%;ﬁﬂ?ﬁ)f%‘ﬁﬁﬁ (Institute of Materials Structure Science, KEK)

ARTF FRFICEBREANT F FEEDREEIEDAZEA

The analysis of the recognition of peptide-antigen with anti-peptide antibody

Owrslm —4h ! (Kazuhiro Miyanabe), FKHE 45 2 (Hiroki Akiba), # 74 1 &+t 2 (Jose M. M Caaveiro),
B K2 (Daisuke Kuroda), HUAJT 3k 3 (Makoto Nakakido), #i3: 1% 4 (Osamu Arai),
B R (Hiroko Iwanari), {E& i 4 (Takao Hamakubo), {74 it 1,23 (Kouhei Tsumoto)

"SR PBE T - {bZE (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),
ZKEE - 1. - 234 F T Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo), “Hik + [EFHIF (IMS, Univ. of Tokyo).
K - JeIRAE (RCAST, Univ. of Tokyo)

BENFEE Thermus thermophilus HB8 M#i& % DNA #&& 2 /N & TkaP DiE sy EER

Structural basis of a novel DNA-binding protein TkaP from Thermus thermophilus HB8

OB fit ! (Kazuya Takao), fl{)2 VEX 2 (Yota lio), FF I FH3 2 (Masao Inoue), JEFH: #ic 3 (Yuki Fujii),
3% ikl 2 (Seiki Kuramitsu), 43} Kk ! (Ryoji Masui)

"KPRTEA - BB (Grad. Sch. Sci., Osaka City Univ.). 2Bk + BBl (Grad. Sch. Sci., Osaka Univ.),
WK - Bk Ak Rk , (Grad. Sch. Frontier Biosci., Osaka Univ.)

BROERBEDP SHALSMICE 7. TV REVVZBEHBROYD H2 FREEE
Crystal structures of endothelin receptor subtype-B elucidate binding modes of antagonists and
an endogenous agonist ET-1

AR (Wataru Shihoya), V4% 1% 34 (Tomohiro Nishizawa), HLH BT 2 (Akiko Okuta).,

4 —3 2 (Kazutoshi Tani), JE% 4HI 1.2 (Yoshinori Fujiyoshi), i A 2t 3 (Osamu Nureki),

I (Tomoko Doi)

l%j{ . EI]% (Grad. Sch. of Pharm. Sci., Nagoya Univ.),

22K - MR BR824 — (Cellular and Sructural Physiology Institue, Nagoya Univ.),

SHK - Bl - 4B (Dept. of Biol. Sci., Grad. Sch. of Sci., Univ. of Tokyo), “JST & X %%lJ (JST PRESTO),
5}?‘;’:7{ - Bl - /£ (Dept. Biophys., Grad. Sch. Sci., Kyoto Univ.)
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2P-027 Francisella novicidati3k® CRISPR-Cas9 MD#5& 88 & BEEE
(2SA-03)  Structure and Engineering of Cas9 from Francisella novicida
OF8 Je N ! (Hisato Hirano), PEH§ 5ARE 1.2 (Hiroshi Nishimasu), 714+ F&—RR ! (Ryuichiro Ishitani),
EA ! (Osamu Nureki)
"Bk - B - A8} (Dept. of Biol. Sci., Grad. Sch. of Sci., Univ. of Tokyo), “F}#H: ik BLE HE X X ASUF (JST, PRESTO)

2P-028 NMR f#i%15M L 7=E¥ Pichia pastoris %1% A\ V=R ERG A SR 0 AR
Preparation of isotope-labeled proteins by using the yeast Pichia pastoris
O#iA HAE (Rika Suzuki), KA 1EF% (Masayoshi Sakakura), I Wi (Moe Fujii), % Hif (Masaki Mori),
& %K (Hideo Takahashi)
BREET K - A=Ay BER)# (Grad Sch. of Med., Yokohama City Univ.)

2P-029 EEHERABOKMIA T IIANDHBEE KVBEFRHOTE
Effects of force field and solvent conditions on hydration dynamics of proteins
7 B (Takafumi Fujiyoshi), /INAFJE M (Naoki Ogasawara), O 4 ¥4 (Takuya Takahashi)
AR - 2EAY - A0 (College of Life Sci., Ritsumeikan Univ.)

2P-030 MRBHHRULLDSEBRDPS ANV BRAEZERSEDFHEDHHR
Protein crystallization technique from metastable solution
OBt #7 5 (Tetsuo Okutsu)

R KBE « PR T (Div. Mol. Sci., Gunma Univ.)

2P-031 PHEFREISBERITZBELAETHRYERT I VBLEFROXBERER
Preparation of large volume Arthrobacter globiformis amine oxidase crystals for
neutron diffraction experiment

Ok T4 ! (Chie Shibazaki), #¥)I & 2 (Takeshi Murakawa), %23% H:¢ ! (Motoyasu Adachi),
K B! (Rumi Shimizu), ) 15 ! (Kazuo Kurihara), A KK ! (Ryota Kuroki),
HT BssA > (Katsuhiro Kusaka), [} #2J% 4 (Toshihide Okajima)

lﬁi%ﬁﬁ*ﬁ « HF ¥ — 24 (QuBS,JAEA), 2)\|§h|9€)\ « H2{b (Dept. Biocem., Osaka Medical College).,
SRR + 7T V5 4 7 (Front. Res. Cent. for Appl. Atom. Sci., Ibaraki Univ.), ‘PR + PEMWF (ISIR. Osaka Univ.)

2P-032 ;®EEERY)HL /Cancel
2P-033 &R MAP2K6 DFFELENTE L R UERCSEDIESE

Preparation and crystallization of active MAP2K6
O Bh! (Shingo Miyazono), #I1 1EA ! (Masato Tsuyuguchi), A ¥ ! (Takuma Hashimoto).,
AR 222 (Takashi Matsumoto), AF 25 ! (Takayoshi Kinoshita)

"WRF K - B (Osaka Pref Univ), 2V # % (Rigaku)

2P-034 KHZE DNA ERBERMHETF DnaT DL B HIBERT
Analysis of DnaT oligomeric structure in Escherichia coli replication restart primosome
O BEF! (Yohei Ikeda), JHEILI 7! (Saki Fujiyama), B[ E I (Yoshito Abe),
Fril il 2 (Tsutomu Katayama), H#iH 1E ! (Tadashi Ueda)

Lk - 3 - BT (Dept. of Prot. Struct., Func. and Des., Grad.Sch. of Pharm., Kyushu Univ.),
2K - 3 - 53 (Dept. of Mol. Biol., Grad. Sch. of Pharm., Kyushu Univ.)

2P-035 FF2VRT7IVDLETH—2S138BKVE686 Ik MFT AT VEDHERRAZTIFRF—E4LD
RETHS.

Transferrin Receptor2 S138 and E686 are Key Residues that Reduce its Affinity to Diferric Transferrin
O et ! (Tetsuya Sakajiri), ZEH bl 2 (Katsuya Ikuta), [LIA) ZEH} ! (Takaki Yamamura)

DR K+ 5% (Dept. of Nutr Sci, Univ of Morioka), “HLJIIEK « & « =N (Dept. of Med, Asahikawa Med. Univ.)
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2P-036 mEME=1—OtIESERK S49P D) Cleaved B X #R#ERIBERZT
The crystal structure of the cleaved form of pathogenic neuroserpin variant S49P
ONEE BN (Ayato Kurumiya), #tH EAF : (Miyoko Tsuda), [l 1F3¢ 2 (Masayuki Yamasaki),
BRI Bl ' (Maki Onda)

llgi’ﬁ‘j( < Bl - A=) (Dept. of Biol. Sci., Grad. Sch. of Sci., Osaka Prefecture Univ.),
K - B - Sk FE (Dept. of Food Nutrition, Fac. of Agr., Ryukoku Univ.)

2P-037 SPring-8 MXBL # > 51 VEHA HAEREDRIFH
Development of on-line microspectrometer in SPring-8 MXBL
OBLAf 3! (Hideo Okumura), ] ¥ Febn 2 (Yoshiaki Kawano), HEK =y (Takashi Kumasaka)s,
AR 82 (Masaki Yamamoto)
'SPring-8/JASRI. *HEHF SPring-8 = > # — (RIKEN SPring-§ Center)

2P-038 1 xDMKRERZEICEIST S OsPBI1 DFERIEERFT
Crystal structure of a plant-specific OsPBI1 from Oriza Sativa
OJEH fdt—! (Kenichi Harada), [I'F 524 ! (Eiki Yamashita), F_ I @A\ 2 (Kento Inoue),
I A2 (Koji Yamaguchi), JH )5 538 ! (Toshimichi Fujiwara), FRJI] 35 ! (Atsushi Nakagawa),
JITRs %% 2 (Tsutomu Kawasaki), Yol JedRHR ! (Chojiro Kojima)
Wk - BEAMWF (PR, Osaka Univ.), 23Kz - 2 (Dept. Adv. Biosci. Kindai Univ.)

2P-039 Cas9 ZEHHRLS PAM EF| 2 2HT 29 T8
Structural Basis for the Altered PAM Specificities of Engineered CRISPR-Cas9
ON-9 i — (Seiichi Hirano), P43 A (Hiroshi Nishimasu), A74% F&—H (Ryuichiro Ishitani),
A B (Osamu Nureki)
HOK - B - A2 F} (Dept. of Biol. Sci., Grad Sch. of Sci., Univ. of Tokyo)

2P-040 PIWI-piRNA EAEDERIEE
Crystal structure of a PIWI-piRNA complex
Opabg ghk 12 (Hiroshi Nishimasu), FAZS 1EAS ! (Naoki Matsumoto), fiJ5i FlIvE: ! (Kazuhiro Sakakibara),
PG 03 ' (Kazumichi Nishida), £74% F&—EE ' (Ryuichiro Ishitani), ¥}l %1% * (Haruhiko Siomi),
R T (Mikiko Siomi), A B ! (Osamu Nureki)

YHOK - BEBE - AR} (Dept. of Biol. Sci., Grad. Sch. of Sci., Univ. of Tokyo), 2JST + X X 23\ (JST, PRESTO),
SBEIE + [ (Keio Univ. Sch. of Med.)

2P-041 ;=EEERY)HL /Cancel

2P-042 TFEFMLER DM TANERHET S YEATS KX A U EF R VNI EOERIEERIT
Cystal structure of human YEATS domain-containing proteins in complex with
the acetylated histone tail peptides

O% i IEMF (Masaki Kikuchi), {iJ# -0 (Shin Sato), J}J) $EH] (Hideaki Niwa), KR % (Noboru Ohsawa),
KK EHFT (Mikako Shirouzu), HiJ5 =3 (Takashi Umehara)
B « CLST (RIKEN CLST)

2P-043 * &/ —NE{LEEBRERRZEAVT "N RERGFE#H L ABC bT 2 RK—42—0 NMR ##if
NMR studies of °N isotopically-labeled ABC transporter expressed in Pichia pastoris
OF#E = A ! (Yuto Utsunomiya), [II]T 1% ! (Tomohiro Yamaguchi), & / A ¥ 2 (Yohei Miyanoiri),
JNH N ! (Kento Oda), FHt = ! (Toru Nakatsu), F2EHE 1E{E 2 (Masatsune Kainosho),
I s ! (Hiroaki Kato)
"HUK - 3E (Dept. of Pharm,, Kyoto Univ.), 44K « FIL - f3& LM%+ > & — (Struct. Biol. Res. Center, Grad. Sch. of Sci., Nagoya Univ)
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2P.044

2P-045

2P-046

2P-047

2P-048

2P-049

2P-050

2P-051

BBV Y NEREIAFT I ADT 4 LITFIERIC X D7
Random matrix theory analysis of dynamics of protein-ligand complex
Ol #EH (Masanori Yamanaka)

HK « BET. - ¥ PE (Dept. of Phys., CST, Nihon Univ.)

Cyclin DTETMH %4> TLS/FUS & /X7 B £IET— F RNA OEEERA® NMR IEIC X 58

NMR analysis of interaction between TLS/FUS and non-coding RNA which
causes transcriptional repression of cyclin D1

Ozl | 2 (Tsukasa Mashima), /& ER4 1.2 (Syunsuke Ozawa), JTHE 8T 1.2 (Keiko Kondo),
AH] 2212 (Takashi Nagata), HJI] 3 (Riki Kurokawa), J>F 1EA 1.2 (Masato Katahira)

K - T AVE— PR T WA (Inst. of Adv. Energy, Kyoto Univ.),
2}4-?:7( s TR NVF—PEESE R (Grad. Sch. of Energy Sci., Kyoto Univ.),
SEEERK - 7 MEFZEE ¥ ¥ — (RCGM, Saitama Med. Univ.)

I M ERR glycerol NHEFEDNHRLSKEIC S SEHRILMEFE
Relationships between oligomeric structures and enzymatic activities of
glycerol metabolic enzymes of Thermococcus kodakarensis KOD1

ObA HE— (Yuichi Koga), 5% 4 (Kizuku Takano), /NP HFET (Kanako Konishi),
$i A FiE (Masashi Suzuki), KB 5 (Takeshi Omasa)
B - T. « A=Ay 5Ev (Grad, Sch. Eng., Osaka Univ.)

BIERBAREF elF2B DL HAIEE

Crystal structure of eukaryotic translation initiation factor 2B (elF2B)

O —42! (Kazuhiro Kashiwagi), i FLAL ! (Mari Takahashi), PiAS ¥ & ! (Madoka Nishimoto),
Fl s 2 (Takuya B. Hiyama), Jf% IRH ! (Toshiaki Higo), M5 5458 ! (Takashi Umehara),
AR et ! (Kensaku Sakamoto), fJHji #i%% ! (Takuhiro Ito), AL B2 3 (Shigeyuki Yokoyama)

"BUR © 54 7% A T A (RIKENCLST), “BEBF - @553 X 7 A (RIKEN SSBO),
SPUF - B4 % A W #9248 (RIKEN Structural Biology Laboratory)

E FRFEEHEHEARENTF K Humanin BB 7304 FOREEFIHTBAHD_XLICEATS

b Fesie g B b))

Structural basis for inhibition of amyloid-p aggregation mediated by Humanin,

human endogenous neuroprotective peptide

OMA #£)Z (Toshihiko Sugiki), % A1) — ¥ T )3 X — 3 (Alsanousi Nesreen), T 2%F (Kyoko Furuita),
5 AER (Masatomo So), S W3R (Young-Ho Lee), % #iM2 (Yuji Goto), JHEJE fitiE (Toshimichi Fujiwara),
RIS FUER (Chojiro Kojima)
P - B M (IPR, Osaka Univ.)

Blif 7 — 2 BEINE - RIS AT L Zoo ICKBMIMERERVESHE X /N EEERFITOEL
Automated diffraction data collection and processing system Zoo facilitated challenging
protein structure analyses using microcrystals

OW'F sdepp! (Keitaro Yamashita), ~F-H #k ! (Kunio Hirata), /% BEBH ! (Yoshiaki Kawano).,
iR (Go Ueno), R4 Il F1t 2 (Kazuya Hasegawa), AEH 4% 2 (Takashi Kumasaka),
A A ! (Masaki Yamamoto)
'PIAF SPring-8 (RIKEN SPring-8 Center), 2SPring-8/JASRI

RVITNEIVBEOBERETICETEHLT) hXBBEREZRLiE
Polyglutamic acid in acid condition studied by replica-exchange with solute tempering method
O #pp ! (Tetsuro Nagai), 7 R 2 (Ryosuke Iwai)

14, « PR (Dept. of Phys., Nagoya Univ.), “3Anfiik « Be:dy - 2B (College of Life Sci., Ritsumeikan Univ.)

BIFED 5D V1-ATPase DFRIRRIBE L HEEE - 155

Structure and Functional analysis for V type ATPases from prokaryotes

OMrPY %9 ' (Nao Takeuchi), 14 ifiT- ' (Atsuko Nakanishi), )1 i#— ' (Jun-ichi Kishikawa),
Sei 72 (Kaoru Mitsuoka), ALl 7 ! (Ken Yokoyama)

IRUEBPE R » A Ay -+ Ay Y A T A (Dept. Mol. Biosci., Kyoto Sangyo Univ.), 2Pl -+ ZEF% (Fron. Biosci., Grad Sch., Osaka Univ.)
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2P-055

FREL 7 T 72— lpaH9.8 IC KB NEMO BB B DRZR

Structure and NEMO recognition mechanism of IpaH9.8 LRR

OBEAK Bk (Kenji Takagi), Kt Bk (Saori Otsu), F A I VR 23 (Minsoo Kim),
KE fE# ! (Tsunehiro Mizushima)

lﬁ%i%j( « 4B (Dept. of Life Sci., Univ. of Hyogo), Z:l:ir’:ji - F1J8+ ~ # — (Hakubi Ctr. for Adv. Research, Kyoto Univ.),
SR - ERHAWFZERT (Inst. of Medical Sci., Univ. of Tokyo)

JEREENY)H L /Cancel
ERIEEHNSRETNAES LOREBERESH I ICHT B4R

Structural insight into specificity of fluopyram toward Ascaris suum adult complex Il

K %N ' (Aika Yone), Oiidk %/E ' (Tomoo Shiba), i F &% ' (Madoka Nagahama), % B% ' (Dan Sato),
fiiff 4 = Vet *> (Daniel K. Inaoka), ##H] %% * (Tomomi Fukuda), Jt {# * (Kiyoshi Kita),

J5iFH AR (Shigeharu Harada)

IMOTHK « JBZE (Dept. Appl. Biol., Kyoto Inst. of Tech),
K - B - B - ZAEWIEALS: (Dept. Biomed. Chem., Grad. Sch. Med., Univ. of Tokyo)

SLE & HEH DNA kDt RIS &R

Crystal structure of an anti-DNA antibody isolated from an SLE patient

O/ B! (Takao Arimori), Bl R B 23 (Shuhei Sakakibara), RN (Hitoshi Kikutani),
B #— ' (Junichi Takagi)
Wk + BEABWF (PR, Osaka Univ.), 2Bk + #%MWF (RIMD, Osaka Univ.), Bk + IFReC (IFReC, Osaka Univ.)

| st&#% - 1588%% / Computation/Information science (2P-056 ~ 2P-082)

2P-056
(2SA-05)

2P-057

2P-058

2P-059

13FFRET F—RERFBHNFELIaAL—2aVIlE&B VNI E 1T 2 AR
Protein dynamics studied by single-molecule FRET and molecular dynamics simulation
O Hifti ! (Yasuhiro Matsunaga), #H F i 1,2,3:4 (Yuji Sugita)

BB - FHSERY (RIKEN AICS), “BEAF - QBIC (RIKEN QBIiC), *PAF - iTHES (RIKEN iTHES),
‘RIKEN - # H B 5T-FF 4% (RIKEN TMS)

—HAREERSET OIS LOEXSGFAOER—RIHEHEDEE

Normal mode analyses of supramolecules with the program in torsional angle space
---Fixation of degree of freedoms in sidechains

O%t% % ' (Shigeru Endo), #iill] % > (Hiroshi Wako)

Vb HLK - B - B (Sch. of Sci., Kitasato Univ.), AR A « #L %4 (Sch. of Soc. Sci., Waseda Univ.)

Pim-1 ¥F—+t - VA RO MM/3D-RISM ZICE D EABBRIRNF—DFA
Prediction of binding free energies of Pim-1 kinase-ligand systems based on MM/3D-RISM method
OEAN ! (Takeshi Hasegawa), #ZH B! (Masatake Sugita), *>H X% 2 (Fumio Hirata),

45 B W] ' (Takeshi Kikuchi)

ISEARK - ZEARLF - 221 (Dept. of Bioinfo., Col. Life Sci., Ritsumeikan Univ.),

zﬁﬁ%ji . %’ﬁﬂﬁﬁ)ﬂ%ﬁ (Res. Org. Sci. Tec. Ritsumeikan Univ.)

HEECEICHTSE 2 N EREEERAEORER

Analysis for protein interaction surfaces in bacterial chemotaxis

OWHE 2! (Nobuyuki Uchikoga), AR HiBE 2 (Yuri Matsuzaki), K I #fE 58 3 (Masahito Ohue),
B 23 (Yutaka Akiyama)

'igik - BET - WPE (Dept. of Physics, Chuo Univ.), B T.K + f52ERE (ACLS, Tokyo Tech.),
3%17('% - [HH T, (Dept. of Computer Sci., Grad. School of Inform. Sci. and Eng., Tokyo Tech.)
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2P-060

2P-061

2P-062

2P-063

2P-064

2P-065

2P-066

2P-067

2P-068

EREEAHFT—4~—Z OLIGAMI DR
Improvement of database, OLIGAMI, of biological assembly
@)W IFS (Kazuo Fujiwara), T R s (Masamichi Ikeguchi)

A - T - ZE 45153t (Dept. Bioinfo., Grad. Sch. Eng., Soka Univ.)

KAZWBEPOZ NV EHEEBBROER - —XREEFA»SO77O0—F
Inference of functional fragments in intrinsically disordered regions - an application of
secondary structure prediction

O £ (Kei Muramatsu), 0% BIA (Hiroto Anbo), f/ij#§ 8 (Yu Sato), s {ii3}-7 (Satoshi Fukuchi)

Al Tk A4 3t (Dept. of Life Sci. and Informatics, Maebashi Inst. Tech)

TM1457 ICBEWT 74— T 1 Y JICERERBDN I HREDHTE
Inferring residues significant for folding of TM1457
ORW S F (Kohei Ohnishi), Z§#h i F] (Takeshi Kikuchi)

AR - A RE - ZERE (Dept. of Bioinfo., Col. Life Sci., Ritsumeikan Univ)

B -Trefoil #INU DT #—NT 1 2 JICEBRLZEICET 3 RERMFIIEMGEEHCED < B
Analysis of residues significant for folding of beta-Trefoil proteins based on
the inter-residue average distance statistics

O Re #i1l (Takuya Kirioka), 3§Hh 7] (Takeshi Kikuchi)

ﬁﬁ}j( . Eﬁ*{’i < (Dept. of Bioinfo., Col. Life Sci., Ritsumeikan Univ)

MD ¥ X 1 L— 3 %A= Neuropsin — Neureglin-1 BIOHEERICAT 3 IEHROME
Theoretical Study on Interactions between Neuropsin and Neuregulin-1 Using
Molecular Dynamics Simulation
OYif A" (Yota Horioka), B[ 1% ! (Mitsumasa Abe), P 3L 2 (Yoshifumi Fukunishi),

Yy bw vtk b an Ipz’ (Juha M. Lintuluoto), ) ¥ k w JL-F | NEN (Masami Lintuluoto)

"BUfFK + ZEAVBRBE (Grad. sch. of Life and Environ. Sci., Kyoto Pref. Univ.). “pEFHF (Nati. Instit. of Adv. Indust. Sci. and Technol.),
3;’:){ + I. (Grad. Sch. of Eng., Kyoto Univ.)

NEREICE > TERINBNAEDTAV AL v F  FFHNFESI2L—2 a3 U HE5DER
Molecular dynamics study on proline switch in antibody induced antigen binding
OfH R (Keiko Shinoda), BE4+ 75 % (Hideaki Fujitani)

HK « JeIME (RCAST, Univ. of Tokyo)

2 PAVRITZ RNV EEERE TOM #HEF0OM L 7=k
Convergent evolution of mitochondrial protein translocase TOM complex
RIR FAd (Yoshinori Fukasawa), /NI {22 (Toshiyuki Oda), 5 f#EKHR (Kentaro Tomii),
O% It E— R (Kenichiro Imai)
PERSIE - BUSEILAE (BRD, AIST)

fE8i RNA 77 27— 30 7 4 X —2 a VR

Theoretical conformation analysis for modified RNA aptamers

OB B! (Masahiro Sekiguchi), ¥ FH Wi ! (Hisae Yoshida), £1)I] & 2 (Takeshi Ishikawa),
=9GN (Shin Miyakawa), WA H—* (Taiichi Sakamoto)s, 15 B 3 (Kenji Yamagishi)

"HokR: - T, - ZE45ISHI{E: (Chem. Biol. and Appl. Chem., Grad. Sch. of Eng., Nihon Univ.),

PR AR - PEBSE - BLKYLE (Infect. Res., Grad. Sch. of Biomed. Sci., Nagasaki Univ.), >V 5K I v 7 (RIBOMIC),
SRR - T - A4y BREEPRL4% (Dept. Life and Environ. Sci., Fac. of Eng., Chiba Inst. of Technol.),

SHK » T, - 240 BAL4 (Chem. Biol. and Appl. Chem., Coll. of Eng., Nihon Univ.)

EQRERIEDY b/OL GONLOEFIREICEZADEDHERFAMR

Computational study of effects of protein environment on electronic structure of heme in
cytochromec,

O4 H Held ' (Yasuhiro Imada), HR ##AK ' (Haruki Nakamura), Ji§ %5 18 13 (Yu Takano)

Wk - BEAMWF (PR, Osaka Univ.), 2R + Bl (Grad. Sch. Sci., Osaka Univ.),
SIETHEK - 158t (Grad. Sch. Info. Sci., Hiroshima City Univ.)
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2P-069

2P-070

2P-071

2P-072

2P-073

2P-074

2P-075

2P-076

2P-077

Molecular Tailoring Approach ZRW/=a Y v 7 RE < KRES DETFLFMIARIT
Quantum chemical analysis of the hydrogen bonding interactions in a-helices with
molecular tailoring approach

Oy 45 12 (Yu Takano), ¥ & A 2 (Ayumi Kusaka), Hiff FA 2 (Haruki Nakamura)
EBTK - 158 (Grad. Sch. Info. Sci., Hiroshima City Univ.), BRA - BZEIWF (IPR, Osaka Univ.)

FALZER | DKFHEEICIRNS H/D R AFHR
H/D isotope effect on a hydrogen bond in Photosystem Il
OFeAs ff ! (Yusuke Kanematsu), 37 J1] {4 2 (Masanori Tachikawa), w5 ! (Yu Takano)

AT K - ¥R (Graduate School of Information Sciences, Hiroshima City University),
z*ﬁfﬁj: . ﬂiﬁ%ﬂ' / (Graduate School of Nanobioscience, Yokohama City University)

BFHNEIAL—2aUICEBIOY - TVEXZY - FWZF UEEE NI EOBERIIBIEORRR

Conformational relaxation process of lysine-, arginine-, ornithine-binding protein studied by
molecular dynamics simulation

OW _E H:ISHR (Sotaro Fuchigami)
BREETT AR - ZE Ay E R4 (Grad. Sch. of Med. Life Sci., Yokohama City Univ.)

TIFH /) ZHANRFEHEEICKS cyclin-dependent kinase 2 &Z DFREHIED
TZLFoTIN - RyFJdo3alb—vay
Flexible docking simulation between cyclin-dependent kinase 2 and its inhibitor using
multicanonical MD method
ORI ! (Narutoshi Kamiya), N\ /1 — 7 v F ¥ » 2 (Gert-Jan Bekker), FEA i ! (Mitsugu Araki),
B Ferh ? (Yasushi Okuno)
PR - AICS (AICS, RIKEN), 2Pk - Z&FIWF (IPR, Osaka Univ.), KUK » R 2MZEF) (Grad. Sch. of Med., Kyoto Univ.)

AVNVEBEEERRY NI—JFT) U JILBIIBEAFEBIERMT 7 L— ORI
Analyses of the templates of unknown complex-structures in
protein-protein interaction network modeling

Oik fiz " (Toshiyuki Tsuji), H&H B3k ' (Takao Yoda), A3 W] ' (Tsuyoshi Shirai)

VRN A o K% N4 44 = v ZA%3 (Nagahama Institute of Bio-Science and Technology).,
2= B R (Mita International School)

BEER RS ABRI RN T — 2RO DDFENLHRHEFE
An efficient new methodology for path elucidation and binding free energy calculation
ORy A= HFyFxr ! (Gert-Jan Bekker), fi# B 2 (Narutoshi Kamiya), HA #A 3 (Haruki Nakamura)

"Bk + H:B% (Graduate School of Frontier Biosciences, Osaka Univ.), “BEfJf + AICS (AICS, RIKEN),
PR - FFEWF (IPR, Osaka Univ.)

1% BitScore Z AL =5 FHE(LIEDRAR

Identification of coevolving proteins by relative bitscore

OFA B! (Yumi Kurimoto), HiAJ FEK 2 (Atsuhiro Nakamura), FH % J& 2 (Shu Tadaka)s,
KAk i 2 (Takeshi Obayashi), AT & 2 (Kengo Kinoshita)
"Bidbk - 10 - 150 (Sch. Eng., Tohoku Univ.), 2RI « B2fEHIEl %% (Grad. Sch. Info. Sci., Tohoku Univ.)

MD X 2 b—23I2&k? BLUF 22/ 78 TePixD ORBE X H =X L ORI
Molecular dynamics study of the photoactivation mechanism of a BLUF protein TePixD
M AWK (Tomohiro Yaita), ff [ BLRL (Tadaomi Furuta), O 92 (Minoru Sakurai)

WK - /N4 %+ ~ ¥ — (Center Biores. Infor., Tokyo Tech.)

Dynamics of recognition of GIuR2 peptide by PDZ domain investigated by
virtual system coupled adaptive umbrella sampling

OF AT Z INZAH N2 (Bhaskar Dasgupta), JE# NH— ! (Junichi Higo), Hf AR ! (Haruki Nakamura)
"Bk, BIEIWE (Institute for Protein Research, Osaka University), *—f&t I AN A F G #IL 2~V — ¥ 7 & (JBIC)
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2P-078

2P-079

2P-080

2P-081

2P-082

BREMTIERMHHCED< AV 27 by FIC KD RATHRB ORI & FREDRFR
Development of prediction method of intrinsically disordered regions by contact map based on
inter residue average distance statics

OF A #hif (Takumi Shimomura), 3§ K F] (Takeshi Kikuchi)

AR - A FEF - A2 (Dept. of Bioinfo., Col. Life Sci., Ritsumeikan Univ)

3D — RISM ¥z & L7=aRHIcH 1T 5 Met — encephalin OIE S EDRFIR
Analysis of fluctuations of Met-encephalin in the solution phase by means of 3D-RISM theory
Okl B! (Masatake Sugita), *>H X% 2 (Fumio Hirata)

NPk« HEdy - 415 (Dept. of Bioinfo., Col. of Life Sci., Ritsumeikan Univ.),
zﬁ’r%j( . %‘ﬁ)f (Research Org. of Sci. and Tech., Ritsumeikan Univ.)

BFEHNFELI 2 L—2avIC &S0 HIV ik PG16 d CDR-H3 ILH T B EEREE DRI
Molecular dynamics study of the structural stability of CDR-H3 of anti-HIV neutralizing antibody PG16
Otk & ! (Ryo Kiribayashi), JTjE $5¥ ! (Hiroko X. Kondo), HH K#i 2 (Daisuke Kuroda)s,

FH KR! (Jiro Kohda), $J&f Ft ! (Akimitsu Kugimiya), FP¥F 35 A ! (Yasuhisa Nakano), &% {5 ! (Yu Takano)

DATHK « f$t (Grad. Sch. Info. Sci., Hiroshima City Univ.), “W3FI1K + 3 (Sch. Pharm., Showa Univ.)

Day 2 (June 8)
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MD X a2b—23vickd CFTR F+ RIVOEEEEEERUTRICK ZHEORIT
Analysis of substrate transport mechanism and mutational effects in CFTR channel by
molecular dynamics simulations

O B! (Tadaomi Furuta), Wi % ! (Shun Nanjo), 15 8 2 (Yoshiro Sohma), BRJ}: 92 ! (Minoru Sakurai)
"W Tk - 254 *+ &~ # — (Center for Biol. Res. & Inform., Tokyo Tech.), 2B¥K - | « 3£ Pl (Dept. Pharmacol., Keio Univ. Sch. Med.)

SREYH Y FREICEKD 2 VN TBEANDEEBULOMENRER
Efficient search for the ligand binding site in proteins at high concentration of ligands
OffiE T-E ' (Chika Sato), JtJ2 B * (Akio Kitao)

YBOK - #P4HIE (Grad. Sch. Front. Sci., Univ. of Tokyo), 2HUA + 232 (IMCB, Univ. of Tokyo)

YLRERRIR - WHRR - 1 X — 2 / Protein/cellular functions, Imaging
(2P-083 ~ 2P-096)

2P-083
(25A-01)

2P-084

S haAVRUTZENIERALO, TOM BSHEOFFHE. XUKEE
Molecular architecture and function of the mitochondrial protein gateway, the TOM complex
O 3t ! (Takuya Shiota), L f B—pR 3 (Kenichiro Imai), IR ZEid 3 (Yoshinori Fukasawa),

=i iy N (Kentaro Tomii), F&— k¥ K—) 3 (Paul Horton), S )RR 2 (Toshiya Endo),

Trevor Lithgow'

'Biomed. Dis. Inst. and Dept. of Microbiol., Monash Univ..
TROER - A Ay - 4y A5 A (Faculty of Life Sci., Kyoto Sangyo Univ.), PERHF - BI3EILA2 (CBRC, AIST)

EVOANVEESMIBE SR /N7 EOEERRR

Functional analysis for whey protein and peptides in Mongolian animal milks

Ji 4! (Natsumi Yoshioka), A% P! (Mayu Kanamoto), 64 B2 ! (Yoi Hamaii,

KIE ALK (Kouta Nagai), JHEA KA : (Daiki Fujimoto), HijJII 13 1 (Narumi Maegawa),

H I B ? (Shota Inoue), K75 FHARE * (Yurie Ohiwa), Zesem Ichinkhorloo’s Janlav Munkhtsetseg’.
OAcit v HI * (Takanori Satoh)

K - %)+ 42k (Biochem. Lab., Fac. of IAS, Tokushima Univ.),
KR - ¥88F - 24E4k (Biochem. Lab., Grad.Sch.of IAS, Tokushima Univ.),
3 v TVESTEFRFAS (Mongolian Natl. Med.Sci.Univ.), “fliJ KBz - SAS - ZE{L (Biochem.Lab., Inst. of SAS, Tokushima Univ.)
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2P-085

2P-086

2P-087

2P-088

2P-089

2P-090

2P-091

2P-092

AL AHO7 1 OB ERRERLHENT F FEFOZBEFOHEE BRI
Interaction analyses of Bombyx mori pheromone biosynthesis-activating neuropeptide (PBAN) and
its receptor (PBANR)
@) FIEDIN (Yukie Katayama), LT FlI4 ! (Kazuya Yamaguchi), 1 B 2 (Shun Ito),
Bl 7540 2 (Hidekazu Katayama), 5 & ! (Takeshi Kawai), B H 58 3 (Ryo Natsume),
FH ikt (Toshiya Senda), 7Kg #25A 5 (Toshihiro Nagamine), J. Joe Hull®, A& EES (Shogo Matsumoto).,
EEEn’ (Hiromichi Nagasawa), 7K FH 2% ! (Koji Nagata), lipe-% (Masaru Tanokura)

l%ﬁl‘fn%ﬂiﬂ' < A L (Dept. of Appl. Biol. Chem., Grad. Sch. of Agr. and Life Sci., Univ.of Tokyo),

2%@7{? C ﬂ:ﬁ’ﬁ'ﬂ_’,’? (Dept. of Appl. Biochem., Sch. of Eng., Tokai Univ.),

zﬁ:@:%ﬁj{ « 1. - B354k~ (Dept. of Green and Sustainable Chem., Sch. of Eng., TDU),

YT R BERE - WOREDE - PF - M4 (SBRC, PF, IMSS, KEK),

B - AAARSFF R M14E (Molecular Entomology Lab., RIKEN), “R %548 SLF) - MM (USDA-ARS),
TWRT S - ZERMIFSER: (Coll. of Life Sci., Zhejiang Univ.)

BEBHVOHKBEGICHADIARBEAL NIV AR—2—DHE

Characterization of a novel heme transporter for iron acquisition in metazoans

O 4232 ' (Hitomi Sawai), Menega Ganasen'. 2% ' (Tatsuya Ito), Xiaojing Yuan’,
Igbal Hamza’, 3% Efid " (Yoshitsugu Shiro)

TR - BE ¢ VB (Grad. of Life Sci., Univ. of Hyogo),
2X ) —5 v Nk - By EH (Dept. Animal and Avian Sci., Univ. of Maryland), B - SPring-8 (RIKEN SPring-8)

77V Bl Ui off/on RIBEREMRHENXTO—T ORAR
Development of novel enzyme-targeted off/on type fluorescence probes based on pterin
OMA JEZ3T- (Minako Matsumoto), {1 £ 3 (Yasushi Kawai)

BN A KBS 4 + ¥ 4 I~ & (Nagahama Institute of Bio-Science and Technology)

STEM FEJF71IC&Bk MBI 3 RTEBEDRHIL
Visualization of 3D human chromosome structure by STEM tomography
O MiF (Kohei Kaneyoshi), WA o (Soma Sasakura), =5 H JElff (Hideaki Takata),
P11 o (Susumu Uchiyama), f3 #Ai— (Kiichi Fukui)
B« B« .« 243563 (Div. of Adv. Sci. and Biotech., Grad. Sch. of Eng., Osaka Univ.)

HBIFEIE T —% 7 RNaseP B 2 /N7 EHE S Rpp21-Rpp29 d RNA ;EHELHEE

Mechanism of the RNA activation by RNase P proteins Rpp21-Rpp29 from a hyperthermophilic archaea

O 4! (Dan Jiang), J& K 2 (Kenta Tzumi), H1jS 5% 1.2 (Takashi Nakashima), KR4 3% 1.2 (Makoto Kimura)
JukBi + A5 A4y (Grad. Sch. Sys. Life Sci. Kyushu Univ.), 2FLARE + 2% Bt (Gra. Sch. of Bioenv. Sci. Kyushu.Univ.)

Pin1 B3R D & /N B 53 BEEE TR D RRIE G DR IR
Analysis of catalytic mechanism of a protease derived from Pin1
Ot B (Teikichi Tkura), fF W5HE (Nobutoshi Tto)

BER SR« WEEWE (Med. Res. Inst., Tokyo Med. Dent. Univ.)

T 2 OFRIF VAT Angptl2 DERIBER TS KUREZ AR LILRB2 & DHE(EAER
Crystallization of the C-terminal domain of angiopoietin-like protein 2 and binding analysis to
immune receptor, LILRB2
O%EH 7% ' (Takahiko Aramaki), HA B3 ' (Kimiko Kuroki), [ % > (Tsuyoshi Kadomatsu),

JEH e 2 (Kazutoyo Terada), B e — 2 (Yuichi Oike), Bl 2 ! (Toyoyuki Ose),

B B! (Katsumi Maenaka)

"Jtk - BidE (Grad. Sch. of Pharm. Sci., Hokkaido Univ.), 2AEK - BiPE (Grad. Sch. of Med. Sci., Kumamoto Univ.)

S PAVRUTHEBEAIREZ=FY MULIEEVINTEOR RSB ORBRIT

Degradation mechanism of mistargeted proteins on mitochondrial outer membrane

OMA 4 (Shunsuke Matsumoto), HIAS KfE * (Yasushi Tamura), VLI % * (Masatoshi Esaki),
oy SN (Toshiya Endo)

INOBEK - #E 44y (Fac. of Life Sci., Kyoto Sangyo Univ.),
ALK - B - W2 616% (Dep. of Mat. and Bio. Che., Fac. of Sci., Yamagata Univ.),
SREAR K « FS2EHF - 4 V- HIH (Dep. of Mol. Cell Bio., Ins. of Mol. Emb. and Gen., Kumamoto Univ.)
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2P-093

2P-094

2P-095

2P-096

B IRE Porphyromonas endodontalisti3k dipeptidyl peptidese 11 DFEH & HEEERRIT

Expression, purification and characterization of dipeptidyl peptidese 11 from
the periodontal pathogen Porphyromonas endodontalis

Ovby 4! (Akihiro Nakamura), fJHi FEIL ! (Yasuhiro Ito), $iA &2 ! (Yoshiyuki Suzuki),
B A (Yosuke Shida), PRAS %55t 2 (Yasumitsu Sakamoto), HIH 13 & 3 (Nobutada Tanaka).,
/SRR $ ' (Wataru Ogasawara)

"REHRIKR « I - ZEBE (Dept. of Bioeng., Nagaoka Univ. of Tech.), 25 F-PERIK + 3§ (Sch. of Pharm., Iwate Med. Univ.),
3H’n’fﬂj{ « 3% (Sch. of Pharm., Showa Univ.)

S46 N7 F S —E DiFiEHEE R DA

Elucidation of structure function relationship in family S46 peptidases

Otk mEIE ! (Yasuhiro Tto), iR &2 ! (Yosiyuki Suzuki), A %56 2 (Yasumitsu Sakamoto),
M fE 3 (Nobutada Tanaka), /INA%JEL P4 ! (Wataru Ogasawara)

lﬁﬁj{ « 1.+ 4% (Dept. of Bioeng., Nagaoka Univ. Tech.), 2%3512 « 3 (Sch. of Pharm., Iwate Med. Univ.),
*WAFIIK - #E (Sch. of Pharm., Showa Univ.)

BIREEMZZ T -HAMABAE Z KIBERNTRINT 5550
Development of methods to express posttranslationally modified recombinant proteins in E. coli
SR FER (Atsushi Shibata), /NG5 B2 (Hayao Kojima), 2B F5fll (Hidekazu Hoshino),
OB F5l (Hidetaka Torigoe)
B - B (Fac. Sci., Tokyo Univ. of Sci.)

MNRIFERZ20a2ICES "B " BKIEES DRARFFHE

Accommodation of marginally hydrophobic segments in and
around the endoplasmic reticulum translocon

OARH #i—HR (Yuichiro Kida), £7J§0 #iK (Yudai Ishihara), & JE{f (Hidenobu Fujita),
KP4 HA T (Yukiko Onishi), PiIT HE R (Masao Sakaguchi)

FEREIEK - Fi - ZE @Bl (Grad. Sch. Life Sci., Univ. of Hyogo)

| WtE - 74—IF 1 %7 / Biophysics, Protein Folding (2P-097 ~ 2P-123)

2P-097*

2P-098*

2P-099*

BEMBTORETF00 D AREREEAEFED SUREEOS FREHIE & RSB Oz
Molecular recognition mechanism of hematopietic prostaglandin D synthase with cofactor and substrate
OEM HAh ! (Keisuke Asada), [SA % ! (Shigeru Shimamoto), K¥FA KK ! (Tomohiro Oonoki),

LU 2 (Takahiro Maruno), /]NFR #i¥k 2 (Yuji Kobayashi), 4T {54 3 (Kosuke Aritake),

O P (Yoshihiro Urade), H /& HE—- ! (Yuji Hidaka)

35K+ BT (Fac. of Sci. and Eng., Kindai Univ.), 2Bk + |2 + 1. (Grad. Sch. of Eng., Osaka Univ.),
SR - S MR R S W52 B RE (Int. Inst. for Integr. Sleep Med., Tsukuba Univ.)

EEBEHFERICEITZZE BN D AU QS 17— EIEDHER

Elucidation of dimerization mechanisms of N-cadherin to find its inhibitor

OB wige! (Takumi Tashima), T_J# FK ! (Shota Kudo), &[MA B 2 (Satoru Nagatoishi),
HT7TRAL T Rk (Jose Caaveiro), AR {5 23 (Kouhei Tsumoto)

"HUKBE + T - {bZE (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),
ZHKRE « 1 234 F T Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo). Bk + EFMIF (Inst. of Med. Sci., Univ. of Tokyo)

BFRASANT 1 FREEDIVRDV I RTOARE TP D AEEBRORRERE SIUNT D VHELIC
5x15%%&

Effects of an intramolecular disulfide bond in lipocalin-type prostaglandin D synthase on its
thermal stability and pepsin digestion

OE 1y 4 & (Shogo Atsuji), SHTRES (Yoshiaki Teraoka)., W7 BE (Takashi Inui)
KIEHF R - B« A fiyBRd% (Grad. Sch. of Life & Envi. Sci., Osaka Pref. Univ.)
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2P-100*

2P-101*

2P-102*

2P-103*

2P-104*

2P-105*

2P-106*

2P-107*

2P-108*

BHO7IOA FEANTF FORETIERLERICHTD7 I 04 MRHERRERE
Amyloid Fibrillation in Complicated Systems Containing Various Amyloidgenic Peptides
O & (Hiroya Muta), 5% 1E4% ! (Masatomo So), BAJ} —IF 2 (Kazumasa Sakurai), % #i 0 ! (Yuji Goto)

IK)ij( « 2 IBF (Inst. for Pro. Res., Osaka Univ.), 2)&%%7{?  JeUn T AE (High Pressure Pro. Res. Center, Inst. of Adv. Tech, Kindai Univ.)

REE D Y NOZEEEOHEOFBEAOKR

Conversion of aggregation-prone GroE substrates into soluble proteins

OZii < A (Tsukumi Miwa), H{# 58 (Ryo Shirahama), K|l #j%s (Rina Oyama), J}3J) s (Tatsuya Niwa),
17T 3548 (Hideki Taguchi)
P - 26 BT (Tokyo Inst of Tech)

AEXF CRAEEREOYIECFMEE (ERRIRT

Physicochemical analysis for the interaction of ubiquitination related proteins

O K& ! (Tench Ten), &A1 iz 2 (Satoru Nagatoishi), I ffi—HR 3 (Junichiro Inoue),
HEA #5F 1 (Kohei Tsumoto)

lﬁﬁl@ﬁ E N (2 (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),
KR - T - 284 F T Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo). “HiA + EEFMIF (Inst. of Med. Sci., Univ. of Tokyo)

FIFZVICEKBRBE N7 EOMEBREEOIFIHEE
Arginine suppresses heat-induced aggregation of hen egg-white proteins
Ot H@) ! (Tachun Hong), 77 T FlDER ! (Kazuki Iwashita), {*F BH5A 2 (Akihiro Handa),
A BARER! (Kentaro Shiraki)
VIR BE - BB (Inst. Appl. Phys., Univ. of Tsukuba), 2F.2— Y — (k) WIZEBIFAE (R & D division, Kewpie Corporation)

PIHEHEEFR AD O NMR EFGFERNES I 2L—23a VKB A1 T AR
Structural dynamics of an alkane synthase, AD, studied by NMR and molecular dynamics simulations

OAH 4 ' (Yuma Suematsu), 2 HEW] * (Yuji O Kamatari), Ak B3 ' (Yuuki Hayashi),
FH 537 (Munehito Arai)

K - A AL - A4 BRES (Dept. of Life Sci., Univ. of Tokyo),
A K - SRR A TISE e ~ ¥ — (Life Sci. Res. Center, Gifu Univ.)

BEERNVEDT A—=NT 1 T RERIR

Analysis of the folding rate of aggregation-prone proteins

Ofhi 5L (Takuro Ishigaki), F1{& 5& (Ryo Shirahama), J}3J4 ;EHL (Tatsuya Niwa), HIT 345 (Hideki Taguchi)
HTK - A4 PE T (Grad. Sci. of. Biosci. & Biotech. Tokyo Institute of Technology)

HEMREERIZFREEICREDP S I AT +—IV R SOD1 & /N7 EOEERHFH
Characterization on a misfolded structure of Cu, Zn-superoxide dismutase in amyotrophic lateral sclerosis
O%e75 1! (ltsuki Anzai), [l J& 23 (Atsushi Mukaiyama), kIl 15:& 23 (Shuji Akiyama),
W B! (Yoshiaki Furukawa)
e KBz + BET. (Dept. of Chem., Keio Univ.), 253255+ A F & (CIMoS, IMS),
SR (Grad. Univ. for Adv. Studies, SOKENDAT)
KAREZ 2N EOIAEEMECRT DEATART
Statistical analysis on the structural property of native proteins
O & 7515 (Hidenobu Kawai), #E5£G KHifi (Daisuke Takahashi), #JF 534~ (Munechito Arai)
POk« AL - A6y Bis% (Dept. of Life Sci., Univ. of Tokyo)

Trypanosoma brucei H13& GMP reductase (¥} % Cystathionine 8 Synthase domain DEEERFIR

Characterization of Cystathionine 3 Synthase domain in Trypanosoma brucei GMP reductase

O4 A & (Akira Imamura), [ii] i 35t (Tetsuya Okada), PYAY FEf (Shigenori Nishimura), ¥z [ (Takashi Inui)
KBUFF K - B - A Ay BREE (Grad. Sch. of Life & Envi. Sci., Osaka Pref. Univ.)
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2P-109* BFAPANT 1 REEDBIVERDIV VBTOARRITF oI D ARBHROIBIBEICSAPEE
Effects of an intramolecular disulfide bond on conformation of lipocalin-type prostaglandin D synthase
O H: 5 (Yoshiaki Teraoka), JE M 44 (Shogo Atsuji), ¥z P& (Takashi Inui)
KB K - Bt - 2y B (Grad. Sch. of Life & Envi. Sci., Osaka Pref. Univ)

2P-110* BETICHIIZZEAEICEZZBEOHR
Effect of solvents to proteins on high pressure
OT 4% —H (Kazuki Shimotani), [l £ (Tadashi Kamiyama)

FEK - A BLT. - P4~ (Dept. of science and engineering, Kindai Univ.)

2P-111* a-SUbPPLTIVDOYVIE M=LAFRENTIOE 21— VIREORHFHEE
Thermodynamic properties of sorbitol-induced molten globule state of a-Lactalbumin
OF H 54 (Masatada Ishida), AL U (Tomokadu Marutani), ffi[l] [& (Tadashi Kamiyama)
FEK + LT, « B (Science, Grad Sch, Kindai Univ)

2P-112* SHAFYUKBRHBICEISZ BTV bIOTY) o OREAHHHEE
Kinetic thermal measurement for higher-order structure of B-Lactglobulin.
OMA it (Tomokadu Marutani), A F43E (Ayaka Fukumoto), Ffi[l] [ (Tadashi Kamiyama)

WK - BERET. - B (Dep. of Chem., Kindai Univ)

2P-113* SUETOTMN IV ERICHEL 2 DDBEFEDESHRUDRSR
Search for the binding sites between two enzymes essential for cyanobacterial alkane biosynthesis
O <y ! (Mari Chang), H%% & 2 (Keigo Shimba), #k 534} 2 (Yuuki Hayashi), i 554 1.2 (Munehito Arai)

YBEH - B - WP (Dept. Phys., Univ. of Tokyo), “HUA - ¥4 304L - A4y Bik% (Dept. Life Sci., Univ. of Tokyo)

2P-114* BEREXREBICEDOVWVEREREREDIERF
Understanding of aberrant protein aggregation based on the competitive aggregation mechanism
OJE L #3FE (Masayuki Adachi), 5% 1E5§ (Masatomo So), £ #ild (Yuji Goto)
B K « B2 FAMWF (Inst. Protein Res., Osaka Univ.)

2P-115* XAZEM X /N E HIV-1 Tat DL FIEERRT
Structural analysis of the intrinsically disordered HIV-1 Tat protein
OH# )5 B -F (Tomoko Kunihara), Ak Z348 (Yuuki Hayashi), T {H (Hisashi Kudo), {i/{F F515 (Hidenobu Kawai),
[ F54 (Yoshiki Oka), HiF 534~ (Munehito Arai)
BOK - AL - Ay BRss (Dept. Life Sci., Univ. of Tokyo)

2P-116* 73I0O0A FRHEERICHTE 71 TV /) =5 OHREHR
Coexisting effects of fibrinogen for amyloid fibril formation
OWFE K& (Taiki Akai), [AR EA8 (Naoki Yamamoto), 84+ #ZB (Eri Chatani)
A KB - B - 4L (Grad. Sch. of Sci., Kobe Univ)

2P-117* ANIUICEZ 7 I 04 FRHET AR ORE L IMHE D5 FHE
Molecular mechanism underlying the heparin-induced acceleration and inhibition of amyloid fibrillation
O ¥ (Ayame Nitani), 2 ER (Hiroya Muta), J& /. A (Masayuki Adachi), 5% IE% (Masatomo So).
% HiJE (Yuji Goto)
Pk« # A (Inst. Protein Res., Osaka Univ.)

2P-118* 77U b7 UIC&Ba YR I LA U7 IOA FRMERRING ORISR
Study on the inhibition mechanism of anthocyanin for Alpha-synuclein amyloid fibril formation
OFR/! (Seki Lee), AHB FBIA 1,2 (Kunihiro Hongo). ¥ 17 12 (Tomohiro Mizobata).,
N (Saori Kobayashi), {1 Hé& 1.2 (Yasushi Kawata)

VES KR - B - BEHETEAE (Dept. of Biomed. Sci., Grad. Sch. of Med. Sci, Univ. of Tottori),
ZE‘JCF?E < 1.« WS (Dept. of Chem. and Biotech., Grad. Sch. of Eng., Univ. of Tottori),
ShA AT (BE) (Wakasa Seikatsu CO., LTD.)
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2P-119*

2P-120*

2P-121*

2P-122*

2P-123
(25A-02)

CXXC motif EA GroEL TR AN HEEERRIR

Functional characterization of a mutant chaperonin GroEL with a CXXC motif

Ok B ¥ (Yoko Shima), liLH 52 (Masashi Ikeda), AHE FFJA (Kunihiro Hongo), i/ Hl HEa& (Yasushi Kawata),
i#E¥ J1%2 (Tomohiro Mizobata)
BICKE: « T« WIS (Dept. of Chem. & Biotech., Grad. Sch. of Eng., Tottori Univ.)

1-Alkyl-3-methylimidazolium iodide & U Cyclodextrin RICH (13 2 /NI EOBRREM
Thermal stability of protein in 1-Alkyl-3-methylimidazolium iodide and Cyclodextrin
O M (Madoka Okabe), = &/ (Toshiki Miki), #i[1] [E (Tadashi Kamiyama)

SEK - BT - F (Dept. of Chem., Kindai Univ.)

BWZEE CBB &M\ /= GPCR D#RE M ST
Thermal stability assay of G-protein coupled receptor using modified CBB.
Oyt B8 ' (Youki Takamuku), $5A E# ' (Nanao Suzuki), H B %t > (Tomoya Hino),
WA A (Tomohiro Asakawa), # ff(=¢ 3 (Toshiyuki Kan), 77 H 4 4 (So Iwata), AH @1 " (Takeshi Murata)

IT-#8K - B - {b (Dept. of Chem. Grad. Sch. of Sci., Chiba Univ.),

2‘%H5Uc T. - 4t « &) (Dept. of Chem. and Biotech, Grad. Sch. of Eng., Tottori Univ.),

SRR LV K $E (Sch. of Phar. Sci., Univ. of Shizuoka), *HU#EA + B (Dept. of Cell Bio., Grad. Sch.l of Med., Kyoto Univ.),
SJST ¥ X 7SI} (JST, PRESTO)

ARFINTIVOET7 I0O04 FERBEO B E R

Isolation and Characterization of a Highly-Amyloidogenic Peptide of Ovalbumin

OUpHh BLJE (Masahiro Noji), ¥FIH F9# (Sayaka Noda), 5% IEFY (Masatomo So), Abf§ #i5 (Hironobu Hojo),
#eE HYE (Yuii Goto)
Bk -+ #FIBF (Inst. Protein Res., Osaka Univ.)

BRLM 7 A —NT 1 %% 2% PDI 77 X ') —BR OB AEHIBOZA
Elucidation of novel mechanism of PDI family members in catalysis of oxidative protein folding
OBy TFA ! (Masaki Okumura), TFJf: fd KRR 23 (Kentaro Noi), 44) £ ! (Shingo Kanemura),

HGERR (Takaaki Hikima), FkIL #5:& 34 (Shuji Akiyama), /Myt 25 (Teru Ogura), Ff#E #fk 1,5 (Kenji Inaba)

lﬁ,ﬂj)\ + %30 (1IMRAM, Tohoku Univ.), ek - FEAENF (IMEG, Kumamoto Univ.), SBHAF - J& % (RIKEN SPring-8 Center),
‘%W ams), *CREST, JST

| 7077 —L - EAE IS / Proteomics / Protein engineering (2P-124 ~ 2P-148)

2P-124*

2P-125*

2P-126*

BELEE O NVERMREERENEEZFALEET7 IOA FREZ N BIRHOEE
Development of artificial protein-fiber by applying easy-to-use protein-protein interaction design
OJUK gk ! (Sota Yagi), #Rif 5 HL 2 (Satoshi Akanuma), PN 3L ! (Tatsuya Uchida),

I WIEZ ' (Akihiko Yamagishi)

"Bi$E K - ZEAy (Tokyo Univ. of Pharm. and Life Sci. Dept. of Appl. Life Sci.), 2. « A4 (Waseda Univ., Facl. of Hum. Sci.)

CHO #HBIE3R sHsp DI K U HEHERZIR

Expression and Characterization of sHsp from CHO cells

OF B i (Natsuki Iwamasa), #f 3% K (Eiryo Sha), LA B> (Yohei Yamamoto),
wa A (Yosuke Fukutani), #§+ i 1E3 (Masafumi Yohda)
BTk RL - AaL (Dept. of Biotech. and Life Sci., Grad. Sch. of Eng., Tokyo Univ. of Agr. and Technol.)

CupriavidusBBEHRRNVE L OF * 5 F—EORBRRUIEERIRT

Gene expression and functional analysis of Benzene Dioxygenase from Cupriavidus sp

OB4% £ (Minami Shimabukuro), 3 1~ (Hisashi Watanabe), %11 Bi— (Keiichi Noguchi),
FTEH IE (Masafumi Yohda)

BLT K« 1.« A4y 1. (Dept. of Biotech. and Life Sci., Grad. Sch. of Eng., Tokyo Univ. of Agr. and Technol.)
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2P-127* BREC_EHATIERE Super WA20 (SUWA) DRELHERIFEEARE T/ 70Y VA DA

Analysis of Super WA20 (SUWA), an Ultra-Stabilized Dimeric de Novo Protein for
Self-assembling Protein Nano-building Blocks (PN-Blocks)

OARM M9k (Naoya Kimura), /MK 1H L (Naoya Kobayashi), HrJf: &— (Ryoichi Arai)
’1%‘)” X - ﬂ’z%ﬁ <ok (Dept. of Appl. Biol., Fac. of Tex. Sci. Tech., Shinshu Univ.)

2P-128* DT40 #ifa%zFIA L =BELRRAGI P27 2 J O
Antibody engineering using DT40 cells
OEA #5]! (Koji Hashimoto), Hi{: fH°- 2 (Kohei Kurosawa), A1 3% ! (Akiho Murayama),
)2 7557 ' (Hidetaka Seo), KM #84 ' (Kunihiro Ohta)
YRR - AL - A Ay BREE (Dept. of Life Sci., Grad. Sch. of Arts and Sci., Univ. of Tokyo),
23 Tk - AL TS (Dept. of Biochem. and Mol. Biol., Univ. of Chicago)

2P-129* VURADVURTOREIFT 2 D AREREAVEHBEEREEMORHFIL
Formulation of poorly water-soluble basic drugs by using lipocalin-type prostaglandin D synthase
O3k Ef2 (Masatoshi Nakatsuji), {11 #ff 22 (Masashi Mizoguchi), f1f& 5 (Osamu Ishibashi), ¥z [& (Takashi Inui)
KBRHAFK « B - Ay B3 (Grad. Sch. of Life & Envi. Sci., Osaka Pref. Univ.)

2P-130* SIBHIEREHIC S BMMAREBA J> K FPA OIS
Rational design of FPA, a ligand for antibody purification
O J5#8} (Yoshiki Oka), {8 Z%F (Taihei Sawada), ##38 (K (Takahiro Watanabe), #& 53 (Yuuki Hayashi),
Bt 5447 (Munehito Arai)
JOK « BATAL - B (Dept. Life Sci., Univ. of Tokyo)

2P-131* EBE M VARTFA4 0 2RV ZEHRERBOBELCRFORIETNIVE
Construction of a bispecific antibody from the camelid antibody VHHs via in-cell protein trans-splicing
OF® &=H! (Natsuki Haga), 4% B! (Yuki Shibuya), %5 KRR 3 (Ryutaro Asano),
Mt ey 2 (Mitsuo Umetsu), ELRE Sefs ! (Koki Makabe)

"B K - BB 1. - 234 +{b%: (Grad. Sch. Sci. Eng., Yamagata Univ.),
zﬁ;ﬂﬁj: < BT+ 234 F 1.4~ (Grad. Sch. Eng., Tohoku Univ.), %ﬁ}?’:}%lﬁ « &1 (Grad. Sch. of Eng., Tokyo Univ. of Agr. and Tech.)

2P-132* #HEm Lz B E L= ROBO1 scFv NZE RIAf#If
Mutant analysis of an anti-ROBO1 scFv to increase its affinity
O #5435 ' (Anna Yui), T MK * (Shota Kudo), FKZE M ' (Hiroki Akiba), HIAJT 3R ° (Makoto Nakakido),
EMa ! (Satoru Nagatoishi), F I 5¢ 4 (Tsuyoshi Inoue), {LFE Pk 5 (Takao Hamakubo).,
HEA B LS (Kouhei Tsumoto)

"gikpz « 1. - 284 > ¥ (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo).
ZgkRE - T - b4 (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo), B « BEFHIF (Inst. of Med. Sci., Univ. of Tokyo).
4|§)ij(|§"ﬁ « 1.« Mt (Osaka Univ. Grad. Sch. of Eng., Div. of App. Chem.), Sﬁj( « Jedihf (RCAST, Univ. of Tokyo)

2P-133* I a1—4%/—LRRICKZFREBREK 3- 1/ 70N O OBEKFEHEDKES:EEL
Mutanome analysis for improved low temperature activity of
a thermophilic 3-isopropylmalate dehydrogenase

OV Tk (Mizumo Bessho), ZR{H ¥ 52 2 (Satoshi Akanuma), KA} Z Y ! (Hikono Kimura),
115 Wi ' (Akihiko Yamagishi)
"MK - ZE 6y (Dept. of Appl. Life Sci., Tokyo Univ. of Pharm. Life Sci.), *H.k « AR} (Facl. Human Sci., Waseda Univ.)

2P-134* XEBEEERZZAVMEIRZ 2 NJEOBSHRIAFZELTET 2 RINH O%EH
Additives to enhance auto-induction of recombinant protein with E.coli expression system
OB e ! (Nariyasu Tahara), 542 FlI{% ! (Kazuyo Takeo), % JE g 2 (Naoya Shibata),
R ! (Fumiaki Suzuki), HJI] ! (Tsutomu Nakagawa), {45 #HR ! (Akio Ebihara)
Wk« JZE (Fac.of Appl. Biol. Sci.), M Bz - JBA: (Grad. Sch. of Appl. Biol. Sci.)
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2P-135*

2P-136*

2P-137*

2P-138*

2P-139*

2P-140*

2P-141*

2P-142*

2P-143*

BFEBES b7 0L P450 (CYP5136A1, CYP5136A3) DRBERBE LU /0L b5 ICKBHEERIR

Heterologous expression of cytochromes P450 (CYP5136A1 and CYP5136A3) from
a basidiomycete and functionalization by cytochrome b5

Ol B! (Mayumi Hatakeyama), L} w2 (Takuya Kitaoka), — i Lva (Hirofumi Ichinose)

‘hj:ll;—; « /B (Grad. Sch. of Biores. Bioenviron., Kyushu Univ.), zj‘LjC[‘;dE « BL (Fac. of Agric., Kyushu Univ.)

7 RASVDEBBE RAXA S TFVESIDFELBLS THEHEAT I TVEND
Transmembrane domain of an adhesin is translocated into outer membrane without its signal sequence
OB A HH| T (Eriko Aoki), HEJE FIJE (Kazuo Fujiwara), {thI] ¥ (Masamichi Tkeguchi)

A« T - A3 (Dept. Bioinfo., Grad. Sch. Eng., Soka Univ.)

RETERZROFVNVEICBELRDPOT I ) BIERORERA

Elucidation of the smallest amino acid sets for a stable and active protein

OffeA W54 ' (Takahiro Sasamoto), [ Hl Lg% ' (Masami Shimada), [11/7 W] ' (Akihiko Yamagishi),
R 2 (Satoshi Akanuma)

IGUHEK - 2By - IS4 (Dept. of Appl. Life Sci., Tokyo Univ. of Pharm. Life Sci.),
2K - AR - ARIBREE (Faculty Hum. Sci., Waseda Univ.)

Streptavidin-biotin #iE A ZFIMA L /=2 E#{L L-PGDS DIER
Construction of multimeric L-PGDS using streptavidin-biotin interaction
OFHh FLJE (Naohiro Shimoji), iyt FEf2 (Masatoshi Nakatsuji), B¢ #i# (Yuki Zenno),
AH T (Atsuko Ishida), K FR (Shota Shimizu), [ 7 (Takashi Inui)
KBUREK - Bt - Ay B35 (Grad. Sch. of Life & Envi. Sci., Osaka Pref. Univ.)

ATFOESENTF FORMEICE D ZE/NT b—THAEDERN

Generation of a biparatopic antibody by fusion of hetero-associating peptides

O%AW Bk (Akihiro Iwase), JbAy Bt (Masaya Kitamura), FAPY %f (Takeshi Nakanishi)
Witk - BTl - {k2E (Dept. of Appl. Chem. and Bioeng., Grad. Sch. of Eng., Osaka City Univ.)

ELISA iZEDHEEICE B RBEBNADEENES - EAEBMBEEERR V-7
ELISA-used quantitative screening for cytotoxicity and protein-protein interaction without
purification process

O#1 fE2E N (Aruto Sugiyama), i JEUE (Mitsuo Umetsu), H13# Y, (Hikaru Nakazawa),
LI KRR (Ryutaro Asano), —.JFF ¥ (Teppei Niide), Jlt#f WS (Takamitsu Hattori)

B K - BT+ 754 % 1. (Dept. of Biomol. Eng., Grad. Sch. of Eng., Tohoku Univ.)

B3 Fnk—EVESHEOREAMITECREZSICRIZET ) O U RERDRREOTE
Influence of protein surface around lysine in chemical conjugation for
constructing small antibody drug conjugate

ORR#EB 15~F (Shuhei Hattori), HR&S I&FS (Takamitsu Hattori), Wi S (Hikaru Nakazawa), Mt J69¢ (Mitsuo Umetsu)

WALk - Bl + 734 5 1. (Dept. of Biomol. Eng., Grad. Sch. of Eng., Tohoku Univ)

BXHREE Y — Quenchbody IZ KB HAMES /37 E HER2 D&

Detection of cancer cell antigen HER2 by a fluorescent immunosensor Quenchbody

O #t! (Yuya Oka), HE R R 2 (Heejin Jeong), i 4ri (Jinhua Dong), W 42 (Hiroshi Ueda)
VTR - FIT - fLARBREE (IGSSE, Tokyo Tech), BTk « % JEHF (Chem. Res. Lab., Tokyo Tech)

NGS EFIRZRICE BRRRETIVINA VHH RET 7 =254 75 ) H 5 OHRFRHRORFDEE

L ST HERRIR

Identification and characterization of antigen-specific antibodies by NGS analysis from

the antigen immunized alpaca VHH phage library

OJFA & (Satoshi Kishimoto), Abdor Rafique. VT E#i§ (Kiriko Satake), %7 #%{E (Yuka Miyamoto),
JHEIGF 2% (Kanade Fujisaki), M H1E T (Yukiko Kato), Jl#E A —HI5 (Dai-ichiro Kato), JFH #i = (Yuji Tto)

FEK - BT - A4k (Dept.Chem Biosci., Grad. Sch. Sci Eng., Kagoshima Univ.)
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2P-144* BELEEFBICKZ I I/OET A MERRISDRISHERE, 741 7 QiEHNOEEFHE
Reaction Analysis of Microwave Assisted Enzymatic Reaction under Precise Temperature Control,
and the Microwave Output Dependence
OJEIT B4 (Kenshi Haraguchi), A & 17 (Fujiko Aoki), RPN 4§75 (Shokichi Ohuchi)

LK - ﬁiﬁ%iﬁ]: (Dept of Biosci & Bioinfo, Kyushu Inst Tech)

2P-145" 54 FF VBB HEHNT 5 —FMREO X RS REERIT
Structural analyses of PCB4scFv-dioxin derivative complexes by X-ray crystallography
OXJe &' (Toshiya Ohara), LT & ! (Shun Yamashita), i B 7 ! (Natsuki Fukuda),
e ¥ith 2 (Takashi Sato), /M Ak B 2 (Yoshihiro Kobashigawa), |1 I # %A% 3 (Sayaka Yamagami),
K TR (Chiwa Kataoka), {#HHA —2Z 3 (Kazuyuki Sawadaishi), HAy it 2 (Teruya Nakamura),
IEE W Y T2 (Yuriko Yamagata), PR BARS 2 (Hiroshi Morioka)

"REK + [z - 3K (Grad. Sch. Pharm. Sci., Kumamoto Univ.), 2REK + B + A:45Fk4% (Fac. Life Sci., Kummoto Univ.),
3SH—INU TV - N4 FH L T VF 4 v 7 (CBST.LLC)

2P-146* Saccharomyces cerevisiae Z AL = Eh A 2Bk CCR5 DAEFARZ DL
Large-scale expression and purification of chemokine receptor CCR5 in Saccharomyces cerevisiae
for biophysical and biochemical studies
ORYJE M5 (Naoki Matsubara), {47 F5# (Mitsunori Shiroishi), AfiHH 1E (Tadashi Ueda)
JUK - 3 - H P AISE (Dept. of Prot. Struct., Func. and Des., Grad Sch. of Pharm., Kyushu Univ.)

2P-147" 41K AGE (L& /N BIRHHRDOBRICENT F=—AK Sk (scFv) DORIREFEE
Development studies of single-chain antibody fragments (scFv) for in vivo detection of
AGE-modified proteins
OfH B! (Natsuki Fukuda), IR Ji i ! (Hiromi Miyazaki), 5111 #§HI1H 2 (Yukari Wakeyama),
e A ! (Yusuke Nakahara), i W5 3 (Takashi Sato), /M1 4k 1 3 (Yoshihiro Kobashigawa),
SEYE eI (Fumina Osaka), 7 ¥ 4 (Takashi Saito), Hijfift P35 4 (Katsumi Maenaka),
L N El (Kentaro Noi), /Myt b 5 (Teru Ogura), HAT M4l 3 (Teruya Nakamura),
IEg w73 (Yuriko Yamagata), PR BARS 3 (Hiroshi Morioka)

"HEK - Bt - 3 (Grad. Sch. Pharm. Sci. Kumamoto Univ.), TREK - 3 (Sch. Pharm. Sci. Kumamoto Univ.),
SHEK - Bt - ZEAFFY (Fac. Life Sci. Kumamoto Univ.), *JbK « Bt « 3& (Grad. Sch. Pharm. Sci. Hokkaido Univ.),
SHEK - FEAMF (IMEG Kumamoto Univ.)

2P-148 AIZEAHET/ 70v70ORERARICEZECHBES T/ BEESHFORILH

(2SA-06)  Self-assembling supramolecular nano-architectures created from protein nano-building blocks using

a dimeric de novo protein
O/ it 12 (Naoya Kobayashi), #F 5¢— 1.2 (Ryoichi Arai)

lﬁ‘)‘l‘lj{ B AT - BT 7 £ 73— (Dept. of Biosci. Text. Tech., Interdiscipl. Grad. Sch. of Sci. Tech., Shinshu Univ.),
ng"}”j( < WEHE - DA (Dept. of Appl. Biol., Fac. of Tex. Sci. Tech., Shinshu Univ.)

| #aeRRIR / Protein (2P-149)

2P-149 A novel construct of modified GSTm-T1 lipase for effective purification strategy
O Raja Noor Zaliha Raja Abd. Rahman, Che Haznie Ayu Che Hussian, Adam Leow Thean Chor,
Mohd Shukuri Muhammad Ali

Enzyme and Microbial Technology Research Center, Faculty of Biotechnology and Biomolecur Sciences,
Universiti Putra Malaysia

| 72 =15+ % / Protein Folding (2P-150)

2P-150 Glycine-Alanine Dipeptide Repeat from C90rf72 Hexanucleotide Expansions Forms Toxic
Amyloids Possessing Cell-to-cell Transmission Property

O Yun-Ru (Ruby) Chen

Genomics Research Center, Academia Sinica
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