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Novel life sciences driven by technological development
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Technology development can provide means to discover unexpected knowledge and information on biologically-

relevant molecules, and has strong potential to create an entirely novel area of life-science research. This symposium
aims to present excellent examples ranging from technological development to intensive application.

F=HFAY— g B (GRREHA) . #E X#H (LNKR)
Organizers: Tomoya Tsukazaki(NAIST), Daisuke Kohda(Kyushu Univ.)

1SA-01 (19001 4#ARAM 1 5F FRET &HAIIC K 2 15$RUIZEAE Raf OMIREPHEER 1 OEHA

Single-molecule FRET measurement deep inside a living cell for the structural distribution of
a cytosolic signaling protein Raf

ORMj A & (Kenji Okamoto)
B (RIKEN)

1SA-02 (930 #EERREMTO—T72AVBRGEMSEE RIS ICEI25BEITHE - SERBIX—-IVY
IRIS, multitarget super-resolution imaging with high density labeling using exchangeable probes
OXRW %! (Tai Kiuchi), %% 1E 1.2 (Naoki Watanabe)

"BUK - BEEE - EPL (Dept. of Pharmacol., Kyoto Univ. Grad. Sch. of Med.),
TRUK - BeEdy - 7B (Lab. of Single-Molecule Cell Biol., Kyoto Univ. Grad. Sch. of Biostudies)

1SA-03 (10000 A£HFSFOENRIZEE) %M LHTEBE NMR 5 FHif
Sensitive NMR Technology toward Real-time Analysis of Working Biomolecules
O /54 (Shinsuke Sando), ¥jH ¥ (Hiroshi Nonaka)

HKPBE « 1. (Dept. of Chem. and Biotech., Grad. School of Eng., Univ. of Tokyo)

1SA-04 (1030 NMR OFHAIMFIRIZKBEEMH SOMEHR
How to proceed NMR-metabolic profiling
OMA B (Tadashi Nemoto)

FERSHF (Biomedical Research Unit, National Institute of Adcanced Industrial Science and Technology)

1SA-05 (1100 X&KROI Y ADEREERREBIRADIGH
Application of metabolomics for high resolution phenotype analysis
Ol J&—HR (Eiichiro Fukusaki)
B K Be « 1.« B4 S (Dept of Biotech, Grad. Sch. Eng, Osaka Univ.)
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EFREE Y KRS L / Young Scientist Award Symposium

2SA

A &3 (3F XA >hR—JL) / Room A (3F Main Hall)
6B8H (K)/June8 (Wed.) 9:15~ 11:00

BEFRRE RO IL
Young Scientist Award Symposium

ER W B (). ik 22— (EIEHEE/ N1 )
Chairs: Yoshitsugu Shiro(RIKEN), Koichi Kato(NINS)
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T PAVRUTZERNERAO. TOM EEEDOSTTHE. & KUHE

Molecular architecture and function of the mitochondrial protein gateway, the TOM complex

O¥im 3! (Takuya Shiota), 4 Bf—H} 3 (Kenichiro Tmai), ¥R{R ZHAc 3 (Yoshinori Fukasawa),
ey N (Kentaro Tomii), &— k¥ K—) 3 (Paul Horton), jat i <}t 2 (Toshiya Endo).,
Trevor Lithgow'

'Biomed. Dis. Inst. and Dept. of Microbiol., Monash Univ..
TROHEK - WAy - Ay Y A F A (Faculty of Life Sci., Kyoto Sangyo Univ.), *JERIF + B3 IEH% (CBRC, AIST)

BLEY 7 =T 1 %X A5 PDI 77 X ) —EFOFRBIEHIBDARA
Elucidation of novel mechanism of PDI family members in catalysis of oxidative protein folding
OB ! (Masaki Okumura), ¥ 48 K HR 23 (Kentaro Noi), 44} #E# ! (Shingo Kanemura),

51 W] (Takaaki Hikima), FkIl] M5 >* (Shuji Akiyama), /Mg 9% > (Teru Ogura),

iR ZE Jk " (Kenji Inaba)

"Lk - £ 96 (IMRAM, Tohoku Univ.), 28K + F&2:MF (IMEG, Kumamoto Univ.), “BEfJf - #%E% (RIKEN SPring-8 Center),

9 FHE (IMS). °CREST, JST

Francisella novicidali3® CRISPR-Cas9 DiERiEiE & HaeE

Structure and Engineering of Cas9 from Francisella novicida

O e ! (Hisato Hirano), PEH§ GARK 1.2 (Hiroshi Nishimasu), f14% FE—RR ! (Ryuichiro Ishitani),
EA ! (Osamu Nureki)
"Bk - B - AR} (Dept. of Biol. Sci., Grad. Sch. of Sci., Univ. of Tokyo), *F#HEli iR BUEEHE £ % 2513 (JST, PRESTO)

EQEBEST—D1 7 OB - www.pssj.jp/archives/
PSSJ Archives: www.pssj.jp/archives/

BHOERBENSHALSMCE 7. TV RFEVZBHBROY HY NREHE
Crystal structures of endothelin receptor subtype-B elucidate binding modes of antagonists
and an endogenous agonist ET-1
OMHIZ # " (Wataru Shihoya), PH{# 1% >* (Tomohiro Nishizawa), LI WJ¥-* (Akiko Okuta),
4 —3 2 (Kazutoshi Tani), JHE &FHI 1.2 (Yoshinori Fujiyoshi), {fA ¥l 3 (Osamu Nureki),
T H S (Tomoko Doi)

"4,k - fl3€ (Grad. Sch. of Pharm. Sci., Nagoya Univ.),

24K - MBI RFSE 2 ~ # — (Cellular and Sructural Physiology Institue, Nagoya Univ.),

SR - BEE - ZE¥ (Dept. of Biol. Sci., Grad. Sch. of Sci., Univ. of Tokyo), *JST & X %%1F (JST PRESTO),
SRUK - B - 2% (Dept. Biophys., Grad. Sch. Sci., Kyoto Univ.)

13FFRET F—R ERFHNFESIAL—2aIlEB 2 VINIEHIA1 T 2 ABEHR
Protein dynamics studied by single-molecule FRET and molecular dynamics simulation
OB HEff ! (Yasuhiro Matsunaga), 42 £ i 1,2,3,4 (Yuji Sugita)

TBRAF - AM5ERLE (RIKEN AICS), B - QBIiC (RIKEN QBIC), *Hfif - iTHES (RIKEN iTHES),
‘RIKEN - % H3#E 4 1B (RIKEN TMS)

AIZEBEF/ 70V 70%HARICEZECHELES 77/ BERSHDRIH
Self-assembling supramolecular nano-architectures created from protein nano-building
blocks using a dimeric de novo protein

O/Nbk Bl 12 (Naoya Kobayashi), #rJ s&— 12 (Ryoichi Arai)

VSO - B - AT - BT 7 £ 73— (Dept. of Biosci. Text. Tech., Interdiscipl. Grad. Sch. of Sci. Tech., Shinshu Univ.),
HEMK - BAE - JSHZEY (Dept. of Appl. Biol., Fac. of Tex. Sci. Tech., Shinshu Univ.)
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Chairs: Yoshimitsu Kakuta(Kyushu Univ.), Atsushi Shimada(Kyushu Univ.) ()

3SA-01 830 BHR#EEHZITOE bEVNVEFOL U REBEGBEROERIEERIT
Crystal Structure of Human Tyrosylprotein Sulfotransferase
Off Il 58 (Yoshimitsu Kakuta)

JUK - B - - ARk (Dept. of Biosci. and Biotech., Fac. of Agr., Kyushu Univ.)

3SA-02 (9001 &N BEDARMEDMIBLERIRER R UE DFIE
Control and biophysical analysis of protein solubility using SCP-Tags
OHLH #t (Yutaka Kuroda)
BT - T. - £ T (Dept of Biotech & Life Sci, Tokyo Univ of Agric & Tech)

3SA-03 9301 IHFLEE F,-ATPase |&. EDXSHICLTHEEEL TLBDH ? IHFLEE F,-ATPase M
X $34E RIS ERRIT & BAEE — 5 THRR

How does F,-ATPase drive rotation? X-ray crystallography and single-molecule studies of
mammalian F,-ATPases
OBAK BB 1.2 (Toshiharu Suzuki)\ aHH B4 2 (Masasuke Yoshida)\ g S 2 (Toshiya Endo)‘
PP 14T ' (Hiroyuki Noji)
'K - - IS HALY: (Dept. of Applied Chem., School of Eng., Univ. of Tokyo),
TRUEK - #AER (Dept. of Mol. Bioscience, Kyoto Sangyo Univ.)

3SA-04 10000 HWEDNTI/BEHBLEEVEINVERIHICE T3 EHLEEESOER
Implified genetic code for creation of proteins without a set of amino acid species
OKRRE KA1 (Daisuke Kiga)

DR RS BT A B R A - W @ T2%8E (Waseda University),
TRTK - BBPLT - AIfE Y 2 5 2Rk (Dept. Com. Intel. and Sys. Sci., Tokyo Tech.),
SHTOK - Sk Ay FSERT (ELSL Tokyo Tech.)

3SA-05 (1030 Nuclear Pore Complexes-From Structure to Function to Disease
O #+ ¥ Y F v — F (Richard Wong)
K - PioEA « JlT (Cell-Bionomics Unit, Kanazawa Univ.)

3SA-06 (1100 Molecular mechanism of chloroplast photorelocation movement
OFL =M# (Sam-Geun Kong)

MK+ 24y (Dept. Biol. Sci., Kongju Univ.)
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