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3P RALZ—5E (2F £HA9KR—IL) / Poster Place (2F Multipurpose Hall)
6H9H (K)/June 9 (Thu.) 12:45~ 14:45

FIEREER] - MBS 12:45 ~ 13:45 / BHES 13:45 ~ 14:45
Discussion : Odd Poster Number 12:45 ~ 13:45 / Even Poster Number 13:45 ~ 14:45

3P-001

3P-002

3P-003

3P-004

3P-005

3P-006

| E‘ERAS#E:E / Protein structure (3P-001 ~ 3P-059)

==

FEILRZEE SR POMGNT1 AT L R AL I3HEHZRHE L. O-Man RUEEFEBLOFEETTD.
A novel carbohydrate binding domain of the POMGNT1 stem region modulates O-mannosylation
sites of a-dystroglycan
O 2! (Naoyuki Kuwabara), #5 %+ i 2 (Hiroshi Manya), [11H {2 2 (Takeyuki Yamada),
AP s (Hiroaki Tateno), BAMH JC BE-¥- 4 (Yuriko Hirose), JK¥f LR 4 (Mamoru Mizuno),
NN T (Mitsunori Ikeguchi), Ak i 3 (Jun Hirabayashi), T-H ## ! (Toshiya Senda)s,
g EH 2 (Tamao Endo), I HE— ! (Ryuichi Kato)

TR - BURDE - B4R (KEK-PE, SBRO), “HRMEHERFFRHAEL (TMIG), JERMF - A3 ILME (AIST, BRDD),
“WFIIWF (Noguchi Inst.), HTli K + A2#y[E (Yokohama City Univ., Grad. Sch. of Med. Life Sci.)

NERMANFESEOEREAEDHEERICH T HRMEIHER
Thermodynamic and structural basis of interaction of an antibody against various metal chelates
OFkZE 24! (Hiroki Akiba), %H KE4» 2 (Ryosuke Yoshida), # 74 1 F+t ! (Jose M. M. Caaveiro),

HEA #5F > (Kouhei Tsumoto)

l%ﬁl@ﬁ « 1.« N4 + I Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo),
ZHKEE + 1. - {k (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo), *H{A « BEFHIF (Inst. of Med. Sci., Univ. of Tokyo)

TIANIYAROY, PR IOTZUICEBREN ALS RE 2 /378 SOD1 G93A EREFD
7 204 NERMERBIH
Suppression of the amyloid fibril formation of SOD1 G93A mutant, a familial ALS causative protein
by a chemical chaperone, anthocyanin
O H HEE ! (Yasushi Kawata), ZZJH Jii 2l ! (Mizuho Ando), ZA&HF FRIL ! (Kunihiro Hongo),
T g ! (Tomohiro Mizobata), /INFK P9k 2 (Saori Kobayashi)

VBICK » T, - 22 H (Dept. of Chem. and Biotech., Grad. Sch. of Eng., Tottori Univ.),
SRR At b A S 3G (Wakasa Seikatsu Corporation)

Signaling molecules of the energy stress response pathway in Bacillus subtilis
O Nipawan Nuemket'. Kazuki Omichi’. Takashi Kumasaka'

'Japa. Sync. Radi. Rese. Inst.. *Kwansei Gakuin University

BKEZRE2XEREATHIEOERRLIEES

The effective crystallization of proteins introducing hydrophobic residues.

O/ ! (Megumi Kosaka), [LI[H 754 2 (Hidenori Yamada), —- bl #—RE 2 (Junichiro Futami),
EALN (Hiroko Tada), T KHF 3 (Taro Tamada)

IR - HRAGREZE £ ~ ¥ — (Ad. Science Research Center, Okayama Univ.),
zlﬂ 1K - Bi - A ?’?ﬂ? (Grad. School Natural Science and Technology, Okayama Univ),
SET- kR - BT ¥ — A%+ ~ ¥ — (Quantum Beam Science Center, JAEA)

PREHZfE & S 7= PsbA3 - PSIl DiERIEE
Crystal structure and inhibitor binding properties of the PsbA3-only photosystem Il
OfKH fan! (Fusamichi Akita), HE& 52%% ! (Takahiro Kuma), i fil Z3H:3¢ ! (Natsumi Ugai),
oA (Michihiro Suga), #5iili 9% 2 (Miwa Sugiura), 773 Hi¥ 3 (Masako Iwai),
Wy B (Masahiko Ikeuchi), 7k @tf~ ! (Jian-Ren Shen)

K - HRFY - J6E K (Photosynth. Res. Cent., Grad Sch. of Nat Sci. and Tech., Okayama Univ.),
2EhEk - T a5 44 T~ A (Proteo-sci. Res. Cent., Ehime Univ.), “HK « #4304t (Grad Sch. of Arts and Sci., Univ. of Tokyo)
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3P-007

3P-008

3P-009

3P-010

3P-011

3P-012

3P-013

3P-014

3P-015

BEANEI OE VEREMARIKEDRER

Analysis of the oxygen-dissociation intermediate states of the giant hemoglobin

OWEA 153! (Nobutaka Numoto), H1JI| ZKER 2 (Taro Nakagawa), Vi Wl ! (Nobutoshi Ito),
FRECE (Yoshihiro Fukumori), =A JfJ 4 (Kunio Miki)

l[zﬂ’@ﬂ»j( « BEWF (Med. Res. Inst., Tokyo Med. Dent. Univ.), 2Ei§5/§ A % K (Nagahama Inst. of Bio-Sci. and Tech.),
34IRK - B TFZEHK (Col. of Sci. and Eng., Kanazawa Univ.), *JUK « BB (Grad. Sch. of Sci., Kyoto Univ.)

BOVEYERLEF—T7THSDPFEF—T7DRYVERLEDEMICES
SGIP1 u homology domain ADFRE [ _E#i4E

Mechanism of the affinity enhancement of a short repeated motif,
the DPF motif, by higher repetition in SGIP1 p homology domain binding

OGS H B (Atsushi Shimada), [T 7 (Atsuko Yamaguchi), fiHH Kii§i (Daisuke Kohda)
JUK « A BEWF (Med. Inst. Bioreg., Kyushu Univ.)

VTV AFRENTF N Cy-AMP1 O X 5 REERIT
X-ray crystal structure analysis of Cy-AMP1, an antimicrobial peptide from the cycad Cycas revoluta
OA&M k! (Koji Nagata), %% & ! (Tomoki Kamiya), AL 2 2 (Seiya Yokoyama)s,

O (Yuji Minami), 285 & ! (Masaru Tanokura)

YK - R} - IS ZE{E (Dept of Appl. Biol. Chem., Grad. Sch. of Agric. Life Sci., UTokyo), 2B + f2 - 42%1L (Biores. Chem,
Faculty of Agric., Kagoshima Univ.)

ARMERIE X D =X LDORA%EBIEL/=BREBDOHT ¢ T X 2 bOEIERRIR
CryoEM structural analysis of muscle thin filament composed of actin filament, tropomyosin and troponin
OIlH 34! (Yurika Yamada), ¥ 1% — 1.2 (Keiichi Namba), i B 1.3 (Takashi Fujii)

"Rk - A:ArBEAE (Grad. Sch. of Frontier Biosci., Osaka Univ), “BEfiff -+ QBiC (RIKEN QBiC), *JST « ¥ X A%1F (JST PRESTO)

MABEERIFICEIT 2 PO FUTHEEM 2 A07—42— TOM40 BEHDKERR

Large scale purification of the protein translocator of the outer mitochondrial membrane

Ok HF! (Yuhei Araiso), MiA J5 ! (Kaori Yunoki), /¥ {6 ! (Shin Kawano), ey N (Junko Suzuki),
A2 (Akihisa Tsutsumi), 5 )I] HE 3% 2 (Masahide Kikkawa), aji§ <}t ! (Toshiya Endo)

IMOE K - ¥8E 44y (Fac. of Life Sci., Kyoto Sangyo Univ.), 2HEK « [ (Grad. Sch. of Med., Univ. of Tokyo)

R ZER L7 I 040 R RIS

1AV Y B#HPEKT IMPSEFEOF S 72)E—2a -

The mechanism of the amyloid fibril formation via prefibrillar intermediates

-Characterizing early aggregates formed by insulin B chain-

OILAR BB (Naoki Yamamoto), #HtJ§{ 7 (Shoko Tsuhara), HIA} JEJ: (Atsuo Tamura), A%+ #ZFH (Eri Chatani)
Ak « B - {k (Grad. School of Sci, Kobe Univ.)

NMREIC K B HIRBDESEESR /N & TraB OEERER
Structural analysis of the DNA translocase of Streptomyces, TraB using NMR spectroscopy
O4:Hs ¥ 12 (Teppei Kanaba), -4k K2 2 (Hirotaka Ueno), Rl # T- 2 (Ryoko Maesaki),

ik B2 (Yutaka Tto), Jy [ 1A 3 (Masakazu Kataoka), =& IEBI 2 (Masaki Mishima)

YW — « N4 F A~ (Bruker BioSpin), “E# A + PLT. (Grad. Sch. of Sci. and Eng., TMU),
SEM K + T4 (Faculty of Eng., Shinsyu Univ.)

MIH=T 72—+ ROVICEBRRLEERE
Broad substrate recognition of TF achieved by conformational plasticity
OF R %9 ' (Tomohide Saio), Xiao Guan®. 17k #f—HB ' (Koichiro Ishimori), Charalampos Kalodimos®

" kBz - B (Grad. School of Sci., Hokkaido Univ.), 2JST + X & %I} (PRESTO, JST).,
*Dept. of Biochem., Mol. Biol. & Biophys., Univ. of Minnesota

Structural and kinetic analysis of the broad substrate specificity of
human oxidative nucleotide hydrolase

O Shaimaa Ali. WA Bt (Teruya Nakamura), >J-FH B A (Keisuke Hirata), Jthfi fiff ;€S (Mami Chirifu),
oK 45 = (Shinji Ikemizu), 11§ W Y F- (Yuriko Yamagata)

HEAPE « 3% (Grad. Sch. of Pharmaceut. Sci., Kumamoto Univ.)
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3P-016

3P-017

3P-018

3P-019

3P-020

3P-021

3P-022

3P-023

IELF 1Y) —RAFEEHFEERITICED < S FREHBORNA

Investigation of molecular recognition mechanism based on the structure of

epireguin complexed with antibody

OM #imr ! (Yuji Kado), {ii¥s 22— ! (Eiichi Mizohata), [ BE 2 (Satoru Nagatoishi),
fRg ELpET- 3 (Mariko lijima), f&H ¥ 3 (Keiko Shinoda), &5 3 (Takamitsu Miyafusa).,
Haly Zgas ! (Taisuke Nakayama), 7511 #i 5 ! (Takuma Yoshizumi), #ZIL B 3 (Akira Sugiyama),
A 323 (Takeshi Kawamura)\ Lee Yougn—Hun{ AT B! (Hiroyoshi Matsumura)\
BN RS (Hirofumi Doi), W+ HZ 3 (Tatsuhiko Kodama), %I J5— 3 (Yoshikazu Shibasaki),
HEAR P2 (Kouhei Tsumoto), F I 5¢ ! (Tsuyoshi Inoue)

"Wk + 10 - BEWE (Struct. Phys. Chem., Div. of Applied Chem., Grad. Sch. of Eng., Osaka Univ.),
K - ERMENF - T2 T4 I 2 A (Med. Proteo. Lab., Inst. of Med. Sci., Univ. of Tokyo),
3%7{ . %jﬁﬂ'ﬁ% (Res. Center for Adv. Sci. and Chem., Univ. of Tokyo)

PTFEVIAMBENT H S VIEEDESRICHAET 3 EHEEI NS SAM KTFEX FIEGBEEORT

Expression of a SAM dependent Methyltransferase that is likely involved in biosynthesis of
ladderane lipid in Anammox bacteria

OWAR —F7 (Kazuki Nishimoto), H¥f %% (Tomoya Hino), 7K} F.# (Shingo Nagano)
BIUKRE « T (Grad. School of Eng., Tottori Univ.)

BT —F 7R E N EREHEESR - RNaseP OEREERFRZBIEL T
Towards structural determination of a ribonucleoprotein complex (RNase P) from
hyperthermophilic archaea
O-X 7% (Xuzhu Gao), Kl ¥4 2 (Kosuke Oshima), I~ FH fift 5 2 (Toshifumi Ueda),
e (Yoshimitsu Kakuta), AAJ ik 1.2 (Makoto Kimura)
YL KB + ¥ A F AZEA (Grad Sch. Sys. Life. Sci., Kyushu. Univ.), 2JLAKE + 2 (Grad Sch. Biores. Bioenv. Sci., Kyusyu. Univ.)

HE7 FUREHROKERKEFR CapE DREREFEZEKT 2BENEE
Structural basis for homo-hexamer formation of CapE, a capsular polysaccharide synthesizing
protein from Staphylococcus aureus
O #9512 (Takamitsu Miyafusa), % 7 ~NXA4 10 K+t 3 (Jose Caaveiro),
HA S 12 (Kouhei Tsumoto)

VIR - BRI - A4 A VA A (Dept. of Med. Genome Sci, Grad. Sch. of Fron. Sci., Univ. of Tokyo),
2%%%5% « INA F X5 4 A )V (Biomed. Res. Inst., AIST), 3%j{ « BT« 284 F I ¥ (Eng. Dept. of Bioeng., Univ. of Tokyo)

E4 32 B12 ZFAL/=AZRBHEETREF CarH OIEERER
Structural analysis of Vitamin B12-containing photosensor CarH
ORA RISz 12 (Norifumi Muraki), FH A (Shigetoshi Aono)
"ERBL ISR RRRE - 2 T-HF (Inst. Mol. Sci., NINS), > SRR #0F7e ek - #4734 % (Okazaki Inst. Integ. Biosci., NINS)

INcRNA #&& & >2/\V & SHARP D5
Structural studies of the IncRNA-binding protein SHARP by NMR
Ok J: B (Kan Nagai), /IME B4R (Ayaho Kobayashi), {1 F& (Yutaka Ito), =55 1IE# (Masaki Mishima)

B #RK + BLT (Grad. Sch. of Sci. and Eng., Tokyo Met. Univ.)

HIAA F (CE& B ERp44 2 Liz/MaF 4 NV EnEEREIEO S FER

Structural basis of Zn-dependent ER protein quality control by ERp44

OpEdp ! (Satoshi Watanabe), J5LILI JFRZSTE ! (Manami Harayama), K #iX ! (Yuta Amagai),
B4JE Mk ' (Shoji Masui), Sara Sannino’. Roberto Sitia>, FR#E #Zk ' (Kenji Inaba)
ALK - £ JElF (IMRAM Tohoku Univ.), *San Raffaele Institute

B— b & INJED co-translational folding FRREEIZAY v 7 RigiE&EFD
Intermediates of beta sheet protein on co-translational folding form helical conformation.
OAEIR #i%% (Yuya Hanazono), #7Hl —Jift (Kazuki Takeda), = A FFF (Kunio Miki)

LUK+ BB (Grad. Sch. of Sci., Kyoto Univ.)
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3P-024

3P-025

3P-026

3P-027

3P-028

3P-029

3P-030

3P-031

The damage-free crystallographic study of denitrifying enzymes
O Thomas P Halsted'. Samar S Hasnain’, Svetlana Antonyuk’. Masaki Yamamoto'

'SR Life Sci. Inst. Unit, RIKEN Spring-8.
*Mol. Bio. Group, Uni. of Liverpool

BREBET IV H 2 KERLEER AIKB DRERICH TS REEERIC KB EIBILORE

Effect of detergents on the purification of integral-membrane alkane monooxygenase AlkB

O%F W #ikE (Yuuki Miyauchi), K3k B (Takashi Ohshiro), 7K¥F L (Shingo Nagano), H¥j %4l (Tomoya Hino)
J5 KBz + T (Grad. Sch. of Eng., Tottori Univ.)

FERN V=Y —a Ny EiERN IO

Evaluation of a deep UV laser protein crystal processer

OB 12 (Naoki Matsumoto), {1 ¥ &8 2 (Yoshiaki Kawano), #4% H Ik 1.2 (Hideo Ago),
B = (Seiki Baba), .17 [l 2 (Go Ueno), *FH FfA: 2 (Kunio Hirata), [T RAKHRR 2 (Keitaro Yamashita),
REIR 223 (Takashi Kumasaka), [114% Jff % 1.2 (Masaki Yamamoto)

IR - @Bl (Mast. Sci., Univ. of Hyogo), “RIKEN/SPring-8 Center., *JASRI/SPring-8

ERHLIFL 1 EVABING LI F 2 -Va DHEHBRMEZ RO DBEMHERICDONT
Structural factors controlling the glycan selectivities of human galectin-1 and Xenopus galectin-Va
OWfrh gz ! (Yasuhiro Nonaka), /IN)I| =8 (Takashi Ogawa), EHH (Hiromi Yoshida).,

UL 1A (Hiroki Shoji), P§ % * (Nozomu Nishi), 5 BiHA > (Shigehiro Kamitori),

by B! (Takanori Nakamura)

IFNK « BE » 43 FHId (Dept. of Endocrinol., Fac. of Med., Kagawa Univ.),
ZENIK - B4 EAY (Life Sci. Res. Center, Kagawa Univ.), “4REERFK - —MESE + AW (Dept. of Biol., Kanazawa Med. Univ.)

NMR (&5 F ) JGEBEFOEENTF FhDR UhERT7 I FEOREOHA
NMR evidence for an unusual twisted amide bond of an asparagine side chain in
the peptide substrate of the oligosaccharyltransferase

OMEIR Kiilfi (Daisuke Fujinami), #fi FH KHifj (Daisuke Kohda)

JLK « HEWF (Med. Inst. of Bioreg., Kyushu Univ.)

GFP (2319 % Nanobody %;&R U7z TRP F ¥ RO S IERFEDHEL

Purification of TRP channels by using nanobodies against GFP

OJN% M=} (Yuto Kawagoe), 7% FL¥: (Shingo Nagano), H¥F 4548 (Tomoya Hino)
BK - 1. - {b% 734 F (Dept. Chem. Biotech., Grad. Schl. Eng., Tottori Univ.)

NMS (N- XFIAAKRF I ) BARBE PARA) AT EF N 2 M2 Z2EEHD X HREREERR
X-ray crystallographic analysis of Muscarinic acetylcholine M2 receptor bound with
N-methyl scopolamine (NMS)

OF ! (Ryoji Suno), LA #E— ! (Hirokazu Tsujimoto), {4 k¥ ! (Maki Sasanuma),
I BOKHB * (Keitaro Yamashita), *FFH 4 > (Kunio Hirata), Brian K. Kobilka®, %5 H 48 ' (So Iwata),
JNHE $1 8 ! (Takuya Kobayashi)

"BUK « BE (Grad Sch. of Med., Kyoto Univ.), *PLfJf /SPring-8 = > % — (RIKEN/SPring-8 Center),
32 % V7% — KKk + [ (Sch. of Med. Stanford Univ.)

Omokage 1% : PDB RFETIV - Y FA A EFBRMBEYY 77 —4 - SAXS FI—FFETN L E%
por Xl Wyt Zve 0L 2

Omokage Search: Shape similarity search for PDB atomic models, cryo-EM map data,

and SAXS dummy atom models.

O#HAR iz 2 (Hirofumi Suzuki), ) 19 5 ! (Takeshi Kawabata), HiA} FA 2 (Haruki Nakamura)
'"BLK - AW (PR. Osaka univ.), *PDB]
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3P-032

3P-033

3P-034

3P-035

3P-036

3P-037

3P-038

3P-039

3P-040

## VU 5> K 7-methyl-cyanopindolol ZAW/z B8 1 7 KL 7V 2 BREDIEEEIRSL R
Pharmacological analysis and structure determination of
7-methyl-cyanopindolol-bound 3, adrenergic receptor.
OAE K3 " (Tomomi Sato), Jillian Baker’s Tony Warne®. Giles A. Brown®!, Andrew G.W. Leslie’\
Miles Congreve*, Christopher G. Tate’
"B AF (KEK), "MRC-LMB. *Univ. of Nottingham. *‘Heptares Therapeutics Ltd

FhoO-LBRCBERORKSY M bORESET < 3HEIC KB BREERN

Dynamics at the reaction site of cytochrome c oxidase studied by

time-resolved resonance Raman spectroscopy

Owi i & (Satoru Nakashima), H1JI] # .2 (Yoshiyuki Nakagawa), {7t — i 2% T+ (Kyoko Shinzawa-Ttoh),
)1l 45t (Shinya Yoshikawa), INE B (Takashi Ogura)
JCJE LAY K« A2 4y Bl (Grad.Sch. of Life Sci., Univ. of Hyogo)

F b7 OLBLER DAL L RICPFEFAR U REPEFRELMOBED SRIBE D70 MR THIE
The proton-pump mechanism suggested from the crystal structures of
cytochrome c oxidase intermediates and their derivatives
OBH Bk ! (Atsuhiro Shimada), M5} ¥ ! (Junpei Baba), [LI'F S ! (Eiki Yamashita),
A ! (Kazumasa Muramoto), fJHHE - Hiis 2% T ! (Kyoko Shinzawa-Itoh),
HE 8#% 2 (Tomitake Tsukihara), /Il 15t ! (Shinya Yoshikawa)
VRE K - E45BE - ¥ I WF (Picobiol. Inst., Grad. Sch. Life Sci., Univ. Hyogo), 2BRA + ZXFAMF (Inst. Protein Res., Osaka Univ.)

¥ REfE Fab I2& 3 SorLAVps10p KX 1 > OfERLIRE
Specific antibody Fab fragment drives crystallization of sorLA Vps10p domain
OAes¥ & (Yu Kitago), F5A #— (Junichi Takagi)

Bz - 2% FBF (IPR, Osaka Univ.)

T AFEBERS b OL b ALBEE R XM OEFEEEREE
High-resolution crystal structure of heme-binding domain of porcine cytochrome b,
O 18 ! (Yu Hirano), Ay Biff 2 (Shigenobu Kimura), FH KH} ! (Taro Tamada)

U TRERE - R - ¥ — A (Quant. Beam. Sci., QST), 23k K« T. (Fac. of Engin., Ibaraki Univ.)

Insights Derived from Molecular Dynamics Simulations into the Subunit Assembly and
Clamp Motions of Thermococcus kodakarensis RNA Polymerase

O%/v¥ =—% ' (Neetha Mohan), Kota Kasahara', Akira Hirata’. Haruki Nakamura'

lj(wij('?ﬁ PV WFZ2HE (Institute for Protein Research, Osaka University).,
2FR KRR AP T W98 FF (Graduate School of Sicence and Engineering, Ehime University)

ARNMR ZRAWEZIVF AL 221878 PKC 6 DIEEREIRICET 7253 #&
Attempt to determine the structure of a multi-domain protein, Protein kinase C 6, by NMR
OB Wih! (Akihiro Kidou), 43 PSP 12 (Teppei Kanaba), i T (Ryouko Maesaki),

e B! (Yutaka Ito), = )& 1EHL ! (Masaki Mishima)

"W #B K - BET. - {b%% (Grad Sch of Sci and Engin, Tokyo Metro Univ.),
27V H—I34 F A ¥~ (BRUKER BioSpin)

Expression, purification and crystallization of 5-HT,, receptor
O Nanao Suzuki'. Akane Saito'. Kenta Hitomi'. Yojiro lizuka'. Waki Ougiya'. Shingo Sato'.
Kenji Mizutani'?, Yuta Kajiwara’, Satoshi Yasuda"**. Masahiro Kinoshita’. Takeshi Murata'’

'Dept. of Chem., Grad. Sch. of Sci., Chiba Univ., MCRC, Chiba Univ..
*Grad. Sch. of Energy Sci., Kyoto Univ.. ‘IAE, Kyoto Univ.

Crystal structure of the B-subunit of the V-ATPase from Enterococcus hirae
O Fabiana L. Yakushiji'. Kenji Mizutani'*’, Yoshiko Ishizuka-Katsura*, Mikako Shirouzu®.
Shigeyuki Yokoyama’, Ichiro Yamato®’, Takeshi Murata"**°

'Dept. of Chem., Grad. Sch. of Sci., Chiba Univ.. "MCRC, Chiba Univ..
*Dep. of Biol. Sci. and Technol., Tokyo Univ. of Sci..
*Div. of Struct. and Syn. Biol., Ctr. for Life Sci. Technol., RIKEN, *Struct. Biol. Lab., RIKEN. °JST, PRESTO
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3P-041

3P-042

3P-043

3P-044

3P-045

3P-046

3P-047

INEFFARBEBIY - FIWAINW DV ARTFI—EORERERBES SUEEREEE

Crystal structures of y-glutamyltranspeptidase in complex with its substrate analogue

ORI 7% ! (Kei Wada), 4k 1.2 (Kei Hirabayashi), 2= &Mt 3 (Chunjie Li), &k %4t ! (Haruna Takao),
A F52 ¢ (Hideyuki Suzuki), AT {8 (Jun Hiratake), fE111 Bi— ° (Keiichi Fukuyama)

'S k% - =27 NF v 7 (Org. for Promotion of Tenure Track, Univ. of Miyazaki),

2B - BBl (Dept. of Biol. Sci., Grad. Sch.of Sci., Osaka Univ.), 5tk + {LMF (Institute for Chemical Research, Kyoto Univ.),
RCER TR - B T#} (Div. of Applied Biol, Grad. Sch. of Sci. and Tech., Kyoto Institute of Tech.),

5|9ij( . Fﬁ:l: (Div. of Appl. Chem., Grad. Sch. of Eng., Osaka Univ.)

HMNERNMEORLEZ 41 =V A b=V EEHOEBEE(L
Structural change in the entire dynein stalk region associated with two different affinities for
the microtubule.

O 8! (Yosuke Nishikawa), Z7li & 3¢ ! (Haruka Twasaki), FAA &% 2 (Takashi Matsumoto)s
TiH H° (Noritaka Nishida), /]NH P& 4 (Takashi Oda), ] 4 (Mamoru Sato), WGH —J 3 (Ichio Shimada),
g 758 ! (Hideaki Tanaka), ZELAT {5 il 1,3 (Genji Kurisu)

WK - B FAMF (Inst. for Prot. Res., Osaka Univ.), > (Fk) V) # 2 (Rigaku, Inc.),
SR - 3 - BRAEIES (Div. of Phys Chem., Grad Sch. of Pharm Sci. The Univ. of Tokyo),
4*&?']‘7{ « H:[& (Div. of Macromol Cryst., Grad Sch. of Nanobiosci., Yokohama City Univ.),
SPRK - B - B543F (Dept. of Macromol Sci., Grad Sch. of Sci., Osaka Univ.)

DNA ZRiBERERICEAD I RAKM 2 /N V H Hef DISEMHK

Structural study on interaction between PCNA and intrinsically disordered protein Hef in
DNA interstrand crosslink repair

O/ B! (Takashi Oda), % #i+ ! (Ayako Sekino), FHhff fi ! (Wataru Nakasuji),
HE HHh ! (Akari Ishiguro), A7 %7 KAl 2 (Yoshizumi Ishino), /i fi ! (Mamoru Sato)

l’fﬁﬁiﬂﬁ:[&? « A EERFE (Grad. Sch. of Med. Life Sci., Yokohama City Unv.),
27‘[.7:|3§—E « B4 (Grad. Sch. of Bioresource & Bioenviron. Sci., Kyushu Univ.)

Wnt E&8 862 E T 5 & b Afamin OE&ERFR

Purification and crystallization of Afamin that possess Wnt binding ability

OM-JF: 75# (Hidenori Hirai), —J§l BJ%T- (Emiko Mihara), A #— (Junichi Takagi)
B K+ B2 FIBF (Inst. Protein Res., Osaka Univ.)

752/ 2704 REGRICHT B8EEFH CYPIOB1 DEERADBERTEICT I = RIBERFOER
Crystallization of a deletion mutant of CYP90B1, a key enzyme in brassinosteriod biosynthesis
OREIL ¥ ! (Keisuke Fujiyama), 4% HE5A ! (Masahiro Kanatani), H % %8ty ! (Tomoya Hino),

KB BLE ' (Shingo Nagano), ZK#¥ 1E{fi * (Masaharu Mizutani)

VB « BT - AL 2B e ] T4 53 (Dept. of Chem. Biotech., Grad. Sch. of Eng., Tottori Univ.),
ZNUC - BeE - EEﬁ?ﬂ:%é%%E (Func. Phytochem., Grad. Schl. Agr. Sci., Kobe Univ.)

Photon Factory BioSAXS E—LZ 1 DRIK

Current Status of BioSAXS instruments at Photon Factory

OV it ! (Shinya Saijo), &K ffikE ! (Nobutaka Shimizu), # ! (Takeharu Mori),
FH JEIE 2 (Hiromasa Ohta), KA HET ! (Yasuko Nagatani), #+H&B H+ ! (Keiko Yatabe),
= (Masatuyo Takahashi), &A F5# ! (Hideaki Takagi), /NE B ! (Takashi Kosuge),
FitJa #2 ' (Noriyuki Igarashi)
TR - WOHERE - GG (PR IMSS, KEK), = 28R SC (Mitsubishi SC)

T4 7 7 — RN RHHERE (gp34)C Kif, gp34C* POt RS L REHEOEEAAO R
Crystal structure of gp34C’**"** of T4 phage long tail fiber and protein over-expression system of
long tail fiber complex

O%HL E7 (Shuji Kanamaru)‘ 2 FENE (Mikiyoshi Namura)‘ A (Fumio Arisaka)

WK « [ « H:4iy (Grad. Sch. of Biosci. and Biotech., Tokyo Inst. of Tech.)
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3P-048

3P-049

3P-050

3P-051

3P-052

3P-053

3P-054

HAMEI %878 PTEN @ PIP #£E& DD N KimrDEE!
The role of the N-terminal region of PTEN participating in PtdinsP binding
Ol s ! (Naoki Kanda), h%H 7 ! (Hirotaka Narita), i} HEw] 2 (Yasushi Okamura),
Hl] s ! (Atsushi Nakagawa)
Wik - BEAWF (IPR, Osaka Univ.), 2Bk + BEE (Grad Sch. of Med., Osaka Univ.)

ARl - RTeNICEIEFBRBESERENI Y 7+ X —2 a3 ViFR

Conformations of Membrane-Bound Proteins Characterized by

Vacuum-Ultraviolet Circular-Dichroism and Linear-Dichroism Spectroscopy

OB Sg—! (Koichi Matsuo), Hi ¥53¢ 2 (Yasuyuki Maki), ZERKH {3 ! (Hirofumi Namatame).,
NIRRT (Masaki Taniguchi), H ] JRZ ! (Kunihiko Gekko)

DEEBRY BSHERHANEZE R ~ 4 — (Synchrotron Radiation Center, Hiroshima University),
K KPR T4/ (Graduate School of Science and Technology, Gunma University)

RER Typel A& N BEDERE

The design of stable Type1 copper protein

O=HH Ba ! (Kengo Mitamura), K i 2 (Takeshi Tenno), RS F— 2 (Hidekazu Hiroaki),
REI B35 ° (Masayuki Oda), [ #2248 ' (Toshiki Tanaka)

2Tk 1. ZEfy (Dept. of Life and Material Eng., Nagoya Inst. of Tech.),

iR K EE B3RS (Grad. Sch. of Parmaceutical Sci., Nagoya Univ.),
3:@:%7{%’, {-‘E{Efﬁiﬁﬂ»? (Grad. Sch. Life and Environ. Sci., Kyoto Pref. Univ.)

HBAEEEF Nectin-1/3 AT OESHED L HEEHET

Structural studies of Nectin-1/3 heterocomplex

OZ% ! (Takeshi Sangawa), . b A 2 (Katsuki Takebe), JB5#+ $htl ! (Takuya Katsutani),
VLY NES (Mamoru Suzuki)
"Rk BEAMWF (PR, Osaka Univ.), 2BRA + B§ (Sch. of Dent., Osaka Univ.)

BERERBEHE EF-P £ 5 L/ JIVALIERERGL Arg32 IZEFICFAIR
Neisseria meningitidis translation elongation factor P and its active-site arginine residue are
essential for cell viability
OMIR &5 12 (Tatsuo Yanagisawa), =i 8.2 3 (Hideyuki Takahashi), S f@t# 4 (Takehiro Suzuki),
M BT (Akiko Masuda), %[ 15 4 (Naoshi Dohmae), 1L %2 1.2 (Shigeyuki Yokoyama)

BARSERRZEIT B ILRE A 2 E (RIKEN Struct. Biol. Lab.), *BUf  A:fi0§ 3 A F A (RIKEN SSBO),
SIS EGWE KR A5 38 (NIID Dept. Bacteriol.), *PEfJF  BREZE ALt (RIKEN CSRS)

AL SEELEZEED) 2 FREEE

Ligand recognition mechanism of chemoreceptor proteins of Vibrio cholerae

OEkE B E! (Yohei Takahashi), {4 [H —F& ! (Kazumasa Sumita), NIH #3ET- ! (Yumiko Uchida),
PEIL 2 —Hp 2 (So-ichiro Nishiyama), JI]j5 #iF5 2 (Ikuro Kawagishi), 4 H B ! (Katsumi Imada)

YBRA - BEBE - 554 FE® (Grad. Sch. Sci. Osaka Univ.), 23K « 426y Fk4% (Dept. Front. Biosci. Sci., Hosei Univ.)

ENREETY YFP BAZRFOSET TOEE

The structure of pressure-responsed YFP mutants under the high pressure

Ok EF! (Mika Tsujii), AL Wy 2 (Takayuki Nagae)., 2 A ! (Rumika Tanaka),
B T (Keiko Yoshizawa), %% W15 3 (Tomonobu Watanabe), P4 |11 i+ 4 (Masahiro Nishiyama),
PR EA? (Nobuhisa Watanabe), JII 1 E ! (Tatsuya Kawaguchi), S BB (Katsumi Imada)

"WR A + B2 - B (Grad. Sch. Sci. Osaka Univ.), 224k « 2 + 1. (Grad. Sch. Eng. Nagoya Univ.), B - Qbic (Qbic, Riken),
43K - B2 - B (Grad. Sch. Sci. Kyoto Univ.)
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3P-055 ERUVY—LEDTY S—+t NEU1 OHIFRIERL ERRF
in vivo crystallization and the structural analysis of human NEU1
O/ AR ! (Kotaro Koiwai), J§4< ik 2 (Jun Tsukimoto), s (Tetsuya Higashi),
1H A ! (Yusuke Yamada), A HEZ 3 (Masahiko Hiraki), JiI# #i— ! (Ryuichi Katoh),
Leonard, M.G. Chavas*. FH k' (Toshiya Senda), {Jtj 2£T] 2 (Kohji Itoh), 57 sl ! (Fumiaki Yumoto)

TR - PRERE - M5 ZEM (SBRC, IMSS, KEK),

zf@k « PEEEE - A3 4y (Dept. of Medicin. Biotechnol., Integr. Medic. Sci., Inst. for Medicin. Res., Grad. Sch. of Pharmaceutic. Sci.,
Tokushima Univ.),

SE T AWE - Mol - BB T4 (MEC,ARL,KEK), ‘>~ 271 b1 ¥ ¥ L 4 L (Synchrotron Soleil)

3P-056 ®REMEA X TNI Y71 WABRICEDBEEER MSPL ENTF FERERO®RE HHEREE
Crystal structure of the MSPL-furin inhibitor complex
OBEM 3T ! (Ayako Maita), B F X 2 (Nobuo Maita), WA #a 3 (Yuushi Okumura),
A OB (Hikaru Nagano), X H Y7 ! (Saki Tsugita), 74 Hl 4% 4 (Kyohei Arita),
Yol Wi ! (Aki Bando), HI4H 3% (Takanori Tabata), SEYR Bt © (Katsuya Hirasaka).,
R k! (Tomoki Abe), SERE B! (Shigetada Kondo), —-JI] ft ! (Takeshi Nikawa)
lf@j{ . [EJ‘IE% . ﬂ:ﬁiﬂ%i‘@ (Dept. of of Nutr. Physiol., Tokushima Univ.), zf@j( . 3}5";‘,@%% (Inst. for Enzyme Res., Tokushima Univ.),
’*Emk% © HeFE - fdHESRFE (Dept. of Nutr. and Health, Sagami Women's Univ.),
BT - AA¥IE (Grad. Sch. of Med. Life Sci., Yokohama City Univ.),

ALK « PEFMFE (Pharm. Res. Center, ASAHI KASEI PHARMA),
SRS K « JKPE (Grad. Sch. of Fish. Sci. and Environ. Stud., Nagasaki Univ.)

Day 3 (June 9)
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3P-057 ¥//0—FN5ELE bFIZR MMtk KMTR2 IC& Y EiE X h5 TRAIL-R2 DEBEFIRE
TRAIL-R2 Superoligomerization Induced by Human Monoclonal Agonistic Antibody KMTR2
OFEH KER! (Taro Tamada), b KAl 2 (Daisuke Shinmi), I E A 3 (Masahiro Ikeda), # J&ifh 4 (Eiji Mori),
AR —%23 (Kazuhiro Motoki)

VETHERE - BT-Y — A (QuBS,QST). HFIFEEF Y o~ - AISEFAIE (Res. Core Function Lab., Kyowa Hakko Kirin),
SHFIZRER Y ¥ - 5387 LV X —HF (Immunnology & Allergy Res. Lab., Kyowa Hakko Kirin),

WFIFREEF Y ~ - WIGEEHSE ST Z8 (R&D Planning Dep., Kyowa Hakko Kirin).,

SHFIZEIER 1) >« ASAME (Oncology Res. Lab., Kyowa Hakko Kirin)

3P-058 #E¥ID X FIVL DNA & & /N7 EOBHEE SRR
Molecular mechanism of Plant Methyl-CpG Binding Domain Proteins
OKRAK Hi (Izuru Ohki), 77T F (ltaru Takeshita), 1)l % (Masahiro Shirakawa)
K « B - 45F L (Grad Sch. of Engineering, Kyoto Univ.)

3P-059 E#FNMREMDYIalL—2avIic&kBd Y VEBEZAFRIHEALERENENTFRTZIXAFIO0N
1EiE R mO/EA
Structure and orientation of antibiotic peptide alamethicin bound to phospholipid bilayers as
revealed by solid-state NMR and MD simulation
KR B! (Takashi Nagao), =& K ! (Daisuke Mishima),
SN THG VI TAFARXTGTA? (Namsrai Javkhlantugs), + 7 ¥ ! (Jun Wang), 47 KT ! (Daisuke Ishioka)s,
B Aei ! (Kiyonobu Yokota), HI&E Flli& ! (Kazushi Norisada), JII# [ ! (Izuru Kawamura),
L —3%! (Kazuyoshi Ueda), OMNE & ! (Akira Naito)
UBKEIK - B - 1. (Grad. Schl. Eng. Yokohama Natl. Univ.), > ¥ TJVK « T. » J&Fk (Schl. Eng. & Appl. Sci. Univ. Mongolia)

ETEEZ - 1BEREIE / Computation/Information science (3P-060 ~ 3P-087)

3P-060 HiZFEE S NIBAOHREEIEEEIDNDHHRALEBLIVEVD. ZOERIYKR/—L R
MDEEFNETIIHATE &L

Slower translation of structural domains than intrinsically disordered regions is not due to
positive charges in the ribosomal tunnel

OZAR M H:— (Keiichi Homma), fi#l {3} (Satoshi Fukuchi)

ﬁﬁ]:j{ . ﬁ—:ﬂ‘ﬁ‘%?ﬁ (Dept. of Life Sci. & Informatics, Maebashi Inst. Tech.)
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3P-061

3P-062

3P-063

3P-064

3P-065

3P-066

3P-067

3P-068

3P-069

3P-070

BRENFBNE— FEARICEBEBE S I 2 L—2 3 X OBEIEER

Dynamical analysis of protein simulation by improved relaxation mode analysis

OHRFE 2! (Naoyuki Karasawa), Stk HifCH 1.2 (Ayori Mitsutake), =57 % ! (Hiroshi Takano)
"BEK - LT, - P PE (Cent. for Phys., Grad Sch. of Sci. Technol., Keio Univ.), 2JST + & X A31F (JST, PRESTO)

HOMCOS H#—/\& AL =R S 30 Z AL HEEDELARTFIEDERR
Conservation analysis of binary 3D structure of molecular complexes using HOMCOS server
OJN¥ %% (Takeshi Kawabata), 43k ¥ (Akira Kinjo), HAf K (Haruki Nakamura)

PR K+ & EAMF (Inst. Prot. Res., Osaka Univ.)

TIWFRAA 2 EVNIEDOBETFHAI7 DINE DERFEIL

Improvement of DINE score for structure prediction of multi-domain proteins

O B Y (Masafumi Shionyu), {8 B/ (Masaki Miyazawa), 177 37| (Atsushi Hijikata),
F1JF Wl (Tsuyoshi Shirai)

RiENA F - N4 F ¥ £ I R (Fac. Bio-Sci., Nagahama Inst. Bio-Sci. Tech.)

FoFYVVE—=D XA ERREOHEERICK S TRPV1 F + RIVEHEDOFIHE
Regulatory mechanism of TRPV1 channel activity by the interaction of ankyrin repeat domain with
phospholipids
Oy fg ! (Kazuhiro Takemura), F ¥ H} 2 (Shiro Suetsugu), bJE #M ! (Akio Kitao)
K - 2 EWF (IMCB, Univ. of Tokyo), ZNAIST, INA F Y4 I A (Grad. Sch. Biol. Sci., NAIST)

MM/3D-RISM iZZAW =2 707 F A M) VEEE - My FRIOEEBHRIRIVF—DFH
Estimation of free energies for inclusion processes of a cyclodextrin derivative with
a small molecule using MM/3D-RISM method
O #HE ! (Yuji Hayashino), #H B &% ! (Masatake Sugita), *FH X% 2 (Fumio Hirata),
% 5{F] ' (Takeshi Kikuchi)
ISEARK - ZEAEFY « 420 (Dept. of Bioinfo., Col. Life Sci., Ritsumeikan Univ.),
szﬁu'jt - R EERE (Res. Org. Sci. Tec. Ritsumeikan Univ)

Local structures and sequence motifs of protein phosphorylation sites
OPY 3% (Hafumi Nishi), AT ¥ (Kengo Kinoshita)
LK - BefE AR # (Grad. Sch. Info. Sci., Tohoku Univ.)

ERGERODEQERMEEERICHETIHOBMIEICDONT
On the shape complementarities in the adaptive immune response to pathogens
OB K#Hi (Daisuke Kuroda), £ 1] (Hiroaki Gouda)

H#FIK - 3 (School of Pharm., Showa Univ.)

73/ BBREHEERNI PV FICEDLS AV NVE—RBF RV X T

A new method for protein-small molecule docking on the basis of

matching vector-represented amino acid residues

O:75 il (Atsushi Hijikata), 342 BELH (Masafumi Shionyu), FJ- Fl (Tsuyoshi Shirai)
RN A F K - N4 F 4 T~ A (Nagahama Inst. of Bio-Sci. Tech.)

Streptomyces Erythraeus Trypsin (SET) filEhEFEDO R FENFEI I aL—2a >
Molecular dynamics simulations of catalytic intermediates of Streptomyces Erythraeus Trypsin (SET)
OXF & ' (Satoshi Omori), P #J3& ' (Hafumi Nishi), Elise Blankenship’. Krishna Vukoti’,
Masaru Miyagi’. David T Lodowski*, AT ¥ ' (Kengo Kinoshita)
9db K - 58 - 24y (Grad. Sch. of Info. Sci., Tohoku Univ.),
Center for Proteomics and Bioinfo., Case Western Reserve Univ.
SAVNJEIAHRBEICBITEALTEE
Physically unfavorable "rare" structures in proteins
I ! (Syunsuke Nishiyama), F 5 KH 2 (Shintaro Minami), O-- 3 41 ! (George Chikenji)

l%j( + . (Grad. Sch. of Eng., Nagoya Univ.), Z%j( - T HUF4~ (Grad. Sch. of Inf. Sci., Nagoya Univ.)
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3P-071

3P-072

3P-073

3P-074

3P-075

3P-076

3P-077

3P-078

3P-079

3P-080

BFENFEI2L—aZRAVEEEZERAICE TS PI(4,5)P2 DREEDRENR
A molecular dynamics study of the stability of a PI(4,5)P2 molecule in a lipid bilayer
O =1 (Hiroko X. Kondo), AN Bf# 234 (Kengo Kinoshita), 55 15 ! (Yu Takano)

WEBTK - 15 (GSIS, Hiroshima City Univ.), 3tk « 153t (GSIS, Tohoku Univ.),
S K « A AN & (ToMMo, Tohoku Univ.), Bk - MMESHE (IDAC, Tohoku Univ.)

FREBEERTIEE1—VARAT A VBT FA A2 MEICE DT X/ BRESIREIER T DINE
Accelerated amino acid sequence-similarity search using a heuristic alignment algorithm with
a novel sensitive matrix

O#k Péi# ' (Kyungtack Lim), |11 FI#fi > (Kazunori Yamada), Martin Frith',
B i KHR ' (Kentaro Tomii)

l%%’“&ﬁ)f - BRD (BRD, AIST), zﬁ:ﬂ_’j( « [E#t (Gra. Sch. of Information Sci., Tohoku Univ.)

FEEBTFMEICK S Trp-cage EBAHE O I IV ¥ — s RER

Free-energy landscape analysis of Trp-cage protein with the zero-multipole summation method

Omeiz 2! (Shun Sakuraba), AFJ5 #5K 2 (Kota Kasahara), ffH &k 2 (Tkuo Fukuda), b 1=5% 3 (Jinzen Ikebe),
JECH R SF ¢ (Ryuhei Harada)

"Bk + Br4EIR (Grad. School of Frontier Sci., Univ. Tokyo). 2BRA + & FAMF (Inst. Prot. Sci., Osaka Univ.), *JEL-T-JJEEHE (JAEA).
4%(&’7( - B E R 5 PRI A PD (Grad. Sch. Pure and Appl. Sci., Univ. of Tsukuba; JSPS Research Fellow)

EXIVDZREFEDOVG Y FREA DX LDORER

Molecular mechanism of ligand recognition by the vitamin D receptor

W Wi (Hisae Yoshida), A {ij (Mitsuru Haruki), O[lj5 B F] (Kenji Yamagishi)
HKBg « I - 424k (Chem. Biol. and appl. Chem., Grad. Sch. of Eng., Nihon Univ.)

Reconstructing dissociation, association pathway of enzyme/inhibitor complex via PaCS-MD:
a case study of MDM2/p53

O Duy Tran'. Akio Kitao®
'Dept. of Comp. Bio. and Med. Sci., Grad Sch. of Fron. Sci, Univ. of Tokyo. *IMCB, Univ. of Tokyo

ALZFZIVtRNA EBEERICETDALFZVEEHIE - 9FHNEII2L—2a VICEHMRA
Molecular dynamics study on the binding mechanism of a threonine molecule to
a threonyl-tRNA synthetase

O &K ! (Yoshiharu Mori), R At (Hisashi Okumura)
" THE (MS), HEBEK (SOKENDAT)

Novel extended sampling method for multivariate analysis calculation of
experimental big data in biochemistry and bioinformatics

O Jiyoung Kang‘\ 1L s 2 (Kazuhiko Yamasaki)‘ AT B (Masaru Tateno)
"Rk - B A4y P%E (Grad. Sch. Sci., Univ. of Hyogo). PERBMF /X4 F X 54 # )L (AIST, BioMed.)

Computational docking study of glutamate transporter and drugs
O Bk (Takuya Sumi), Jiyoung Kang. #i%¥ B (Masaru Tateno)
e - B ZE Ay BE4% (Grad. Sch. Sci., Univ. of Hyogo)

%EE MD StERAIZOREE
The validation of force field for nucleic acid
BLEE 2! (Shun Sakuraba), &J # ! (Kiyoshi Asai), O H 52 2 (Tomoshi Kameda)

"HRTA - PrfIE (Grad. School of Frontier Sci., Univ. of Tokyo), “JMEXSHF - B3 ILME (Biotech. Res. Inst. for Drug Discovery, AIST)

PDB IC&TBL7/N) 7 MEEDIRR
Exploration of rare variants in protein structures of PDB
O H #4Z (Matsuyuki Shirota)

HLK - € - 8l A (ART, Grad. Sch. Med., Tohoku Univ.)

(99)

Day 3 (June 9)
Poster Session



UOISS®

S 19)s0d
(6 aunr) € Keqg

3P-081

3P-082

3P-083

3P-084

3P-085

3P-086

3P-087

RNAIF 174 VITBRIFOUVTT7IFT—EILHTHMBERE X H =X LOERFR
Hybrid ab initio QM/MM molecular dynamics study of catalytic reaction of cytidine deaminase
O#fi%F B (Masaru Tateno), Jiyoung Kang, %11 #} (Takashi Taniguchi), ¥<#k #H (Kakeru Sakabe)

LK - B Ay BIL4% (Grad. Sch. Sci., Univ. of Hyogo)

¢-MybR2 DF v ET« BEH_HEAICE/=5TRHEERETTOELISOWVT

The cavity of c-Myb R2 domain causes torsion angle change in Lys113 and
Leu122 under high-pressure condition

O3k sk ! (Takuya Sogabe), 7 Hl A ! (Hisashi Yoshida), 7RI —2 2 (Kazuyuki Akasaka)

K - 4B T, (Grad. of Biol. and Tech. Kindai Univ.),
zﬁﬁﬁmﬁﬁij{?ﬁﬁiﬁfﬁiﬁﬂ>iﬁﬁ%ﬂ» (Graduate School of Life and Environmental Sciences, Kyoto Prefectural University)

DNASTAR NovaFold ZRW/=42 U NV EHEEDREBR T A ERFEDOFE

DNASTAR NovaFold: Enabling Molecular Biologists to Accurately Predict & Explore Protein Structures
F—3 NV AF4—7J! (Steve J. Darnell), OF} $6i3: 2 (Jonggyu Park),

YyoF p—<Z2W! (Thomas W. Lynch), 75y b F—7LFY v R! (Frederick R. Blattner)

'DNASTAR, Inc.. *#RaX&4t Ak v b )b (NetWell Corporation)

Hybrid ab initio quantum mechanics analysis of 02-binding to the CuB-Fea3 binuclear center of
cytochrome c oxidase

O<FH B&E—HB (Ryuichiro Terada), Jiyoung Kang, Masaru Tateno
JEIEK - B2 AR Ay (Grad. Sch. Sci., Univ. of Hyogo)

ab initio electronic structure calculation of proximal cluster in
membrane bound hydrogenases (MBH)

O Jaehyun Kim. Jiyoung Kang, Masaru Tateno
RO - B Ay 4% (Graduate School of Life Science, University of Hyogo)

S RTRERBIEREZRY AN/ Supervised Molecular Dynamics IC&B 2 /N0 &
—VAHVMEEYI L=y

Protein-ligand binding simulation using supervised MD and 3D shortest path search
JINYI] B s (Atsushi Ogahara), OAYF -5 2 (Chie Motono), FLIR M 3 (Masahiro Gomi),

i I (Miwa Sato), B Bk (Takatsugu Hirokawa)

"Bk + Br4FI (Grad Sch Frontier Sciences, Univ. of Tokyo), “pERSHT « A3 7 T F (Molprof, AIST), = 4%t (#R) MKI
Co.LTD)

BMT— FRIAICKZEBED M T I 7 A0
Dynamics of Proteins Studied by Relaxation Mode Analysis
Ot mifta (Ayori Mitsutake), 5557 % ! (Hiroshi Takano)

"BEK - BT - WP (Dept. of Physics, Keio Univ.), *JST, & X 2351} (JST, PRESTO)

PLRERRHR - #HRR - 1 X —2 4 / Protein/cellular functions, Imaging
(3P-088 ~ 3P-102)

3P-088

132 7 —% 7 Thermoplasma acidophilumea3E Rec) DEEED S5kt

Diverse functions of two RecJ proteins from the thermophilic archaeon,

Thermoplasma acidophilum

ORAY L3z ! (Hiromi Ogino), A1%f &+ ! (Sonoko Ishino), Nils-Kare Birkeland?.
N (Daisuke Kohda), i JEURR #F ! (Yutaka Kawarabayasi), A7%F K#f ! (Yoshizumi Ishino)

JLKEE - B4 (Dept. of Biosci. & Biotech., Kyushu Univ.), “Univ. of Bergen. SR - ZEEWE (Med. Inst. of Bioregul., Kyushu Univ.)
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3P-089

3P-090

3P-091

3P-092

3P-093

3P-094

3P-095

KIEEZ V= Synechocystis sp. PCC6803 A BphA3 BT & /N DiR%R
Screening of BphA3-reducing protein derived from Synechocystis sp. PCC6803 using Escherichia coli
Ozt HE ! (Masashi Kikuchi), ¥frr -3 2 (Chihiro Nonaka), $iA G4 2 (Takaaki Suzuki),

FH ik’ (Toshiya Senda), AAY B 1.2 (Shigenobu Kimura)

ljﬁi}ﬁj{ﬂﬁ: PR E‘%%@ﬂ’? (Dept. of Quantum Sci., Grad. Sch. of Sci. and Eng., Ibaraki Univ.),
2R - PR - W2 T (Dept. of Mat. Sci., Grad. Sch. of Sci. and Eng., Ibaraki Univ.),
RS ARIE - HHY - WEXSZEY (SBRC, PR, KEK)

BIFEMET7—F 7ICH TS I A7 v F DNA HEMYIEEER DRE

Identification of a mismatch-specific endonuclease in hyperthermophilic Archaea

A T (Sonoko Ishino), 74 #ikd ! (Yuki Nishi), KR S2—BR ! (Soichiro Oda), 7% K] 2 (Takashi Uemori),
MHE g2 (Takehiro Sagara), =it Bi# 2 (Nariaki Takatsu), [L] | g ! (Takeshi Yamagami),

EEN R (Tsuyoshi Shirai), O ¥ Kl ! (Yoshizumi Ishino)

ke - 2 (Grad. School Bioresource and Bioenviron. Sci., Kyushu Univ.), 2% # 5 /54 5 (Takara Bio Inc.),
SEPE N A K% (Nagahama Inst. of Bio-Science and Technology)

PDZ KX A AHEEILESMICED A MO v 02 a Ol
The regulation of tight junction by PDZ domain-binding compounds

OXY¥p W& (Takeshi Tenno), ¥FH FHK (Syouta Noda), Hi& H# T~ (Yukako Nakakura),
A 24487 (Natsuko Goda), [ 75— (Hidekazu Hiroaki)

2K - Bi - BIFEPBL4 (Grd. Sch. Pharm. Sci. Nagoya Univ.)

Functional reconstitution of the archaeal Sec protein translocation machinery embedded in liposomes
Ol k12 (Takahiro Yamasaki), N (Daisuke Kohda)

LK » VAT AR - Y AT A AR (Dept. of System Life Sci., Kyushu Univ.),
2K - EPERF - HEXEZEN) (Dept. of Str. Biol., Med. Inst. Bioreg., Kyushu Univ.)

HREEBREESOTHICED S ZO-1,LNX-1 O PDZ KX &70—F 1 » EOHEERRER

Analysis of the interaction between Claudins and ZO-1 or LNX-1 PDZ domain which
regulate the tight-junction.

O&H - K 4#1- ! (Natsuko Goda), W& H&E T ! (Yukako Nakakura), £k FHH:HL 2 (Yukari Akiyoshi),
K WL ! (Takeshi Tenno), i F5— ! (Hidekazu Hiroaki)

l%f‘fﬁ)\l‘?{: - A3FL42 (Grad. Sch. of Pharm. Sci., Nagoya Univ.), ZW)?}\&% « & (Grad. Sch. of Med., Kobe Univ.)

FEEH 2V L) D D- &) VBIKEES O BB & HEEERRIRr
Isolation and characterization of D-serine dehydratase from land snail hepatopancreas
OF Hh BESr (Kosuke Shimoji), A7 H #F I (Tetsuo Ishida)

Bk - B - i AL (Dept. of Chem. , Univ. of Ryukyus)

Geobacillus thermocatenulatus Uridine kinase @ Thr91 O RIBEREUADTE
Contribution of Thr91 to the conformational stabilities in Geobacillus thermocatenulatus Uridine kinase
O F ! (Shota Inoue), 7K HLAK 2 (Kouta Nagai), 474 H.Aff 2 (Mayu Kanamoto), &b HH#K 2 (Yui Hamaji),
SRS (Natsumi Yoshioka), JEEAS KA 2 (Daiki Fujimoto), FijJI| B3 2 (Narumi Maegawa),
K ! (Yurie Ohiwa), i =55 3 (Takanori Satoh)

lf@%}\&tﬁ . %ﬂ‘ . ’:F'ﬂj (Biochem.Lab., Grad.Sch.of IAS, Tokushima Univ.),
2K - BB} - 424k (Biochem.Lab., Fac. of IAS, Tokushima Univ.),
3ﬁ%j§|1fn « SAS WFZEER « 42{L (Biochem.Lab., Inst. of SAS, Tokushima Univ.)
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3P-096

3P-097

3P-098

3P-099

3P-100

3P-101

3P-102

A LIEESESTIFHIEF Bach2 OFIEHEEDOAZRA

Investigation of regulation mechanism of heme-binding transcriptional repressor Bach2

ORI (JEER) FE4! (Miki Watanabe-Matsui), I} 2k3E 2 (Tamami Uejima), & BAZ 3 (Hiroki Shima)s,
HA& s (Tomoji Suenaga), HK FEHFT- 2 (Mikako Shirouzu), 1 J& fZ 3 (Kazuhiko Igarashi),
Al Fipg >3 (Kazutaka Murayama)

AR - kRN IE [ 42 o~ # — (Tohoku Univ., NICHE),

PALEIETET 94 7 ¥ A4 T v AFAN ISR ~ ¥ — (RIKEN Center for life Science Technologies).

SR - B2 - BB - AW L5 (Dep. of Biochemistry, Tohoku Univ. Grad. Sch. of Medicine),

M—FET 49 Y x— YL VF 1T 4 Y7 (Thermo Fisher Scientific),

s%:ﬂ_’.j{ . l"zbc . [£I$ . ﬁ?%%ﬁ@*ﬁlﬁliﬂ%ﬁﬁ (Div. of Biomedical Measurements and Diagnostics Tohoku Univ. Grad. Sch. of

Biomedical Engineering)

Geobacillus stearothermophilus Nucleoside Diphosphate kinase DTHZEEICHT 27 I/ BERENTS

Contribution of amino acids to the thermostability of

Geobacillus stearothermophilus Nucleoside diphosphate kinase

KA A (Yurie Ohiwa), O7k I HLK 2 (Kouta Nagai), JHEA K A8 2 (Daiki Fujimoto),
B R (Narumi Maegawa), A< FL#F 2 (Mayu Kanamoto), & Hi4K 2 (Yui Hamaji),
Fh R (Natsumi Yoshioka), F I FK ! (Shota Inoue), A FiHI 3 (Takanori Satoh)

Ul KBt - % F) - 2424k (Biochem.Lab., Grad.Sch.of TAS, Tokushima Univ.),
zf@%j( « ¥ P - 41k (Biochem.Lab., Fac. of IAS, Tokushima Univ.), ’ﬁ-?,%jcll?ﬁ « SAS WFZEER « HA24L (Inst. of SAS, Tokushima Univ.)

il PRELP fifAD#EA Y E CHIRANS X —2 >0 J L DRE M

Characterization of Anti-PRELP antibodies and their intracellular imaging

@Lidsy = (Momoko Nonaka), & W3 2 (Takumi Tashima), £ ["41 B ! (Satoru Nagatoishi),
E BT (Hiroko Iwanari), JE&E i 3 (Takao Hamakubo), Kif} 15— 4 (Shin-ichi Ohnuma),
HEAR 3557 > (Kouhei Tsumoto)

"k« BT - 284 > ¥ (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo).
2k - BT - {bA: (Dept. of Chem. and Biotech., Sch. of Eng., Univ. of Tokyo), “HUA « JE3fiJF (RCAST., Univ. of Tokyo),
4UCL « IRF}4~ (Inst of Ophthal., UCL), Sﬁj( - IERMF (Inst of Med. Sci., Univ. of Tokyo)

TDP-43 7 2O FRHEICHT B9 F > +NO VCP/p97 DIERHEIEDERT
Mechanisms of molecular actions of a molecular chaperone VCP/p97 against TDP-43 amyloid fibrils
@LiziW v~ (Kentaro Noi), /Myt ) 1.2 (Teru Ogura)

TREAK + SR - 470 (Dept. of Mol. Cell. Biol., IMEG., Kumamoto Univ.), *CREST, JST

2 paY P 7REREEF L-OPAT ICKBERIE(CHNT S S-OPA1 OFR
S-OPA1 effects on L-OPA1 induced membrane fusion
OfF E N (Tadato Ban), £7)5 1 . (Naotada Ishihara)

IER KK« 53 B (Dept. of Protein Biochem., Inst. of Life Sci., Kurume Univ.)

Proton transfer mechanisms in photosystem Il : hybrid ab inito quantum mechanics study
Ot k! (Atsushi Nakamura), Jiyoung Kang'. M4 : (Yasufumi Umena),
IR (Keisuke Kawakami), Jian-Ren Shen?. #2513 (Nobuo Kamiya), b g (Masaru Tateno)

'Grad. Sch. Life Sci., Univ. of Hyogo.
*Photosynth. Res. Cent., Grad. Sch. of Nat. Sc. and Tech., Okayama Univ..
*OCARINA, Osaka City Univ.

ERAEZEEIRI I FE—F—EIFT—ED1 FEHRA A=V TR

Single-molecule fluorescence imaging analysis of a molecular motor cellulase hydrolyzing

crystalline cellulose

Ofiis 55K ! (Ryota lino), FHIR 4§72 3 (Tomoyuki Tasaki), 7H ¥ v b ¥V vy FA ¥ v b 4 (Visootsat Akasit),
Wit 1847 (Hiroyuki Noji), Ay %% ' (Akihiko Nakamura)

TEREERE - WA A o - 0 FF (NINS, OlIB, IMS), STk - #8182 FL4% (Dept. of Funct. Mol. Sci., SOKENDALI),
3%)\|§%J_ - I b~ (Dept. of Appl. Chem., Univ. of Tokyo), hed—hK - H: AL (Dept. of Biochem. Kasetsart Univ.)
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| Wtk - 74—IF 1 % / Biophysics, Protein Folding (3P-103 ~ 3P-129)

3P-103

3P-104

3P-105

3P-106

3P-107

3P-108

3P-109

3P-110

3P-111

RAEORKERIGET )N  BRBREPERETTOTI 57 2IVEERL
Kinetics of fractal aggregation of an antibody at neutral pH triggered by exposure to acid
O4HF Ik (Hiroshi Imamura), AX[H B (Shinya Honda)

PERSHE - 754 % X 514 AV (BMRL, AIST)

tPA- Z 1 —OtEIEVEEADIERILZER E L7 tPA OFER

Prepration of tPA for crystallization of a tPA-neuroserpin complex

O 28T (Miyoko Tsuda), AR E # A (Ayato Kurumiya), RLH FLH#l (Maki Onda)
KBRHAFR - B - A WRF (Dept. of Biol. Sci., Grad. Sch. of Sci., Osaka Pref. Univ.)

PARURHTIESHS/\O0 K72 0OAO7 /1 FERICHESRRELL
Thermal stabilization of halorhodopsin by binding of carotenoid under alkaline conditions
OHXr f— ' (Kenichi Takeda), %§)I] Wi > (Takashi Kikukawa), A 3% > (Makoto Demura),

fli % A BB (Takanori Sasaki)

YWHIE - BAELBE (Sch. of Int. Math. Sci., Meiji Univ.), 2Bk « Bg - JE¥iZEAy (Fac. Adv. Life Sci., Hokkaido Univ.)

THFAPFUVRERUFAEF VICKBEEEMBAREIFILEEDRRER
Suppression mechanism for the protein thermal aggregation by dextran sulfate and phosvitin
OF M BEAT (Takayuki Ishimaru), FAF EF] (Naotoshi Matsudomi)

FE7 K - FW %A (Dept. of Food and nutr., Ube Fro. Coll.)

1AV BRAEDERRELT. BRREBEADILH @ KECHRORERVREEFE
lonic liquids for enzyme stabilizing agent and enzymatic reaction field :
Concentration and temperature dependency of stabilization effect

O%F KB (Kotaro Kaneko)s, N AR (Akira Yashita), {4 ZJif (Koji Kawai)

3 3 TR & HE (Miyoshi Oil & Fat Co. Ltd.)

MV REICHELEEHRODERICDONT

The torque generating facor of V, axis.

53 AUZH (Mihori Baba), Ji#)I] #£— (Jun-ichi Kishikawa), OW1PY it~ (Atsuko Nakanishi),
B 7 (Ken Yokoyama)

WREK - #2E - A4y T A (Dept. of Life Sci., Kyoto Sangyo Univ.)

BOK/BOKREAFETFTTOA BOBFRHNEII2L—-a Yy
Molecular dynamics simulations of Af in the presence of the hydrophilic/hydrophobic interface
Ot i 2 (Satoru Ttoh), HLAy AL 1.2 (Hisashi Okumura)
Y3FHE aMS), HERFK (Sokendai)
7304 FRREICHT BEFNRIRELMENRE
Effect of environmental contaminants on amyloid-beta aggregation

Ok 42! (Tamotsu Zako), JBZH %1% ! (Yasuyuki Nasu), k) EH 2 (Tatsuya Kunisue)
"Bk - B - {L% (Dept. Chem., Fac. Sci., Ehime Univ.), 2&lE K - {7 8R3%{L4%t (CMES, Ehime Univ.)

—RET7I/BEAICKSD T IOLA KB RN EORMER R EIE DR
Mechanism of AB,_,, fibrillation by the insertion of a single amino-acid residue
IF AIA (Kazuto Yamashita), [LA% A (Naoki Yamamoto), $5A FEp (Motonari Tsubaki),
OXA4 453 (Eri Chatani)

MK - B - {L% (Dept. of Chem., Grad. Sch. of Sci., Kobe Univ.)
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3P-112

3P-113

3P-114

3P-115

3P-116

3P-117

3P-118

3P-119

B2 R X SMABELEZRAVET7 IV F 7R TIICH I 3B EHEEERAOERSICET 2K
A role of electrostatic interactions during the ferritin assembly reaction studied by
time-resolved small-angle X-ray scattering
Of i Kl (Daisuke Sato), 75#R 52 H (Satsuki Takebe), HLFE 5251 (Atsushi Kurobe),

KK F5W] (Hideaki Ohtomo), JHEJE FlIJ¢ (Kazuo Fujiwara), {thI] & (Masamichi Tkegughi)

AT K - T - 2453 (Dept. Bioinfo., Grad. Sch. Eng., Soka Univ.)

ThT U1 L2 b aigHEREIEFIC X5 X R RRREREDTESR
ThT-silent denaturation intermediates support the main-chain dominated architecture of
amyloid fibrils
PP BT | (Sayaka Noda), O%% IE% ' (Masatomo So), Jozsef Kardos®. 7% ¥~ * (Yoko Akazawa),
P /A3 (Yoshihisa Hagihara), 1% #fiJd ! (Yuji Goto)

WAk + BB (Inst. for Protein Res., Osaka Univ.), “Eotvos Lorand Univ.. *ME#AF (AIST)

KEZE GroEL @ ATP K REHEICESH L= T 12y MEETLDRE
Functional roles of subunit conformations in E. coli GroEL that are coupled to ATP hydrolysis
S B (Yutaka Fujii), 45 FFJA (Kunihiro Hongo), (i HI Rk (Yasushi Kawata),
O3 1% (Tomohiro Mizobata)
BILK - Bt - T (Grad. Sch. Eng., Tottori Univ.)

PIWVXNCEDH—KRF ) Fa1—TAOEEEREDOIH

Inhibition of protein adsorption onto carbon nanotubes by arginine

OFw 1! (Atsushi Hirano), 75T FlHf 2 (Kazuki Twashita), A BfAHR 2 (Kentaro Shiraki),
A BT (Rieko Ishii), FHH - ! (Takeshi Tanaka)
YERHT - - 2 OB (NMRILAIST), 25K « BORME (Inst. Appl. Phys., Univ. of Tsukuba)

7aunJ 7= ) VOB T A—NT1 T

Disulfide-coupled folding mechanism of prouroguanylin

O Bi! (Kota Makino), YLAY T4 2 (Masaki Okumura), G4 % 3 (Shigeru Shimamoto).,
NRER A (Kenta Hattori), 2 Bt 4 (Young-Ho Lee), A 2% 4 (Toshihiko Sugiki),
JiE o 3 (Kenji Inaba), LI % ! (Hiroshi Yamaguchi), H & HE—. 3 (Yuji Hidaka)
"M%k - BT (Sch. of Sci. and Tech., Kwansei Gakuin Univ.), 2HJt X + £ JCHWF (IMRAM, Tohoku Univ.),
S3EK - BT, (Fac. of Sci. and Eng., Kindai Univ.), “PRK « % > 7827 #f (IPR, Osaka Univ.)

HRTHERBOREIFARZERUAEIRATA =V R RV NIEREBENTF FOER

Toward the development of cures for neurodegenerative disorders: preparation of

peptides specifically recognizing misfolded proteins

OW)Il BB (Yoshiaki Furukawa), [%{% fdt— (Kenichi Nagasawa), I 2¢— (Eiichi Tokuda),
P4 Wi4E (Takao Nomura)

BEJE - BT, - /b2 (Dept. of Chem., Keio Univ.)

¥4 A7 5 X7 Gli349 & NTBEOMFEERT
Structural analysis of the Gli349 protein from Mycoplasma mobile
ORMIMH &4 (Manami Wada), P4} J55A 2 (Yoshihiro Nomura), #k 5345 12 (Yuuki Hayashi),

Rier ffi—! (Junichi Inatomi), T_J# fH ! (Hisashi Kudo), £ 13 ! (Hidenobu Kawai), [ 75} ! (Yoshiki Oka),

BN (Makoto Miyata), i 534 1.2 (Munehito Arai)

gk - ATt - ZEA BB (Dept. of Life Sci., Univ. of Tokyo),

2K - B3E - BEA H R (Dept. of Integrated Sci., Univ. of Tokyo)s KBTI A + BBl - W) (Dept. of Biol., Osaka City Univ.)
T—7—REUEERWER N BRI
Application of protein characterization in solution by Taylor dispersion analysis

G 2F (Kohei Shiba), JFEH T~ (Masako Hirose), HAJT 33 (Miyuki Funato)

< )V 2N— ¥ (Malvern Japan)
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3P-120

3P-121

3P-122

3P-123

3P-124

3P-125

3P-126
3P-127

3P-128

FERAEERHIO) X—4— (ITC) ZRAWEFRIGEERE
The use of ITC for obtaining enzyme kinetic constants
OFR& i M- (Masako Hirose), AT 353 (Miyuki Funato), & 23 (Kohei Shiba)

< )V 2N— ¥ (Malvern Japan)

#IRNEESIMEIC KD T/ HFREND & /N7 B IEMOTE B
Novel analysis of protein immobilization on nano-particle surface by Resonant Mass Measurement
O 953 (Miyuki Funato), 3% A (Kohei Shiba), FEiffi HE T+ (Masako Hirose)

< )L N — / (Malvern Instruments)

Characterization of complex formation between biologic TNF a antagonists and o S
human TNFa in phosphate-saline buffer and human serum @ O
Orsavs L F 12 (Elena Krayukhina), B H fd 12 (Masanori Noda), allg = (Masami Yokoyama), _‘::: 3
ik Bz (Masahiko Kato), FJ& JEfll 3 (Hidekazu Nagaya), PNILI & ! (Susumu Uchiyama) ;; ‘2
IF)X)\ « 1.+ 44y (Dept. of Bioeng., Grad Sch. of Eng., Osaka Univ.), Zﬂii‘x%ﬂ_l— « X5 4 2 (U-medico Inc.), > E
332 Ay 7 AR A (Sysmex Corp.) 8 1‘;:
(=]

BFYyANOr Cdc37 DY) VEEIC K D BEEBEIE -8

Mechanism of conformational transition of molecular chaperone Cdc37
JE K (Futoshi Thama), [LIAS JR9E ! (Mami Yamamoto), & H 2% 2 (Yoshihiko Miyata),
B R ! (Katsumi Matsuzaki), OMR¥F K ! (Masaru Hoshino)

"B WE - 3 (Grad. Sch. of Pharm. Sci., Kyoto Univ.), “BLAE « ZEAyBL4: (Grad. Sch. of Biostudies, Kyoto Univ.)

SHAERZRAVET + -7 1 THEDREICLFETERFORR

Fast-track improvement of switching properties of transcription factors using
multi-round laboratory evolution

OARM KA (Yuki Kimura), K¥P BKAL (Takuya Ohno), KPY 2%°F (Kyohei Ouchi),
e (BFIH]) %7 (Shigeko Kawai-Noma), 77l 7% — (Kyoichi Saito), HE¥F Al (Daisuke Umeno)

T-HEK - 1. - LA (Department of Applied Chem. & Biotech., Chiba Univ.)

VB ERNTF REMRET B7YF IgG & scFv ICDWTOENZRIFiEE AV =B Z R
Physicochemical analysis of a rabbit IgG and scFv against a phosphopeptide
O Skl ! (Raiji Kawade), K3 %45 ! (Hiroki Akiba), BLAT %% 2 (Shigeru Okumura),

Suiln g 2 (Toshiaki Maruyama), Kevin Entzmingerz\ HOAR S 13 (Kouhei Tsumoto)

N - NEA P i s (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo), 2Abwiz Bio, Inc..
SHOK - ERHIF (Inst. of Med. Sci., Univ. of Tokyo)

JEREENY)H L /Cancel

CREEEABLCME7 IO P ERSOLEN S Y AOHE

Multifaceted chaperone effects of C-reactive protein and serum amyloid P component

O/Ni# KfE ' (Daisaku Ozawa), %P4 %8 ' (Ryo Nomura), Patrizia P. Mangione®,
R4 —i% ' (Kazuhiro Hasegawa), K% Hfll ' (Tadakazu Okoshi), Riccardo Porcari’, Vittorio Bellotti’,
PIAR G24E ! (Hironobu Naiki)
IR« PR (Fac. of Med. Sci., Univ. of Fukui), “Div. of Med., Univ. College London

Relationship between the Folding Rate and Structure-based Parameters of Globular Proteins
2FT S NGFr T2 (Balachandran Manavalan), OZ B Fiph 13 (Kunihiro Kuwajima),
s fpgs 12 (Jooyoung Lee)

U - EARLERE - EHERLSE (Computational Sci., KIAS),
zﬁ RS - 4 v V) T\ VERSRE V7 — (Center for In-Silico Protein Sci., KIAS),
3$j( < B - BB (Dept. Phys., School Sci., Univ. of Tokyo)
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3P-132
3P-133
3P-134
3P-135
3P-136

BIERMCEDTVT7 O DBREFRTREHEE

Aggregation and structure of gliadin upon salt addition

O SChE! (Fumio Arisaka), =)& Fuh 2 (Kazuhiro Mio)s, W wWwH X3 (Yuki Higashino)s,
JbR2 MMt (Yuki Kitao), FAY #9Z  (Saki Iwamura), B 4T (Reiko Urade)

YHOK - AW - s (School of Biores. Sci., Nihon Univ.), “BERSHF (AIST).
SHUK - B - %% (Grad. Sch of Agriculture., Kyoto Univ.)

| 707%F—L - EAE IS / Proteomics / Protein engineering (3P-130 ~ 3P-146)

BIRE NV EEREMHE [ 22N ERHEAE] OFRRE
Protein Condensate: development of integrated-protein liquid material
Oy k5 ¥ (Tatsuya Nojima), 5@ H 4% — (Tomokazu Iyoda)

WK - JST-ERATO Ml 71 ¥ = 2 b (Tokyo Inst. Tech., JST-ERATO Iyoda project)

Development of a novel homogeneous immunoassay using mutant beta-glucuronidase
O#& JL#H (Jiulong Su), #E 43 (Jinhua Dong), [LH % (Hiroshi Ueda)
WK « B (Chem. Res. Lab., Tokyo Tech.)

RIEFIZ R FETH Clampbody BEAI7ZOAT Y v VBRORRKFLEEEL
Antigen-dependent catalytic activity of an artificial allosteric enzyme by tethering with circularly
permuted antibody fragments (Clampbody)

Bk Rk (Hiroto Iwai), M (g F! (Miki Misaizu-Kojima), W 4 (Jinhua Dong),
O %22 (Hiroshi Ueda)
"Bk « B2l - {b4: (Dept. of Chem. Biotechnol., Sch. of Eng., Univ. of Tokyo). 2B 1.k « & JMF (Chem. Res. Lab., Tokyo Tech.)

A0V —LBEICE TS ENO—-ZAMNKSREER EICFST 5 O—REE N X1 OEERG

What is the character of CBD for enhancement of degradation activity in artificial cellulosome

Owri# St (Hikaru Nakazawa), [ H I (Tzumi Okada), A73H K (Yuri Ishigaki), /M 5T (Eiko Kobayashi),
Mgt St (Mitsuo Umetsu)

ALK - BeT. - 7354 5 T (Dept. of Biomole. Eng., Tohoku University,)

BIERLEMERR 2 /N BEM% (PUREfrex) ICH113 N Kif O K sisifbic & 2BIR%h M L
Improvement of translational efficiency by N-terminal codon optimization in the reconstituted cell-
free protein synthesis system

O 4r%% (Rena Matsumoto), A% I+ %51 (Satoshi Murakami), 4x#% 42 (Takashi Kanamori)

Y—rv7uv5 47 () (GeneFrontier Corp.)

70Y) EGERIIC K SBRBROBESHMEEANT # —NVT 1 L IICEZADE
Influences of the translation retardation caused by successive proline motifs on protein folding in
the cell
A 2 (Toshiki Hashimoto), Z4% &SP (Yuhei Chadani), OF}3J EW (Tatsuya Niwa),
HH I 3 (Hideki Taguchi)
WK - A4y P T (Grad. Sch. of Biosci. & Biotech. Tokyo Institute of Technology)

RBREREHABEZRTIERAT I/ BOZEFAICELD X INTEDN KR
Double incorporation of photoreactive and fluorescent nonnatural amino acids into proteins for
photo-functionalization of proteins

Ox HA (Rumi Shiba), S B (Takayoshi Watanabe)s, FrI HEA (Takahiro Hohsaka)
JuBESEHGE A « =5 1) 7 )b (School of Materials science, JAIST)
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3P-137 TagDNARY X 5—HERKICH T HHMBREEORE
Strand-displacement activity of Taq DNA polymerase exerted by mutations
OFY -7 (Sonoko Ishino), [L] I fg (Takeshi Yamagami), 4J: %337+ (Namiko Imai),
WAy 8.2 (Yasuyuki Kajitani), £7%F KAl (Yoshizumi Ishino)

JUKPBE + /2 (Grad. School Bioresource and Bioenviron. Sci., Kyushu Univ.)

3P-138 WikfEY A1 bHA U OEAFHIN—TRORHEL
Optimization of the circularized cytokine by modifying loop length
Oy B ! (Risa Shibuya), TR #? (Takamitsu Miyafusa), = (Wataru Nishima),
ZN=R (Shinya Honda)
"Bk + BrEIR (Front. Sci. , Univ. of Tokyo), “PERHE « 234 o+ A 5 4 H L (BMRI, AIST)

3P-139 ZIVJLAIREKRAF XA ZRAWHRETETHE
Design a new transcription factor based on Engraied Homeodomain.
OffFg %7 (Tomoko Sunami), (¥} 752 (Hidetoshi Kono)
B kM - Y —2 - 50 F 33 2L —3¥ 3 ¥ (MMS, QuBS, JAEA)

3P-140 PARJTDN—TADBAICKZEAEDBETLFES AT L
Tailored placement of a turn-forming PA tag into the structured domain of a protein to
probe its conformational state
@) =¥ (Yuki Fujii), 7K 27T ! (Yukiko Matsunaga), 4% H R ! (Takao Arimori), JL#§ & ! (Yu Kitago)s,
JNEEJE B 2 (Satoshi Ogasawara), 47 JE 2 (Mika Kaneko), JIE =% 2 (Yukinari Kato)s,
A % — ' (Junichi Takagi)
WAk + BB (Inst. Protein Res., Osaka Univ.), *HAtK + BE (Sch. of Med., Tohoku Univ.)

3P-141 NK#iRaziEm & LES F SRR ERGOHEEMN LTI E
Functional format for small bispecific antibody targeting NK cells
OEW B! (Ryutaro Asano), 7KI FEAi 2 (Keisuke Nagai), HEdt Sty 2 (Mitsuo Umetsu),
REAY 52 (Izumi Kumagai)

1§§Ij( BT ﬁiﬁﬁ]: (Biotechnol. Life Sci., Grad. Sch. Eng., Tokyo Univ. Agric. Technol.),
2tk - BT - 284 o+ 1. (Dept. Biomol. Eng., Grad. Sch. Eng., Tohoku Univ.)

3P-142 ;®EEERY)HL /Cancel

3P-143 %M HLA-G OEFHLICETT
Investigation into soluble HLA-G for the production of biopharmaceuticals
OHMr & (Takashi Tadokoro), W[ ¥ I'j (Takumi Kano), T1fiJI] & (Satoshi Ichikawa), X i (Akira Matsuda),
HoK BT (Kimiko Kuroki), AT B9z (Katsumi Maenaka)
dLK « B - 3E (Fac. of Pharm., Hokkaido Univ.)

3P-144 Open Sandwich ELISA ;%2 &3 1) J —IVEEEE{L# 13-( £ E)-HODE MDi&H
Detection of 13-( £,E)-HODE by Open Sandwich ELISA
O 43! (Jinhua Dong), L H. Jo% 2 (Mototada Shichiri), 4&H 1%)A 3 (Takahiro Shibata),
PYR 3 (Koji Uchida), % Hl He— 2 (Yasukazu Yoshida), P /A2 (Yoshihisa Hagihara),
IR (Hiroshi Ueda)
lﬂbﬂj_j( « BYFHE (Chem. Res. Lab., TokyoTech), zﬁﬁﬁﬁ}f - e T.2% (Health Res. Ins., AIST),
3 KEE « A4y L%% (Grad. Sch. Bioagri. Sci., Nagoya Univ.)
3P-145 ZERE#IRVA VOKBHEBICKDA VS 7OKT A MTOTH I 7 AEHT
Microwave Assisted Proteomics Technology by Use of Cavity Resonant-Type Microwave Reactor
HFAELT! (Fujiko Aoki), HA7 #r ! (Arata Shiraishi), & R 2 (Takeo Yoshimura),
OXKP 75 ' (Shokichi Ohuchi)
LT K - A4S T, (Dept of Biosci & Bioinfo, Kyushu Inst Tech), 23Tk + T. - {b% 1.4 (Grad Sch of Eng, Tokyo Inst of Tech)
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3P-146 Saccharomyces cerevisiaeRRRICLDMNARATr— IV TOEEAERELERGOFE~T7T /2>

A2A SBEFZEFIC~
Micro-scale evaluation of stabilized membrane protein mutants in Saccharomyces cerevisiae;

human adenosine A2A receptor as a case study
OB F8# (Mitsunori Shiroishi), FE4F FLAK (Mai Moriya), HHH 1E (Tadashi Ueda)

JLK + 3 (Grad. Sch. of Pharmaceu. Sci., Kyushu Univ.)
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