2P RAZ—%H (BrfE BR= 2) / Poster & Exhibition (Exhibition Hall 2, Exhibition bldg.)
6H21H (K)/Jdune 21 (Wed.) 1345~ 1545

FIEREER - MBS 13:45 ~ 14:45 / BHES 14:45 ~ 15:45
Discussion : Odd Poster Number 13:45 ~ 14:45 / Even Poster Number 14:45 ~ 15:45
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UOISS®

2P-001*

2P-002*

2P-003*

2P-004*

2P-005*

| E5%#8i& / Protein Structure (2P-001 ~ 2P-044)

A closed conformation of the catalytic domain of PHA synthase from Chromobacterium sp. USM2
O Min Fey Chek'. Sun-Yong Kim'. Tomoyuki Mori', Razip Samian®. Kumar Sudesh'.
Toshio Hakoshima'

'Structural Biology Lab., Grad. Sch. of Biological sciences, NAIST,
*Sch. of Biological sciences, Universiti Sains Malaysia

ZEBARGEREIY M) VT EXAS Gipl-G y BEHHBKOBERIR
Structural analysis of heterotrimeric G protein shuttling through Gip1-Gy complex formation
O sk ! (Takero Miyagawa), A B—HR 2 (Yoichiro Kamimura), /NP #8HE 2 (Hiroyasu Koteishi),
TS (Kohei Takeshita), FhJI] 35 3 (Atsushi Nakagawa), L[ B % 1.2 (Masahiro Ueda)
'K - A BERE (Fron. Biosci., Osaka Univ.), “FIBF + QBiC (QBiC, RIKEN), B K + &AHF (IPR, Osaka Univ.)

BISUIV KA VERE. hirae V,-ATPase g KX 1 2 (A;B;1HEF) O X REREERT

Crystal structure of a single mutant of the catalytic A;B; complex in the 3-barrel domain

Ol JEAHR ! (Shintaro Maruyama), i fE¥T ! (Kano Suzuki), K% fE—. ! (Kenji Mizutani),
Y23V 777+ UA! (Fabiana Lica Yakushiji), A3 (H:) 75T 2 (Yoshiko Ishiduka-Katsura),
Ak EEHT? (Mikako Shirouzu), AL %2 3 (Shigeyuki Yokoyama), [ —f ! (Ichiro Yamato),
A et (Takeshi Murata)

\T-# KBz - BB (Grad. Sch. Sci., Univ. Chiba),
SHALEIEGET T 4 7 A4 = v AR YE ¢ ~ # — (Division of Structural and Synthetic Biology, RIKEN Center for Life
Science Technologies), BAL2MFFE T & 4L W 4 WFEF (RIKEN Structural Biology Laboratory), *JST + X X %31} (PRESTO, JST)

Functional analysis of the rabies virus protein that inhibits IFN signaling
O Tk ! (Xinxin Jiang), &K% f&H ! (Yuma Nagano), ¥ ¢ ! (Tomo Nomai),
2R ! (Takuya Wakahara), Fijfft 5592 ! (Katsumi Maenaka), Gregory Mosleyz\
iR ! (Toyoyuki Ose)
"JeK -+ 3 (Pharm., Hokkaido Univ.), “Dept. of Blochem. and Mol. Biol.

VT IXVERBARI I LT REY) VEEINKS BREESE EHHRBER & DRSHEE

Crystal structures of nucleoside triphosphate hydrolase from Toxoplasma gondii in complexes with

novel inhibitors

O— 7 ¥ Bk ! (Mai Ichinose), & K# ! (Hiroki Hamada), il B2 ! (Dan Sato), &k 4k ! (Tomoo Shiba),
B BE? (Takashi Asai), JFFH %% ! (Shigeharu Harada)

IRUEB TR - B - TRk - 2R (Dept. of Appl. Biol., Kyoto Inst. of Tech.),
ZE‘}@}\ - PR - F}g&?ﬁ% (Dept. of Infec. Dis., Sch. of Med., Keio Univ.)
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2P-006*

2P-007*

2P-008*

2P-009*

2P-010*

2P-011*

Eimeria tenella> b RO O MEERRKREER CHMBAEZER 7 TV L / =L OBEEGFEE
Complex structure of Eimeria tenella Dihydroorotate dehydrogenase in complexed with ferulenol
OF M E3! (Yukina Yoshioka), i F &2 ! (Madoka Nagahama), {1 % ! (Dan Sato),

B ! (Tomoo Shiba), MK 3k 2 (Makoto Matsubayashi), il & =T L fi 3 (Daniel Ken Inaoka),

= )4 (Naotoshi Tsuji), b # 3 (Kiyoshi Kita), J5FH Z&7% ! (Shigeharu Harada)

"SR TR ¢ B - TRl - JS4E (Dept. Appl. Biol., Kyoto Inst. of Tech.),

2RKBRAFAR - Hefiy - BRIEE (Grad. Sch. Life Environ. Sci., Osaka Pref. Univ.),

SR - B - B - ZEWIEALE® (Dept. Biomed. Chem., Grad. Sch. Med., The Univ. of Tokyo),
43"_’,%7( < & - Z¥HEHU (Dept. Parasitol., Sch. Med., Kitazato Univ.)

H#RE Streptomyces sp. 590. B3R L- X F 7 Z VB REREE R DFERIL

Crystallization of L-methionine decarboxylase from Streptomyces sp. 590.

OZH B ! (Masaki Murota), A FEH ! (Shiho Hosogi), HlE M2 D 2 (Hikari Nakajima),
g3 (Masaya Hayashi), A< B-7- 3 (Michiko Nemoto), &3 544 ! (Tomoo Shiba), ik IZ ! (Dan Sato),
A B3 (Takashi Tamura), FfdH £ 3 (Kenji Inagaki), JEH %4 ! (Shigeharu Harada)

I}J?:Iﬁ;ij( < B o TR} - e (Dept. Appl. Biol., Grad. Sch. Sci. and Tech., Kyoto Inst. of Tech.),
IROMER - B2 - A4y BRES (Dept. Appl. Life. Sci., Grad. Sch., Kyoto Pref. Univ.),
SPILK - B - B AE4y (Grad. Sch. Env. Life Sci., Okayama Univ.)

ERLEXI LA —LBEZRET B7=0HD X RiaRIEERT
Developing methods to determine non-canonical nucleosome structures
Ofili®y —#f ' (Kazuki Urano), ek 1A > (Naoki Horikoshi), fiit %t > (Tomoya Kujirai),
HIT #z > (Hiroyuki Taguchi), kIR 1-:& 234 (Hitoshi Kurumizaka), #JI[ H ! (Wataru Kagawa)

YR K - BT (Sch. of Sci. and Eng., Meisei Univ.), “FL AR « B2 + ZeEB T (Grad. Sch. of Adv. Sci. and Eng., Waseda Univ.),
SHEARH K - BLTHF (RISE, Waseda Univ.), “ARH K - 35 GI2EWE (nstit. for Med.-oriented Struct. Biol., Waseda Univ.)

HREE# X % >/ 8 RAD52 & ssDNA EDBEEHD X & RIBERIT

Crystal structure of the RAD52-ssDNA complex

OV EE=2 (Mika Saotome), 7Z5JHE fdt & 2 (Kengo Saito), % H i 3 (Takeshi Yasuda),
HIBRIK 17 * (Hitoshi Kurumizaka), 7)1l H ' (Wataru Kagawa)
"MK - BET. (Sch. of Sci. and Eng., Meisei Univ.).

ZEFRH -« B - SEAEBE T/ BETWF (Grad. Sch. of Adv. Sci. and Eng. / RISE, Waseda Univ.),
SHCENF - BT < EIFge 1 >~ ¥ — (Res. Ctr. for Radiat. Emerg. Med., NIRS)

FRBEMEICMIIZRRIINEFA 2 S GIBEF Noppera-bo EAEEELSMDBELEMF AR
Structure biological analysis of insect glutathione S-transferase Noppera-bo and its inhibitor
compounds for development of new insecticides
Off2E furg ! (Kazue Inaba), /NPt ZKHR 2 (Kotaro Koiwai), afiffi &4% ! (Kana Morohashi),
WA KR! (Sora Enya), I s (Reina Arai), LN (Hirotatsu Kojima), [ (e (Takayoshi Okabe),
E¥ P10k (Tetsuo Nagano), F I g S (Hideshi Inoue)., W HEA S (Yuuta Fujikawa),
B g 2 (Fumiaki Yumoto), —-H #2#k 2 (Toshiya Senda), J}J1 B ! (Ryusuke Niwa)
lﬂi(&’ﬁﬁ - Ay BR3% (Grad. Sch. of Life and Environmental Sciences, Univ. of Tsukuba),
ZE T R E - WURERE - REXE/ZEM (Structural Biology Research Center, IMSS, KEK),

SR - AEWBLEE (College of Biological Sciences, Univ. of Tsukuba), “HiK + AI3EEEHE (OCDD, The Univ. of Tokyo),
SHORTHEK - ZEA5F}# (Tokyo Univ. of Pharmacy and Life Sciences)

SREE Bqt1-Bqt2 EEHDAERN EFHFAL

Large scale preparation and crystallization of a fission yeast Bqt1-Bqt2 complex

Ol e Tk ! (Hidetaka Yuzurihara), 13 HA7 A ! (Yuuki Aizawa), AL #5 2 (Hiroshi Yokoyama),
SEE Bk (Yuji Chikashige), JEIT fi-1- 34 (Tokuko Haraguchi), [ %% 34 (Yasushi Hiraoka),
kIR 138 %7 (Hitoshi Kurumizaka), &)I] E. ! (Wataru Kagawa)
WAL - BT, (Sch. of Sci. and Eng., Meisei Univ.),

ZEPE B HFZEI (Animal Waste Management and Environ. Div., NARO Inst. of Livestock and Grassland Sci.),

SEHOBIEWFZeRERE - Ak ICT WF%EHT (Adv. ITC Research Inst. Kobe, NICT),

SRBK - AT ERBEWFSER} (Grad. Sch. of Frontier Biosci., Osaka Univ.),

SHEARH K -« Bt » SEAEBE T (Grad. Sch. of Adv. Sci. and Eng., Waseda Univ.), CHARHIK - B TWF (RISE, Waseda Univ.),
THLARH K - B AU SEME (Instit. for Med-oriented Struct. Biol., Waseda Univ.)
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UOISS®

2P-012*

2P-013*

2P-014*

2P-015*

2P-016*

2P-017*

2P-018*

2P-019*

WIEAEER ETDRRONAEDIESFHER
Structural basis for tetanus toxin and its specific antibodies
Ot =ik ! (Yoshihiro Imoto)., B itk (Takeharu Minimitani), it # A2 (Rina Okabe),
T R ! (Yohta Fukuda), %ZJ& HiA 2 (Teruhito Yasui), Jf_I 5¢ ! (Tsuyoshi Inoue)
Wik + 1.« ioAL (Dept. of Chem., Grad. Sch. of Eng., Osaka Univ.), 2[E 384t 5eHF - CDDR (Natl. Inst. Biomed. Innov., CDDR)

MANTF FHFIC K BFEEL CCR5 N7 F N2 IE D2 RRIR
Thermodynamic analysis of the interaction of a sulfated CCR5 peptide with an anti-peptide antibody
Ol —%k! (Kazuhiro Miyanabe), FKHE %45 2 (Hiroki Akiba), FFAR)T Fik 2 (Makoto Nakakido),

HT7TRAL T Kk (Jose Caaveiro), A ffi—EB 3 (Yuichiro Takamatsu), [1I'F A5 3 (Takefumi Yamashita).,

HEAR P12 (Kouhei Tsumoto)

"Bk + 10 - {bZE (Dept. of Chem. Biotech., Sch. of Eng., The Univ. of Tokyo),
2K - 1. - /N4 ¥ (Dept. of Bioeng., Sch. of Eng., The Univ. of Tokyo), ¥k « JE#iff (RCAST, The Univ. of Tokyo)

FGFR3 G697C ZE{AD{EAER DZA

Reaction mechanism of FGFR3 G697C mutant

OFx ! (Atsushi Iwanaga), #1717 1IEA ! (Masato Tsuyuguchi), & [EHB 2 (Masaaki Sawa),
NI (Takayoshi Kinoshita)
UKBRHER - B -/l (Dept. of Biol. Sci., Sch. of Sei., Osaka Pref. Univ.), 2% V' F 754 F 4 4 L3 A (CamaBio Sci.)

R4 SBEH| P TOMAOILIFIEERFIR
Investigating the conformational changes of antibody in different buffers

ORIl plivs! (Hiroaki Oyama), ¥7H JB#c 3 (Masanori Noda), #f11] H32 3 (Masami Yokoyama),
I k! (Takahiro Maruno), P11 iE 1.2 (Susumu Uchiyama)

WK - T« 25563 (Dept. Biotech. Grad. Sch. Eng., Osaka. Univ.), “[iIG#i & 754 %+ (OIIB), XAt L— 254 2 (U-Medico)

REBEXINVEOREBEICH T ZBESBOE T RZERT
High-resolution analysis of structural polymorphism in the chromophore of green fluorescent protein
O W2 (Haruhiko Eki), 35 5 (Kiyohumi Takaba), % 4 = 7 (Yang Tai), fER #iJ (Yuya Hanazono),

Py —JiE (Kazuki Takeda), =A I (Kunio Miki)

HOK -+ BEPR (Grad. Sch. of Sci., Kyoto Univ.)

= EYFEE Thermus thermophilus HB8 M# &7 DNA #5& X /N & TkaP D& EHEEERFIR
Structural and functional analysis of a novel DNA-binding protein TkaP from Thermus thermophilus HB8
OB fud ! (Kazuya Takao), B PR (Yota lio), F I HH 2 (Masao Inoue), JEFH: #ick 3 (Yuki Fujii),

A% ikl 2 (Seiki Kuramitsu), 33 Hig! (Ryoji Masui)

KB K -+ BB (Grad. Sch. Sci., Osaka City Univ.), 2R + BBl (Grad. Sch. Sci., Osaka Univ.),
3|g)ijc - B A% HE (Grad. Sch. Frontier Biosci., Osaka Univ.)

RCA=N=T7 73V —ICBVWTITRBEEFDAT Y THREEZTWB A NIED7TOT 1 —IVELE
Profile comparison of homologous proteins that include swap of secondary structure elements

OZEH PR (Tetsuro Shibata), F§ 1H M (Shintaro Minami), K JGHL (Motonori Ota)

%K+ B+ 153 (Grad. Sch. Inf., Nagoya Univ.)

R ERFEE protein kinase TpkD DBEREMICH T B ATP DIE
Effects of ATP on structural stability of protein kinase TpkD from Thermus thermophilus HB8
ORERF Joii ! (Yusuke Fujino), I I B 2 (Masao Inoue), I e’ (Yuki Fujii),

B Kk (Seiki Kuramitsu), 33 Bg! (Ryoji Masui)

KBTI - BEBE (Grad. Sch. Sci., Osaka City Univ.), “BZK - B (Grad. Sch. Sci., Osaka Univ.),

SHRKCEE « A AvA%RE (Grad. Sch. Frontier Biosci., Osaka Univ.)
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2P-020*
(2WB-03)

2P-021*

2P-022*

2P-023

2P-024

2P-025

2P-026

2P-027
(2wC-03)

REBELERGABRICEZ VY FRED) VEEERBEEORA
Structural and physicochemical analysis to reveal the mechanism of recognition of phosphorylated
antigen by a rabbit antibody.
O 1 el ! (Raiji Kawade), K% %4 ! (Hiroki Akiba), Jose Caaveiro'. HLit  * (Shigeru Okumura),
Suiln i 2 (Toshiaki Maruyama), Kevin Entzmingerz\ HOAR JESE 13 (Kouhei Tsumoto)

"k - 1.+ N4+~ ¥ (Bioeng Dept. of eng., The Univ. of Tokyo), *Abwiz Bio, Inc.. SHKEERHIF (IMS, The Univ. of Tokyo)

AL ZHI#ESF & T SHMBRASREREHEOBELF A
Structural characterization of heme binding as a signaling molecule for the iron homeostasis
O/NE BT ! (Mariko Ogura), Z5Fg %89 15 (Tomohide Saio), PYH % 13 (Takeshi Uchida),

MR 758 23 (Hideaki Tanaka), ZELA I fifd 23 (Genji Kurisu), 73 —% 4 (Kazuhiro Iwai),

A E—Eg e (Koichiro Ishimori)

b kBz - %4L (Grad. Sch. of Chem. Sci. and Eng., Hokkaido Univ.), 2Bk + B AW (IPR, Osaka Univ.),

SR - B - B30T (Dept. of Macromol Sci., Grad Sch. of Sci., Osaka Univ.), *HiK + & (Fac. of Med., Kyoto Univ.),
Siltjiﬁ « ¥ (Fac. of Sci., Hokkaido Univ.)

HEBTXT I VEORIKEBENKT S TAST1KS RX 1 U OfE&LE X HREHTEER
Crystallization and X-ray diffraction of TAS1 KS domain that conducts cyclization step of mycotoxin
tenuazonic acid

OWmA —F ! (Kazuki Nishimoto), H ¥ 5l ! (Tomoya Hino), F* XAk 2 (Choong-Soo Yun),
EH #2 2 (Hiroyuki Osada), 7k¥f F.¥& ! (Shingo Nagano)

l‘%ﬂij( < BT - AL%24EW) (Dept. Chem. Biotech., Grad. Schl. Eng., Tottori Univ.),
2P - BRBEEIRRE - I A VN4 F 1 Y — (RIKEN CSRS)

Crystal structures of highly simplified BPTIs provide insights into hydration driven increase of
unfolding enthalpy

O Mohammad Islam'., Masafumi Yohda’. Shun-Ichi Kidokoro®. Yutaka Kuroda’

'Faculty of Biological Science, Univ. of Chittagong. *Tokyo Univ. of Agriculture and Technology-
*Nagaoka Univ. of Technology

Structural Symmetry of Proteins
O Maayan Bonjack-Shterengartz. David Avnir

Inst. of Chem., Hebrew Univ. of Jerusalem

Functional protein nanofibers formed by the self-assembly of the chaperonin GroEL nanocage
OB £ (Jin Chen)
Minist. Educ., Key Lab Modern Toxicol., Nanjing Med. Univ.

Improved structural estimation of disordered proteins by circular dichroism spectroscopy
O Jozsef Kardos'. Frank Wien’, Matthieu Refregiers’. Peter Tompa’. Young-Ho Lee*. Yuji Goto®
Kyou-Hoon Han’. Agnes Tantos’, Andras Micsonai'

'MTA-ELTE NAP B Neuroimmun. Res. Group, Dept. of Biochem., Eotvos Lorand Univ..
*Synchrotron SOLEIL. °‘Inst. Enzymol., Hungarian Acad. Sci.. ‘Inst. Prot. Res., Osaka Univ..
*Korea Res. Inst. Biosci. Biotech.

BFHNFEERAVEOAEKNISF IV ADKRE  EREZRBEICLITE

Hydration dynamics of proteins elucidated by molecular dynamics simulations:

Effects of the secondary structures

W B (Takafumi Fujiyoshi), %% J5 #K (Kota Kasahara), Wprpt BiOK (Yuta Nonaka), VLR #3 ) (Yuji Ezaki),
O ¥4l (Takuya Takahashi)

AR - Ay - 21 (College of Life Sci., Ritsumeikan Univ.)
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2P-030

(2SA-10)

2P-031

2P-032

2P-033

Crystallographic analysis of the triose-phosphate/phosphate translocator in complex with two
counter-substrates
Oz Fg! (Yongchan Lee), P 1% ! (Tomohiro Nishizawa), A K & ! (Mizuki Takemoto),

hElg %! (Kaoru Kumazaki), [I'F BEKER 2 (Keitaro Yamashita), ~J~H 4k 2 (Kunio Hirata),
T RS (Ayumi Minoda), R["f7 I 4 (Satoru Nagatoishi), HAS {3 4 (Kouhei Tsumoto),
A48 B—E! (Ryuichiro Ishitani), A B ! (Osamu Nureki)

"HEK - Bl - 2B (Dept. of Biol. Sci., Grad. Sch. of Sci., The Univ. of Tokyo), “BAJf - SPring-8 (RIKEN SPring-8 Center),
3%(&’7{ « 428 (Fac. of Life and Environ. Sci., Univ. of Tsukuba),
KT NL AT V=T Y % (Dept. of Bioeng., Sch. of Eng., The Univ. of Tokyo)

I 7M1 ABFHEMFEICLBINANTO/OYF Iy bOBERET

Cryo-EM structure of heterochromatin unit by human HP1
OER ! (Yoshimasa Takizawa), MJH ¥ — 2 (Shinichi Machida), A7 AL #f— 2 (Masakazu Ishimaru),

B £ 2 (Satoshi Sekine), H[LI {#— 3 (Jun-ichi Nakayama), #IBEIK 1=& 2 (Hitoshi Kurumizaka),
Matthias Wolf'
'OIST. *HLARIIK « JGAEFL L (Waseda Univ), *JE/ERF (NIBB)

VIRARTPFIUVERBINLPAG ICEKB )Y NREBOBEER
Structural insight into the ligand recognition mechanism of lysophosphatidic acid receptor LPA6
OB k! (Reiya Taniguchi), J I &% 2 (Asuka Inoue), i1 SE4p 3 (Misa Sayama),

Ak BHG 2 (Akiharu Uwamizu), [1I'F BKHR 4 (Keitaro Yamashita), - Az 4 (Kunio Hirata),

EHH RN (Masahito Yoshida), I EA 6 (Yoshiki Tanaka), JIIE E JEH ! (Hideaki E Kato),

B8 WTT (Yoshiko Nakada-Nakura), J&4%+ 1 3 (Yuko Otani), P4{& HI% ! (Tomohiro Nishizawa),

T AT (Takayuki Doi), KFIH §Z 3 (Tomohiko Ohwada), 1% F&E—RR ! (Ryuichiro Ishitani),

FHA 2 (Junken Aoki), jHEA B ! (Osamu Nureki)

"Bk - # - A%} (Dept. of Biol. Sci., Grad. Sch. of Sci., The Univ. of Tokyo),

29tk - 3 - 2L (Lab. of Mol. and Cell. Biochem., Grad. Sch. of Pharm. Sci., Tohoku Univ.),

3%}\ . % . ﬁ'ﬂj (Lab. of Org. and Med. Chem., Grad. Sch. of Pharm. Sci., The Univ. of Tokyo),

*PIRF - SPring-8 * > # — (SPring-8 Center, RIKEN),

SR - # - RUSTHI#E LS (Dept. of Hetero. Chem., Grad. Sch. of Pharm. Sci., Tohoku Univ.),

6%“?&% s ONA F - AT AT A (Dept. of Sys. Bio.,Grad. Sch. of Biol. Sci., Nara Inst. of Sci. and Tech.),
THOK - B - TR NS L (Dept. of Cell. Biol., Grad. Sch. of Med., Kyoto Univ.)

MiEREEEAZFIALEERT 1 L PRERIBERIT

Microcrystal-carrier media for serial femtosecond crystallography

OB B! (Michihiro Sugahara), Fif% REIET- 1.2 (Eriko Nango), HIH 34,2 1.2 (Tomoyuki Tanaka),
I e (Ayumi Yamashita), 48 &k 1.2 (Toshi Arima), FHH Bk 1.2 (Rie Tanaka), 77 H 4H 1.2 (So Iwata)
'BfF - SPring-8 * > # — (RIKEN SPring-8 Center), “FUA - & (Med., Kyoto Univ.)

BMIBICKDEZBNI NV EEEZREOEL
Changes in hair protein and properties due to heat treatment
O #h (Atsushi Baba)\ SH Fiz (Kazuyuki Suzuta)\ PER A (Kosuke Watanabe)\ i BE (Len Ito)

e 44k I VK ~ (MILBON Co.,Ltd.)

1 XEHE 71 W AHEK mRNA F + v FLEFRDOILFEEICED < RISHEIBREIR
Structural insight into the reaction mechanism of the capping enzyme from Rice Dwarf Virus
Ot BEA! (Yusuke Nakamichi), HUli #50 ! (Akifumi Higashiura), % H 7 ! (Hirotaka Narita),
— K (HEJE ) BRis 2 (Tamaki Uehara-Ichiki), #J5 48— 3 (Kyoji Hagiwara), KAV fiftih 4 (Toshihiro Omura),
Ha)l] ! (Atsushi Nakagawa)
WK - IR (Inst. Protein Res., Osaka Univ), *ELF%HE (NARO), * AR TA2RFJERT (HSE Lab), *HiULf4AF (NARC)
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2P-034

2P-035

2P-036

2P-037

2P-038

2P-039

2P-040

2P-041

KEAVTZR7)AVNMF AT T 7—E GmIF7GT OiERIEERFT

Crystal structure analysis of soybean isoflavone glucosyltransferase GmIF7GT

O EN! (Atsuhito Takahashi), KL #f¥k ! (Takuji Oyama), H1|l] % 2 (Toru Nakayama),
WA EE' (Masami Kusunoki)

lmﬁgﬁﬂﬁ: . ﬂ:ﬁﬁfﬁiﬁ (Grad. Sch. Med. Eng. Agric., Yamanashi Univ.),
2L AR - 1+ 234 o 1. (Dept. Bioeng., Grad Sch. Eng., Tohoku Univ.)

1 X DHFEZEE OsCERKT DHFIA K X 1  DERIBES KUT DFMHELHE
Crystal structure and activation mechanism of OsCERK1 kinase domain from Oryza sativa
O fee— ! (Kenichi Harada), LT 2%i& 2 (Koji Yamaguchi), [} A8 ! (Eiki Yamashita),

PR PET- ' (Shoko Shinya), JHEJ5 538 ' (Toshimichi Fujiwara), F1)I] #51 ' (Atsushi Nakagawa),

I g %52 (Tsutomu Kawasaki), DAIE R pER 3 (Chojiro Kojima)

"Wk - ZREAWF (nstitute for Protein Research, Osaka Univ.), “JE KB + M (Department of Advanced Bioscience, Kindai Univ.),
3*&75: E K B# « 1. (Graduate School of Engineering, Yokohama National Univ.)

%2 &Sk 2 fliA A EDFERICH TS S100B EREDEERFE
Structural properties of S100B protein in binding with divalent ions of the second group elements
OM 1 377 ! (Koichi Murayama), % 4T 2 (Sadayuki Matsuda)

MR - 2R fvl - BERRSMHT (Life Sci. Res. Center, Gifu Univ.),
2:",’,%{7(1[‘_1“[ . 'ﬂj’_%" (Sch. Natural Sci., Eng. Agric., Hokkaido Univ. Edu. Asahikawa Campus)

Day 2 (June 21)
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SARS3CL 7O77—H N CHRHEAC 7OV JICH I B LIS RIE L RHEE
SARS-CoV 3CL protease cleaves its C-terminal autoprocessing site by novel subsite cooperativity
ORES k! (Tomonari Muramatsu), #y4% -3 2 (Chie Takemoto), P§F: H ! (Wataru Nishii),

JEH B! (Takaho Terada), FI1/K Ff&T- 2 (Mikako Shirouzu), Al B2 ! (Shigeyuki Yokoyama)

VB - BRI (RIKEN, Struct. Biol. Lab), 2B + 5 4 74 4 T ¥ A B AR+ > & — (RIKEN.CLST)

BEEREREEL JVAIVBAXII—EOEERENTROS FHE

Molecular mechanism of substrate specificity change of L-glutamate oxidase
i E4T! (Nanako Ito), O-tJI] fiEAS ! (Masaki Kitagawa), 48 Wi 2 (Shinsaku Matsuo),
AR Py 2 (Michiko Nemoto), FHAY & 2 (Takashi Tamura), H TF#F 3 (Hitoshi Kusakabe),
fodE B2 (Kenji Inagaki), 4 H JFE ! (Katsumi Imada)

"Wr Ak + B - P (Grad. Sch. Sci. Osaka Univ.), [k « B « Bt352E 4y (Grad. Sch. Env. & Life. Sci. Okayama Univ.),
3( k) T ¥4 A% ¥ (Enzyme Sensor Co. Ltd.)

18— F 2 20FHHABEICED AR —2 3 VT

Conformational Analysis of Intersectin 2 by Dynamic Light Scattering

O 1l Fnpg 12 (Kazutaka Murayama), 111 - JIIE 3532 2 (Miyuki Murayama-Kato), 7RIX 3 & 2 (Ryogo Akasaka),
Ak EEHT? (Mikako Shirouzu)
"tk - BET%: (Dept. of Biomed. Eng., Tohoku Univ.), *BEfff + CLST (RIKEN, CLST)

HARMEGT THRABCOEDEZESDH B Fik
Improve the efficiency and reproducibility of the protein crystallization under anaerobic condition
OFH 4! (Miki Senda), 4 FIEH 2 (Takeru Hayashi), sl B2 (Masanori Hatakeyama),

FH k! (Toshiya Senda)

YE T R - WRERT (SBRC, IMSS, PF, KEK), ¥k - & (Grad Sch. of Med., The Univ. of Tokyo)

ZHEIF LY XL I F 2 SPL OILIFEE EHERENE
Three-dimensional structure and carbohydrate-recognition mechanism of the bivalve Saxidomus
purpuratus lectin SPL

OF Il 875 (Tomomitsu Hatakeyama), B J& T (Shuhei Itakura), #BF 75— E§ (Shuichiro Goda).
T JEIY (Hideaki Unno)
FeWs KB + T, (Grad. Sch. of Eng., Nagasaki Univ.)
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2P-042

2P-043

2P-044

Ser298 ') VEE{LIC & D UHRF1 DIBEEBEED AL v F 2 THE
Structural and functional switching mechanism of UHRF1 by phosphorylation at Ser298.
O il %44 (Tomohiro Jimenji), #B J&5E (Satomi Kori), FHf H14K (Fumie Kusano),

WA % A 2 (Rumie Matsumura), /N B (Takashi Oda), 45 H 2% (Kyohei Arita)

Barlikbe - A AvE Rl (Grad Sch. of Medical life science, Yokohama City Univ.)

BREEFERRTICEDI< AV 2T My FILKBDRATHEE FRID p53 MEFL KX 1 ADEH
Analysis of intrinsically disordered regions by contact map based on inter residue average distance
statistics for p53

OTAH #hifp (Takumi Shimomura), Z§Hh ] (Takeshi Kikuchi)

AR - A FRF o A2 (Dept. of Bioinf., Col. of Life Sci., Ritsumeikan Univ.)

Nonlabens marinus FBISRFRAEBEENME T O 1 FR 7Ot RIEERFIR
Structural mechanism for light-driven transport by a new type of chloride ion pump, Nonlabens
marinus rhodopsin-3
O3 e ! (Toshiaki Hosaka), ¥ & 2 (Susumu Yoshizawa), )55 f& 2 (Yu Nakajima),
KR % ' (Noboru Ohsawa), I IEJ ' (Masakatsu Hato), Edward F. DeLong’.
P/ =N (Kazuhiro Kogure), A1l .2 4 (Shigeyuki Yokoyama), 4%+ K3 ! (Tomomi Kimura-Someya)s,
o b e (Wataru Iwasaki), HK F&T- ! (Mikako Shirouzu)

"B - CLST (RIKEN, CLST), “HUK « KAGEEERF (The Univ. of Tokyo, AORD), *Univ. of Hawaii, C-MORE.
‘qﬁﬂ: - A1 (RIKEN Structural Biology Laboratory),
SHORBEEE - AW Fl4#~ (The Univ. of Tokyo, Depart. of Biological Sciences)

| st&#% - 1588%% / Computation / Information Science (2P-045 ~ 2P-066)

2P-045*

2P-046*

2P-047*

2P-048*

2P-049*

ERERTEN BT EICET S EEERAKS R
Interaction-component analysis of protein stability and heat denaturation
Oflizk #FiZ (Yoshihiko Tokunaga), [LI5F & (Yu Yamamori), A3 E 4 (Ryosuke Ishizuka),
FABK A= (Nobuyuki Matubayasi)
B K « AT, (Osaka Univ.)

BFENFHEEZRAV=HRE S = OEEEERBICET S1E:EMRT
Structural analysis on the conformational change pathway of Cytoplasmic dynein by molecular
dynamics simulation

OAPE HEIHE (Shintaroh Kubo), {5 ] # . (Shoji Takada)
LUK - B - A2y (Dept. Biophys., Div. Biol., Grad. Sch. of Sci., Univ. of Kyoto)

MIFA—=RVVE V) VEEEEFOLEXY M 7V OBHI RV - R
Free energy landscape for the whole transport cycle of triose-phosphate/phosphate translocator
OmAR Hi ¥ (Mizuki Takemoto), 25 HiJ (Yongchan Lee), 14+ FE—HE (Ryuichiro Ishitani),

A H (Osamu Nureki)

WK - B - BB (Dept. of Biol. Sci., Grad. Sch. of Sci., The Univ. of Tokyo)

AEAFEHHOVX M) —RICEBBICERERFFL R0 8—4y MREBEEORIN
Computational calorimetry analysis of the target recognition mechanism of oxidoreductase
thioredoxin

Ol H (Yuya Yamaura), 7l BFL (Tadaomi Furuta), #2Jf: 9 (Minoru Sakurai)

WK« /34 F % ~ & — (Center for Biol. Res. & Inform., Tokyo Tech)

EREEL T HEBRSFENFEICES Chignolin DE - SEXM
Thermal and pressure denaturation of Chignolin by isothermal-isobaric replica-permutation
molecular dynamics method
O 1= 1.2 (Masataka Yamauchi)\ WA At 12 (Hisashi Okumura)
AWK - Wy - 5% (Dept. of Struct. Mol. Sci., SOKENDAI), 40 (IMS)
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2P-050* Martini HigZE AV BBLS I 1L—2a V& B - F+ RV CFTR DS 1 F X 7 A0
Analysis of molecular dynamics of Cl- channel CFTR using coarse-grained simulation with the
Martini force field

O 3 (Tsubasa Yabuchi), M4 Z (Shun Nanjo), 1l [H HAFL (Tadaomi Furuta), I 92 (Minoru Sakurai)
WK« /N4 F & >~ # — (Center for Biol. Res. & Inform., Tokyo Tech)

2P-051* #F>IaL—>3arZBUWERNA 7727 —DREHFEDRRE
In silico design of RNA aptamer to human Immunoglobulin G
EH 2 (Hisae Yoshida), P11 EAf ! (Masahiro Sekiguchi), Bk —%ff 3 (Kazumasa Akita),
W gL (Emire Inomata), ¥PA Hif (Yusuke Nomura), A7)I] &’ (Takeshi Ishikawa).,
WA F—1 (Taiichi Sakamoto), [l1jF B ] ! (Kenji Yamagishi)

"HK + 1.+ 424t (Chem. Biol. and appl. Chem., Grad. Sch. of Eng., Nihon Univ.), 2JSPS 43I#F%¢ H DC (JSPS Research Fellow),
3YRI v o (RIBOMIC Inc.), *T-ZETK - JeE T - 24y (Dept. of Life Sci., Fac. of Adv. Eng., Chiba Inst. of Technol.),
sf{j{ . [%Tﬁ;‘i“é . @3& (Infect. Res., Grad. Sch. of Biomed. Sci., Nagasaki Univ.)

2P-052* BF#HHhFEIIal—avic&Bin HIV hflliifk PG16 O CDR-H3 (&1 21E:ERIE DR
Molecular dynamics study of the structural rigidity of CDR-H3 of anti-HIV neutralizing antibody PG16
Otk & ! (Ryo Kiribayashi), JTjE 55¥ ! (Hiroko X. Kondo), HH K#i 2 (Daisuke Kuroda)s,
e ! (Toru Saito), FH YR ! (Jiro Kohda), I f=% (Akimitsu Kugimiya),
g S5 ! (Yasuhisa Nakano), [ %} & ! (Yu Takano)

WETK - 53t - BEJH (Grad. Sch. Info. Sci., Hiroshima City Univ.), “W3flIk + 3% (Sch. Pharm., Showa Univ.)

2P-053* EIRBIZICHT S G3LEA EFIWATF FOEFIRREICRET BB ENHR
Computer simulation study on the mechanism of protection of dried POPC bilayer by G3LEA model
peptide
OB ik (Yuta Takahashi), HH R (Tadaomi Furuta), I 92 (Minoru Sakurai)

WK - /34 %+~ ¥ — (Center for Biol. Res. & Inform., Tokyo Tech)

2P-054 70774 NWHBRICEBENDEIRZZIZ YA MBI BEENFIFID S D&MD FE
Profile comparison revealed deviation from structural constraint at the positively selected sites
JNHE 2 12 (Hiroyuki Oda), “KH JCH#l 3 (Motonori Ota), OJf e (Hiroyuki Toh)

'Bg%% - PR - ZEA¥IEAL (Dept. Biomed. Chem., Shl. Science & Tech., Kwansei Gakuin Univ.), 2JLK + ZEEWF (MIB, Kyushu Univ.),
3%)\ . ‘]‘%iﬁﬂ’? . ﬁ%ﬁ%ﬂ»? (Dept .Complex System Sci., Grad. Schl. Info. Sci., Nagoya Univ.)

2P-055 FGFR3 RE@MBEEHOL 7 HZWEICEHBEY TV T
Conformation sampling of transmembrane region of FGFR3 dimer using replica exchange MD

simulation
OM: Kififi (Daisuke Matsuoka), i} 7] (Motoshi Kamiya), #f ¥ (Takaharu Mori), A2 47 {f (Yuji Sugita)
FLHF (RIKEN)

2P-056 #oN\/8HFRED [Ny F] R RENMFICET=E
Protein Surface 'Patch' Analysis and its Application in Aggregation Suppression
O H %25 (Akitoshi Okada), A &M (Yoshirou Kimura), Ji ] E— (Ryoichi Kataoka)
PR &HE IV ¥ X (MOLSIS Inc.)

2P-057 xRy b7—JETFNERVEEERSEICEK S ERERETFZEFMBRNEEOEIREDES DRFIR
Analysis of low frequency motions of epidermal growth factor receptor ectodomain by normal
mode calculation using elastic network model

Oy k5 i3 (Hiroyuki Nojima), A7 HI - &M FLH T+ (Mayuko Takeda-shitaka), )5 5§ (Hajime Matsubara)
r"ﬁi)\ . % (School of Pharmacy, Kitasato Univ.)

2P-058 F#RAIEEEHDB -Trefoil FINIDT F—NF 1 5 ATICET BEFIDHE
Property of sequences of beta-Trefoil proteins with irregular structures on their folding
OARK BAST- (Risako Kimura), Ail[i] #it (Takuya Kirioka), #§#h 2 7] (Takeshi Kikuchi)

AR - A FRF - A (Dept. of Bioinf., Col. of lifesci., Ritsumeikan Univ.)
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2P-059

2P-060

2P-061

2P-062

2P-063
(25A-03)

2P-064
(28A-07)

2P-065
(28A-01)

2P-066
(2Wc-02)

VZT7#A=NWRF—ZVJZRAVEZRTBHEOSRICE T HHEKIIERHNRD
32— avilEBMA
Simulation study of effects of ice embedding of non-crystaline particle on classification of
projection images using manifold learning
OEw A (Naoto Takano), BNy (Tomotaka Oroguchi), HE gy 2 (Masayoshi Nakasako),
sEey (Takashi Yoshidome)
lijbj: « 1.« ¥ (Dep. of Appl. Phys., Tohoku Uni.), Z%M_"Sj{ « BT (Sci. Tech., Keio Univ.),
SPIWF - RSC (RIKEN SPring-8 Center)

BHIRNF—ZFRBICEDTL Pim-1 FF—EHEEFROMEMMZEEBHIRIF—DOFHE .
V2 FEEDSER

Relative binding free energy predictions for ligands with Pim-1 kinase based on the free energy
variational principle

AL 4% (Anna Hirai), OZ§Hh # 7] (Takeshi Kikuchi)
AR - A FEF - A2 (Dept. of Bioinf., Col. of Life Sci., Ritsumeikan Univ.)

AUNVETNATREETNVEBRICBIBVY_Tr—IV -V T DHEY
Necessary of manifold learning for construction of a Markov state model of a protein
g 15 (Reika Ito), O™ 4% (Takashi Yoshidome)

HBUILK - 1. - W (Dep. of Appl. Phys., Tohoku Univ.)

FRINY ¥ JHEEZRE PET 5887 FF—E#REER Cut190 DX RGERT
Mutational analysis of cutinase-like enzyme, Cut190, based on the 3D docking structure
Ol 5" (Takeshi Kawabata), fikIH =32 2 (Masayuki Oda), & &+ 3 (Fusako Kawai)

"Wk B (nst. Prot. Res., Osaka Univ.)y “3L#RHFSE KB « A2 Ay BRBERI 47 (Grad. Sch. Life Env. Sci., Kyoto Pref. Univ.),
SHUEB - T 3EHbHE R - MbHERl %2 (Cent. Fiber & Textile Sci., Kyoto Inst. Tech.)

ZALY bOL MUF ICBITEEFBHER

Electron transfer pathways in a multi-heme cytochrome MtrF

OPEss 8 12 (Hiroshi Watanabe), [l HEcCh 2 (Yuki Yamashita), F7t Y& 1.2 (Hiroshi Ishikita)
YK - JEURAE (RCAST), *BUK - JfL (Appl. Chem., The Univ. of Tokyo)

Apo- and antagonist-binding structures of vitamin D receptor ligand-binding domain in
solution revealed by MD and SAXS hybrid approach

O A % ! (Toru Ekimoto), 7% 5l HEWY * (Yasuaki Anami), {i§7K ffif% * (Nobutaka Shimizu),
I K * (Daichi Egawa), {JH§ #24% > (Toshimasa Itoh), fthIT {ilifi ' (Mitsunori Tkeguchi),
WA Ey-2 (Keiko Yamamoto)

YRkl K - A:4FIE (Yokohama City Univ.), “W3F13 K (Showa Pharmaceutical Univ.), 15T %W (KEK-PF)

NI T )70 DNA BERFARESHOIBEETT > J L EOHEERRIR
Near-atomic structural model for bacterial DNA replication initiation complex and its functional
insights
OfAK 19! (Masahiro Shimizu), %1 Z&4i 2 (Yasunori Noguchi), W5 [1] A7 HL 2 (Yukari Sakiyama),
N RS2 (Hironori Kawakami), J"I11 i 2 (Tsutomu Katayama), =5 ¥ ! (Shoji Takada)

lﬁ':j( < Bl - M ER (Dept. Biophysics., Grad. Sch. Sci., Kyoto Univ.),
2K - - 5T (Dept. Mol. Biol., Grad. Sch. Phar. Sci., Kyushu Univ.)
BFEHNFEIIAL—2aIlEBF0KkE / BKERBTOZ S04 KB (16-22) DK

Molecular dynamics simulation of amyloid-B(16-22) aggregation at a hydrophilic/hydrophobic
interface

OB At 12 (Hisashi Okumura), {Fi BE 12 (Satoru G. Itoh)
155 FWF (Inst. Mol. Sci.), 2K (SOKENDAI)
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et - #lBa - £ X — 2% / Protein / Cellular Functions, Imaging
(2P-067 ~ 2P-079)

2P-067 High-speed atomic force microscopy visualization of the nuclear pores dynamics in colon
(2WA-05) cancer cells

O+ ¥ % Y F % —F ' (Richard Wong), Mahmoud Shaaban Mohamed'?. % fi§ 2k * (Toshio Ando),
il g ? (Takahiro Nakayama), Hi [ B2 (Azuma Taoka)

lé‘:»\j( < BT - FHY (Cell-Bionomics Res. Unit, INFINITI, Kanazawa Univ.),
2K - N4 F AFM S i%e 4 o~ # — (Bio-AFM Frontier Res Center, Kanazawa Univ.)

2P-068* mE&VNNIBEI+AOY YidC DMHARNESE DR
Exploration of in vivo substrate protein of membrane protein chaperone YidC
OmEK BE (Tomoka Koshimizu), A &S (Yuhei Chadani), F} SEH (Tatsuya Niwa),
FHIT 348 (Hideki Taguchi)
BK - WFgeke - Mg = > b (IR, Tokyo Tech)

2P-069* #HERIATF R#ICEKTF L2 R — LRARRKROEEHER ORI
Physiological significance of a nascent chain mediated ribosome splitting.
O M 153 (Nobuyuki Sugata), &4+ #&3F (Yuhei Chadani), T Y& (Hideki Taguchi)
HTK - WF%ER - flle2= » b (IR, Tokyo Tech)

2P-070* FEARTINHAKEERERI ORI
Function analysis of the cyanobacterial enzymes for alkane biosynthesis
OI i 6! (Hisashi Kudo), #4F1 KK 2 (Ryouta Nawa), Ff F3H 1.2 (Yuuki Hayashi), 3 554~ 1.2 (Munehito Arai)

Bk - IR AL - A ArBEBE (Dept. of Life Sci., The Univ. of Tokyo),
zﬁjc « Hag - R FAEL (Dept. of Life Pure & Applied Sci., The Univ. of Tokyo)

2P-071* BSRESRRRBIRS KAEIZ KL DAL ABC b TV RAR—E—D8fii% X h Z X LER
Direct observation of heme transport for ABC transporter by time-resolved visible absorption
OMk 53 ' (Sae Hayashi), 3% ‘i * (Yoshitsugu Shiro), #47 %2 (Hiroshi Sugimoto),
ANy ok (Tetsunari Kimura)

YE K - B - {L (Dept. of Chem., Grad. Sch. of Sci., Kobe Univ.), *JGILJ « A4y Hl (Grad. Sch. of Life Sci., Univ. of Hyogo),
P + SPring-8 (RIKEN SPring-8 Center), ‘K-CONNEX

2P-072* DehalococcoidesBHIEMRIGRTTAIG \O 5 T LEER D FEIR & BEEERRIR
Expression and Characterization of Reductive Dehalogenase from Dehalococcoides sp.
O/ 48541 (Tomohiro Obata), WA} HE T ! (Ryuki Nakamura), #&FH 1E3C ! (Masafumi Yohda),
P34 SCHE ® (Fumio Watanabe), Jianzhong He’

"R TR - BT« 2445 1. (Dept. of Biotechnol., Tokyo Univ. of Agric. And Technol.),
2 B R 2 P 2 W s DR BR % 27 B} (Faculty of Agriculture, School of Agricultural, Biological and Environmental Sciences, Tottori Univ.).
33 VR — OV E N K EER T BibE 1T.%%%} (Department of Civil and Environmental Engineering, National Univ. of Singapore)

2P-073* MutS5 I3 Holiday junction DNA % £ 488 DNA E#< #4873
MutS5 binds tightly to branched DNAs such as Holliday junction DNA
OX'F #k¥ ' (Koki Ohshita), ffF; fdt - > (Kenji Fukui), i Hidli ' (Mizuki Sato),
% WA ' (Takashi Morisawa), ¥l FL4C ' (Saki Mizobuchi), Ei%R i< ' (Ai Minobe),
Ek gE—! (Yuichi Hakumai), 3% Mk ? (Yuki Morono), i S04 3 (Fumio Inagaki),
207 BN 2 (Takato Yano), N R (Makoto Ashiuchi), R Fg ! (Taisuke Wakamatsu)
"EHIK - (Agric., Kochi Univ.),

2RKPREE K « B (Med., Osaka Med. Col.),
S NF SR PR 7 T A PER R B SR JAMSTEC)
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2P-074*

2P-075*

2P-076*

2P-077

2P-078

2P-079

2P-080

(2WA-04)

High yield production, activity analysis and homologous modeling of soluble fungal
manganese peroxidases expressed in E. coli
O &' 2 (Mengl Lin), JEHE BT 2 (Keiko Kondo), 7k Hl 42 1.2 (Takashi Nagata), Jy*F> IE A 1.2 (Masato Katahira)

lf;_r':j( L 7 8 }D%‘—f}?ﬁ)f’%‘ﬁﬂ— (Grad. Sch. Energy Sci., Kyoto Univ.),
K - TRV F — P T AWFSEHT (Inst. Adv. Energy, Kyoto Univ.)

Internalin A & E-cadherin D$EE L FHE (ERRER

Thermodynamic analysis of the interaction between Internalin A and E-cadherin

Oy A—! (Taichi Yamazaki), JP4 BE 1.2 (Satoru Nagatoishi), =% {732 3 (Hitomi Mimuro)s,
HEAR S 2 (Kouhei Tsumoto)

WK - T+ /N4 I~ ¥ (Dept. of Bioeng., Sch. of Eng., The Univ. of Tokyo),

2K - ERMIE - BT T 5 F I 2 A (Med. Prot. Lab., Inst. of Med. Sci., The Univ. of Tokyo),

SR - ERMIE - RYYIE EIRSITGe &~ & — - &Y - M4 (Div. of bacteriol., Dept. of Infect. Dis. Control, Int. Res. Center for
Infect. Dis., Inst. of Med. Sci., The Univ. of Tokyo), AKj( « T. - {b4: (Dept. of Chem. and Biol., Sch. of Eng., The Univ. of Tokyo)

RIBRDETEZ Y 5 SHEEBHEMFIHIR HasA ENEZ B HasR OHEERRIT
Analysis of the Interaction Between Synthetic Metal Complex Coordinating HasA and Its Receptor HasR
Opuyg 5 s ! (Yuma Shisaka), FEH] K= ! (Osami Shoji), & ®)Z 2 (Takehiko Tosha),

AR 42 (Hiroshi Sugimoto), 3% ‘il 2 (Yoshitsugu Shiro), {34 J5 A 3 (Yoshihito Watanabe)

"4k + Bl (Dept. of Chem., Nagoya Univ.), “FUJfHKIEAF /SPring-8 (RIKEN SPring-8 Center),
34 KW EIBR I (RCMS, Nagoya Univ.)

4 7 0ORBIFY—ZRAVEEES RS IECAEICKS ABC b T2 RAKR—2—D3FHERIT
Molecular mechanism of ABC transporter revealed by the time-resolved spectroscopy with
micro-fluidic mixer
ORM 5k 12 (Tetsunari Kimura), # ¥ 3% ! (Sac Hayashi), Ky ! (Kizashi Onishi),

3% Fh 3 (Yoshitsugu Shiro), 57 %% 4 (Hiroshi Sugimoto), A 4 {% 5 (Yuka Ikemoto)

Uik - BE - {b (Dept. of Chem., Grad. Sch. of Sci., Kobe Univ.), *K-CONNEX,
JIRILK - 26y FEL (Grad. Sch. of Life Sci., Univ. of Hyogo), *PIHJF - SPring-8 (RIKEN SPring-8 Center),
*EBEREERERESE € & — (JASRD)

PetA @ Sec B JFFNFEFIERWEST /NI TV 7F 714 REESADRESZ NI DETR
Accumulation of heterologous proteins in the thylakoid membrane fraction of cyanobacteria using
Sec-type signal-like sequence of PetA
O#iA L35 (Takaaki Suzuki), I 3k (Miki Tkeda), Brf -3 (Chihiro Nonaka),

AR At (Shigenobu Kimura)

IRBE - BT - W2 1. (Dept. of Mat. Sci., Grad. Sch. of Sci. and Eng., Ibaraki Univ.)

Hsp104-Hsp70/40 &+ XOIC& % Sup35 7 I O4 RigHES B DERE
Observation of Hsp104 and Hsp70/40-mediated severing of Sup35 amyloid fibrils
fidy & ! (Meguni Inaba), HJI| £k 2 (Yoshiko Nakagawa), OF}3J 3 ! (Tatsuya Niwa),
W JesE 2 (Motomasa Tanaka), FHIT St ! (Hideki Taguchi)

YHRTOK - WFgeks - W= v b (IR, Tokyo Tech.), *BEMF - it » ¥ — (RIKEN BSI)

| WtE - 74—IF 1 ¥ / Biophysics, Protein Folding (2P-080 ~ 2P-103)

YROZVDT VT A=NT 1 VTERICE D T+ =T 1 VT {BERDFR
Acceleration of protein folding by chaperonin-mediated unfolding
Ol tha 123 (Fumihiro Motojima), 7 H B47 3 (Masasuke Yoshida)

MR - T - AT (Dept. of Biotech., Eng., Toyama Prefectural Univ.), 2JST, ERATO (ERATO, JST),
SEUEK - BAEAY (Kyoto Sangyo Univ.)
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2P-081
(2WB-06)

2P-082*

2P-083*

2P-084*

2P-085*

2P-086*

2P-087*

2P-088*

NMR ZRW=mERICH T D REOHEEERRENR
NMR observation of intermolecular antibody interactions in serum environment
Of 1124 (Sacko Yanaka), B FEIR 1,24 (Rina Yogo), Z&A %Al 4 (Hirokazu Yagi),
ik #— 3 (Koichi Kato)
155 F-WF (Inst. Mol. Sci.), 2R84 754 %+ (Okazaki Inst. Integr. Biosci.), “#&MFK (SOKENDAI)., “#Ti Kk (Nagoya City Univ.)

#tF /) o— M MREICEBEBRUEFETTOIAIOE OV 73 —NT1 2T
Refolding of myoglobin by adsorption on the clay nano-sheet under the acidic condition
OmM K#! (Masahiro Tabuchi), £ &3 2 (Yurina Sato), I 5 it 2 (Tetsuya Shimada),

B A 2 (Shinsuke Takagi)

"B R TR #R T BREE A 4 T ISNALAE T — A (Tokyo Metropolitan Univ.),
T EBR AR R #R il B AL A 40 s AL (Grad. Schil., Tokyo Metropolitan Univ.)

BAE RV =EOEREDANFENLRERE

Thermodynamic characterization of protein aggregation using calorimetry

OATF Wi (Misaki Kinoshita), #k Ml (Yuxi Lin), %K {2} (Toshihiko Sugiki), 2% W5 (Young-Ho Lee)
Bz - 2% FBF (IPR, Osaka Univ.)

Day 2 (June 21)
Poster Session

74— T 1 2 HEGEISBELTOAVATT ) DT 3 =T 1 2T DEEIEDRZR
Structural insight into kinetically-trapped intermediates populated along prouroguanylin folding
pathway
O/#k 2L ' (Yuma Kobayashi), YLAY IEA > (Masaki Okumura), 5% 1% * (Shigeru Shimamoto),
Wy B! (Kota Makino), Fifi%# vk 2 (Kenji Inaba), LT %% ! (Hiroshi Yamaguchi), H & #E— 4 (Yuji Hidaka)
"4k - BET. - b (Sch. of Sci. and Tech., Dep. of Chem., Kwansei Gakuin Univ.), 2L K + Z5 JGHF (IMRAM, Tohoku Univ.),

THLK - FBERHE 7 0 Y F 4 THE (FRIS, Tohoku Univ.),
BEK - PR - =4y (Fac. of Sci. and Eng., Dep. of Life Sci., Kindai Univ.)

BEREE S FEREVHEFRICE > TELSAEMEL /=2 b7 OL cDEER NMR #iR
Solution NMR study on the partial denaturation of cytochrome c induced by the interaction with
negatively charged lipid membranes

O/IVF # (Hisashi Kobayashi), /2 & (Satoshi Nagao)., J#H 42 (Shun Hirota)

Z8 LB K - LB RX (Grad. Sch. Mat. Sci., Nara Inst. Sci. Tech.)

KEZIHBRICHTBEZNVEORBRISEMFDEZDF
Effects of additives on partition behavior of proteins in aqueous two-phase system
O A (Chika Shibata), 77 F FIEE (Kazuki Iwashita), HA B HR (Kentaro Shiraki)

L% KBE « F43 (Inst. Appl. Phys., Univ. of Tsukuba)

BRELAERELCD-HOREITOT) Y - ERFEREDESHEEKE

The method of IgG/polyE complex formation for high concentration and stabilization

O=AH B K (Masahiro Mimura), A & W & (Ayumi Matsuda), AR BIRER (Kentaro Shiraki)
P RPBE - BB (Inst. Appl. Phys., Univ. of Tsukuba)

BENI NMRIEICE DL EXF U ORAEMIKEDOILFEERIT
Structure determination of the locally disordered state of ubiquitin by high pressure NMR
spectroscopy
OFEAR 1! (Takuro Wakamoto), JLIR Al—ER 2 (Soichiro Kitazawa), W g’ (Teppei Tkeya),
B e (Tomoshi Kameda)‘ NI AT — =53 (Nicola J Baxter)‘
PRV A (Mike P Williamson)‘ e 2 (Ryo Kitahara)
lﬁﬁ:’j{ « A2y (Col. of Life Sci., Ritsumeikan Univ.), Zﬁﬁ’ij( « 3 (Col. of Pharma. Sci., Ritsumeikan Univ.),
SEEBA + BT (Grad. Sch. of Sci. and Eng., Tokyo Metropolitan Univ.),

‘PERAMF (Biotechnol. Res. Inst. for Drug Disc., Natl. Inst. of Adv. Ind. Sci. and Technol.),
Y7 4= N K% (Dept. of Mol. Biol. and Biotechnol., Univ. of Sheffield)
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2P-089*

2P-090*

2P-091*

2P-092*

2P-093*

2P-094*
(3WDp-04)

2P-095*

2P-096

KAEM S /N7 E HIV-1 Tat DESRE pH ICKTF L =8E SN

Conformational Diversity in the Intrinsically Disordered HIV-1 Tat Protein induced by Zinc and pH

OH# 50 -7 (Tomoko Kunihara), Ak B34 (Yuuki Hayashi), T {H (Hisashi Kudo), {i£; 7515 (Hidenobu Kawai),
[ F54f (Yoshiki Oka), H7If: 534 (Munehito Arai)

Bk - AL - A fyBRES (Dept. Life Sci., The Univ. of Tokyo)

KEARRKS L FMEEMBESANT 1« MEREZ UV NVEDBILI T =N T« T &MiZd 5
A water-soluble cyclic diselenide catalyzes oxidative folding of disulfide-containing proteins
O L% By: (Haruhito Ueno), {%&BF KA (Yuki Asano), %5hi] 7 J (Michio Iwaoka), FEH BEK (Kenta Arai)

WA - B - {b (Dept. of Chem., Sch. of Sci., Tokai Univ.)

TVAVENVEOT7 I0LA FUBRENHT 720D TF ROFF%E

Novel methods for inhibiting the amyloidogenesis of prion proteins

O%Ear fil3E ' (Tkumi Shibatate), A J19% ' (Tomomi Ueda), #RJ %2 * (Hisayuki Morii),
A E— ! (Shinji Hashimoto), {iAH B2 ! (Masatoshi Saiki)

lII] [ THIPK (Fac. of Eng., Tokyo Univ. of Sci., Yamaguchi), zfgl'::%'étﬁ)f (AIST)

ARV VER7ION =R (A 2RA) VR=IV) OififaEttEEis

Toxicity and structure of insulin-derived amyloidosis

Offx KR! (Junta Fukunaga), 7K $&1E 2 (Terumasa Nagase), )& & — 3 (Keiichi Iwaya),
PR ! (Tamotsu Zako)

'R Kb - BT, (Grad Sch. of Science and Engineering, Ehime Univ.),
zﬁﬁ:liﬂ»j(?jﬁi;ﬁlgﬁh v % — (Tokyo Medical Univ. Ibaraki Medical Center),
Ml 2 AWEFE T I IR 7 22 45995 B (Sasaki Inst., Kyoundo Hospital)

13-Cis ILFF—NVEREALENITVFF TV OBREN

Thermal stability of bacterioopsin bound 13-cis-retinal

O Afi (Keisuke Yoshimura), {4 A ## (Takanori Sasaki)
WG - B« Seom BBl (Fac. Adv. Math. Sci., Meiji Univ.)

KAZEZVNVE cJun EBEFEAT I FAN—2 CBP D KIX FX A1 OHEER
Interaction of the intrinsically disordered c-Jun protein with the KIX domain of the transcriptional
coactivator CBP
O £ (Satoru Yoshizaki), K AGE (Yuma Suematsu), B (Shunji Suetaka),
HAJE ¥+ (Tomoko Kunihara), #K B3 (Yuuki Hayashi), #rf 534~ (Munchito Arai)

BK - BASCAL - A Ay BREE (Dept. Life Sci., The Univ. of Tokyo)

BN EOENBRERICHITEIREEDES
The role of protein stability in the evolutional process
OXKH E ¥ (Natsuko Ota), ZHF 5& (Ryo Kurahashi), B} %% (Satoshi Sano), 5% F13¢ (Kazufumi Takano)

TRFK « 4B 3% (Grad.Sch. of Life and Environ. Sci., Kyoto Pref. Univ.)

Natronomonas pharaonis B3R/NOO K72 =N FUF AN S EEHEOTIVH ) EETICHITS
BTN

Thermal stability of halorhodopsin-bacterioruberin complex from Natronomonas pharaonis under
alkaline condition

OFrH fit—! (Kenichi Takeda), 2§)I] & 2 (Takashi Kikukawa), A} 3% 2 (Makoto Demura),
1z R HH! (Takanori Sasaki)
"HHIE - B - eI EPERLY: (Fac. Adv. Math. Sci., Meiji Univ.), 2JbK -« Bt - SE3 24y (Fac. Adv. Life Sci., Hokkaido Univ.)
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2P-097

2P-098

2P-099

2P-100

2P-101

2P-102

2P-103
(25A-05)

[NiFe] & FO5 F—EDFEMEMRIKRE Ni-SI, & FHEIKAE Ni-SI BOBREETEHBOKRBH ZFA L MR

Elucidate the mechanism of acid-base equilibrium between ready Ni-Sl, and active Ni-Sl, states of

[NiFe] hydrogenase using light irradiation

OXK Btk 2 (Hulin Tai), &F J1%5 ! (Liyang Xu), PHJI| & 3 (Koji Nishikawa), £l -1 515 23 (Yoshiki Higuchi),
B 2 2 (Shun Hirota)

R RGN K - WRTA (Grad. Sch. Mater. Sci., NAIST), *CREST, JST,
SICREIR K - BRZEAY PR (Grad. Sch. Life Sci., Univ. of Hyogo)

AFBEICEDSE MMEZINTIVICHTS N-7EFIV -L- XFF D ORBICHRICEATEER
Structure-based study on the antioxidant effect of N-acetyl-L-methionine in the human serum
albumin product.
Om& BmA! (Akito Kawai), 2% ik 1,2 (Makoto Anraku), /¥ B ! (Yosuke Kouno)s,

A F—! (Shuichi Miyamoto), 11l 5% 22 1.2 (Keishi Yamasaki), /NEY) B 1.2 (Masaki Otagiri)

%K« 3 (Fac. of Pharmaceut. Sci., Sojo Univ.), 423k - DDS BF (DDS Res. Inst., Sojo Univ.)

HAFHAEICES AR, LREREFATFEY T OFHEESIKEDHERA
Binding state analysis of AB,_,, aggregates and ThT with fluorescence lifetime measurement
O/INH BHHL (Akinori Oda), L[] 3% (Hiroshi Satozono), #Hr% %§3% (Tomomi Shinke)

PR =2 2 (%) (Hamamatsu Photonics K.K.)

Day 2 (June 21)
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##llE Natronomonas pharaonis H3RDER /N7 E/\OO R 72 OEEERETICH T I RER
Stability of halorhodopsin from Natronomonas pharaonis under acidic condition
O#k f#i—HR (Shinichiro Hayashi), k4 A B{#] (Takanori Sasaki)

WG - B - v B R4~ (Fac. Adv. Math. Sci., Meiji Univ.)

Pin1 B3R D & /N B 53 iR EE R DRI GRS
Catalytic mechanism of a protease derived from Pin1
OftE H5 (Teikichi Tkura), i W& (Nobutoshi Ito)

BER SRR - HEEWE (Med. Res. Inst., Tokyo Med.)

UVBIEIEFF 2 EZDOEMERGBDOEEN NMR R
High pressure NMR study of phospho ubiquitin and phospho-mimic mutant ubiquitin
OdLiR Al—EB (Soichiro Kitazawa), 7 & ffi (Yuu Aoshima), 4 {%i (Junki Iga), ALJE 5¢ (Ryo Kitahara)

A i fifi K F « 3K (College of pharmaceutical sciences, Ritsumeikan Univ.)

Design and characterization of membrane-spanning alpha-helical peptide pores

Ot # ' (Ai Niitsu), Kozhinjampara R. Mahendran®’, Andrew R. Thomson®, Richard B. Session’,
Hagan Bayley’. Derek N. Woolfson’. #H 4iA ' (Yuji Sugita)
YPRALFWEZEIT (RIKEN), 271 Z M VK4 (Univ. of Bristol), > v 7 27 + — F K4~ (Univ. of Oxford)

7057#—L - EEHHETIY / Proteomics / Protein Engineering
(2P-104 ~ 2P-140)

2P-104

I9G ERIBEZT(LZREBT 2 AL 2 N7 Bx2 AV EREESR SO E I
Quality control monitoring of therapeutic antibodies based on an artificial protein specific for
higher order structures of IgG
O % 758 (Hideki Watanabe), JUHT {58 (Seiki Yageta), 444 ki (Hiroshi Imamura),
AH EiAlL (Shinya Honda)
PERSHIE « 754 F X 514 /1 )V (BMRIL, AIST)

(89)



S 19)s0d
(LZ 2unr) T £eq

UOISS®

2P-105

2P-106

2P-107

2P-108

2P-109

2P-110

2P-111

2P-112

FIEMZRENDEE % MD simulation ICKYUFHET 5 ETHSHICK > =BERBEDHRRELICRET
HEMEERADEE
MD simulation of the charged residues revealed the contribution of electrostatic interaction to the
thermostabilzation of CutA1 proteins
OBl #fE ! (Yoshinori Matsuura), 473 JET-1C ! (Michiyo Takehira), 3 5 2 (Yasumasa Joti),

P k! (Hisashi Naitow), /NBf &7~ ! (Naoko Ono), [El)5 1A ! (Naoki Kunishima)s,

e mid ! (Katsuhide Yutani)

VB - R A SR © # — (RIKEN SPring-8 Center),
20 W SR IF e ~ # — (Japan Synchrotron Radiation Research Institute)

HMT A=W RENVEOERTYA ICETT
Toward de novo design of new fold proteins
ORd 1A ! (Shintaro Minami), WLy & 2 (George Chikenji), 2 15K 1,34 (Nobuyasu Koga)

S FHF - CIMoS (IMS, CIMoS), 2%k + 1. (Grad. Sch. of Eng., Nagoya Univ.), “¥&HFK « WBI{LZ: (SOKEIDAI),
4JST - & & 2SI} (JST, PRESTO)

WEFEBRET 1 — VATV I—EERIEZAWEE b Fas U2 FHlRaS B X 1 2 O REVLEESE
Site-specific chemical conjugations of human Fas ligand extracellular domain using an
inverse-electron-demand Diels-Alder reaction
O A =4 ER (Michiro Muraki), Ji H ## (Kiyonori Hirota)

BERRHE « /N4 F A5 4 7 )V (Biomed. Res. Inst., AIST)

HAA-NF 201 ARIERZAVE tandem-scFv B{ESF B RERA OIS & #ae T
Preparation and functional analysys of tandem-scFv using silkworm-baculovirus expression system
OFEH 3! (Hideaki Sanada), %% B2 (Mami Shibata), #Z[lI TEEN 2 (Aruto Sugiyama),

e B! (Masahiko Kato), FEffE Jtue 2 (Mitsuo Umetsu)

'Y Z X w7 A (Sysmex), “HILK « BT« 754 & T. (Dept. of Biomol. Eng., Grad. Sch. Of Eng., Tohoku Univ.)

KEEI FBESSHERAVE"EEXRRB T I/ BEAILKDEONIEIR
Protein engineering with multiple nonnatural amino acids incorporation using Escherichia coli
codon reassignment strains

OKXMr FIIE ! (Kazumasa Ohtake), %4 fiE— 2 (Ken-ichi Haruna), 3AS ftA): ! (Kensaku Sakamoto)

YWRF - 54 794 T v AHAIEERSE 2 o~ ¥ — (RIKEN CLST),
ARDFE - 4 2 R— 3 YWIZEFT (nst. for Innovation, AINOMOTO)

74 5w 7 Fab D53 FE SS HEBAILKBBEREL
Conformational thermostabilization of Adalimumab Fab by introducing a disulfide bond
Oy 2! (Hitomi Nakamura), B 2! (Takatoshi Ohkuri), REH IE 2 (Tadashi Ueda),
FHET! (Naoko Ueda)
12245 K 3 (Dept. of Pharm. Sci. Sojo Univ.), *JLcki + 3% (Grad. Sch. Pharm. Sci. Kyushu Univ.)

ATP #EE&X NI EDOEOLS DR
Design of ATP-binding protein from scratch
Ot Bt 12 (Kengo Nakamura), /Mg ¥ ¥ 1.2 (Takahiro Kosugi), T 5 HE 1,23 (Nobuyasu Koga)

TR - B - Hi3% (Dept. of Str. Mol. Sci, Sch. of Phys. Sci., SOKENDAI), 243FWF - CIMOS (IMS, CIMOS),
3JST - & X %313 (IST, PRESTO)

EIFERR S /N E CutA1 Z2RIBE LI-REER S FREFTFOT VI

Design of Functional Molecular Recognition Element by Utilizing Hyperstable CutA1 as a Scaffold

O%4p 347! (Hiroyuki Imanaka), 5 A ! (Koki Date), sk 2 (Takuya Oki), A Mzt (Naoyuki Ishida),
A (Koreyoshi Imamura)

'RK + 4% - IBfk (Dept. of App. Chem., Grad. Sch. of Nat. Sci. & Tech., Okayama Univ.),
zlfﬁjji « 1. - {fb4: (Dept. of App. Chem. & Biotech., Fac. of Eng., Okayama Univ.)
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2P-113

2P-114

2P-115

2P-116

2P-117

2P-118

2P-119

2P-120

2P-121*

V,-ATPase DIERMEY 1 M ATP #ESY 1 b &EID

Design of ATP Binding Site at Non-Catalytic Site in V,-ATPase

O/ $19% ' (Takahiro Kosugi), #iH #t 24 (Tatsuya lida), W6 0% 14 (Fumihiro Kawai),
Yo kT (Minako Kondo), A7 fEARHR 4 (Kentaro Ishii), Py it 45 (Susumu Uchiyama),
i sak (Ryota Tino), & 15K 1,23 (Nobuyasu Koga)

" FHE amS), FRIFK (SOKENDAI), *JST + & X A3F (ST, PRESTO), “WijI#ifr/34 4+ (OuB),
PRk« T. (Grad Sch. of Eng., Osaka Univ.)

tRNA OBE@RICER L/=MEEEROMm L
The method of improving protein productivity based on the overload of tRNAs
OFREHE 15— (Shuichi Hirose), 2| BERE (Xiaoli Liu)

EilpE¥ (Bk) (NAGASE & CO., LTD.)

MAEOIERABBEICRHROBENEAT 2 /N & AFR2A1 %25 LEREGORRE & T O3 R
Removal of aggregation precursors in a therapeutic monoclonal antibody using a 25-residue
artificial protein named AF.2A1

OTH W1 (Yukako Senga), {#3% 7548 (Hideki Watanabe), ZXF] FLHH (Shinya Honda)
PERSHE - /N4 F X 54 51 )L (Biomed. Res. Inst., AIST)

Day 2 (June 21)
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CP5 AT L:CRIZRJTZRAVESIEL VNV ERRE
CP5 system : a simple and efficient protein purification system with C-terminal designed mini tag
i ! (Hiroyuki Takeda), O3k A ! (Kohki Kido), J& #& ! (Wei Zhou), 5 %1 ! (Tomoya Yano),
FEp pL— 2 (Ryoji Suno), /B Hitl 23 (Takuya Kobayashi), {8 33 i1 ! (Tatsuya Sawasaki)

'%%K - PROS (PROS, Ehime Univ), *J{K * BE + P& (Grad. Sch. Med., Kyoto Univ.), ’AMED-CREST

HEHRE ONVEEHREEZAVWTEALLEEL/ YRATA UKD EZ NI EOREERE
Functional modification of proteins by incorporation of selenocysteines using cell-fee synthesis
OB ¥ (Eiko Seki), IR 3EY (Tatsuo Yanagisawa), Af[L &2 (Shigeyuki Yokoyama)

B « 3% 212 (RIKEN SBL)

GPCR DA REM A ORERZBIE L EATIRET Y1 >
Artificial antigen design for efficient production of antibody against extra cellular region of GPCR
O F KRR (Kohtaroh Hamauchi), {8} jE L (Tatsuya Sawasaki), F7H {2 (Hiroyuki Takeda)

%k - PROS (PROS, Ehime Univ.)

DL - NF2O071 WARRFREFHAL/= GPCRDEEE T/ T« AU {LigE
GPCR production using silkworm-baculovirus expression system and reconstitution into Nanodiscs.
OREB & =T (Ayako Okabe), APR #1:2 (Hiroyuki Kubo), Jilié &% (Masahiko Kato)

YA Ry 7 A (Sysmex)

Z 7 gk ERRFZ A= Q-body DIEE

Construction of Q-body using Dromedary antibody V,,,

Ol Wk ! (Emi Yamada), [ #r 2 (Yuya Oka), K= FHifd 3 (Yuki Ohmuro), # 43 34 (Jinhua Dong),
W g (Hiroshi Ueda)

"1k -« ZEAFBE T (Sch. of Life Sci. and Technol., Tokyo Tech), 2HT T K[z « #BH (Interdiscip. Grad. Sch. of Sci. Eng., Tokyo Tech).,
SR « WF%eks « {LZENF (Lab. Chem. and Life Sci., Inst. of Innov. Res., Tokyo Tech).,
4Linyi K+ {bZ#4L T (Col. of Chem. and Che. Eng., Linyi Univ.)

RIREDALESHEZFALARE
Photo-sterilization of Pseudomonas aeruginosa utilizing its heme acquisition system
O &4 ' (Shiho Yamada), #E#] =" (Osami Shoji), PUHK B3J% ' (Yuma Shisaka),
I (Yusuke Iwai), {34 J5 A 2 (Yoshihito Watanabe)
"4, KBz « B (Dept. Chem., Grad. Sch. Sci., Nagoya Univ.), 44K + WJE (Res. Cent., Mat. Sci., Nagoya Univ.)
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2P-122*
2P-123*

2P-124*

2P-125*

2P-126*

2P-127*

2P-128*

2P-129*

JEREENY)E L / Cancel
N AEZERICEFNB Y TESTIVN=FT 1 JILDEEEDRE

Development of quantification method of Subvisible particle in biopharmaceuticals
Ok H B! (Saki Yoneda), Ik {H—RR 2 (Shinichiro Totoki),

R+ FH =Z—=FNFfF=3 (Bertram Niederleitner)\ AN L A= (Michael Wiggenhorn)‘
TANTEY T T54 R (Wolfgang Friess), P 5 (Susumu Uchiyama)

WK « T - Ay 5Ed (Dept. Biotech. Grad. Sch. Eng., Osaka Univ.), 2t - 20H7r 51l (SHIMADZU, Analysis and Measurement),
SAYF YR T - (Coriolis Pharma), W=t ge -2 yYIYTUR - $ (LMU, Dept. Phaemacy),
ST A 73S 4 4 (Okazaki institute for integrative bioscience)

BMEREE AT 7)) —HFEOMEICKIMENLIEMAELLTZORE
Advanced saturation mutagenesis by the combination with library approach
O%ith ¥y W7 (Sayaka Kikuchi), JR&EB WSS (Takamitsu Hattori), Wi SY; (Hikaru Nakazawa),

ZHTF B/ (Teppei Niide), Mg e (Mitsuo Umetsu)

WALk - BEL + 734 o 1. (Dept. of Biomol. Eng., Grad. Sch. of Eng., Tohoku Univ.)

#V)iE UBHZERZOEREZEHIDELERFHOFER EHEFE 7O AN

Rapid preparation and screening of variants for advance in repeated saturation mutagenesis
ORI K3 ! (Misaki Oikawa), H1{8 ' (Hikaru Nakazawa), —-JF T $5°F ' (Teppei Niide),

FLH AR * (Tomoshi Kameda), 257 #3 * (Yutaka Saitou), #HtH] 423 ** (Koji Tsuda),

M S (Mitsuo Umetsu)

"Bib ok - BET. - 254 4 1. (Dep. Biomal. Eng., Grad. Sch. Eng., Tohoku Univ.),
SRERSIF - N TIREIFZE (Comp. Omics Res. AIRC Res., AIST),
SYkBE - F4U - A5 4 H IV (Dep. Comp. Biol. Med. Sci., Grad. Sch. Frontier Sci., The Univ. of Tokyo).,

SRR - SRR AIZE Y (Adv. Intell. Pro., RIKEN)

Contact order 25 R7=f8z2 & > /N7 B OWHEHEE

Correlation of contact order with physical properties of recombinant proteins

Oftl 2! (Tomoyuki Ito), P4 I 2 (Hafumi Nishi), & H 45 3 (Tomoshi Kameda),
I R (Teppei Niide), H1{ )t ! (Hikaru Nakazawa), it SE9e ! (Mitsuo Umetsu)

"HALK - BET. - 2354 F 1. (Dep. Biomol. Eng., Grad. Sch. Eng., Tohoku Univ.),
2Rk - BRiEHEl 2 (Grad. Sch. information Sci., Tohoku Univ.)y SPEFHF « AN LANEEMFZE+ (Comp. Omics Res. AIRC Res., AIST0)

BIEQA R ZHBR L5740 T F5Y) = REHI KB IN—TXTF FEH

Selection of loop peptide employing library design without stop codon

O% i B! (Masahiro Kikuchi), —J}F ¥ ! (Teppei Niide), H1{# St ! (Hikaru Nakazawa).,
Lorpt PEAT 2 (Hiroyuki Imanaka), Hgit S0 ! (Mitsuo Umetsu)

"gidbk - BT+ 234 4 T (Dep. Biomol. Eng., Grad. Sch. Eng, Tohoku Univ.),
2RI KB - EAR) (Grad. Sch. Nat. Sci. Technol., Okayama Univ.)

BERG T THIETSKBEAN) 77 XLHERS YOV HdeA O7 I O4 Fig#ik
The Acid-activated periplasmic Chaperone HdeA form:s fibrils at low pH
Ol Saf (Shiori Miyawaki), 745 )4 (Kunihiro Hongo), {1 FH & (Yasushi Kawata),
¥ 1% (Tomohiro Mizobata)
KRB - Fiekl 284 FF 4 (Grad. Sch. of Sus. Sci., Tottori Univ.)

VTN RAA i EFIA L 196G BRZEFRERAEOER

Construction of IgG-like bispecific antibodies using a single-domain antibody

O#AY T3 (Chihiro Tsumura), JtA) B L (Masaya Kitamura), 1P %# (Takeshi Nakanishi)
Bailik « BT, « {bA: (Dept. of Appl. Chem. and Bioeng., Grad. Sch. of Eng., Osaka City Univ.)
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2P-130*

2P-131*

2P-132*

2P-133*

2P-134*

2pP-135*

2P-136*

ESEEIEZ A U BERES FRAORIREMN L

Drastic mutagenesis for promoting the expression of antibody fragments in E. coli

OMRE 157! (Shuhei Hattori), REZS AT ! (Masako Kumagai), i St ! (Hikaru Nakazawa).,
—IF B! (Teppei Niide), 47 JEdE 2 (Mika Kaneko), I =% 2 (Yukinari Kato).,
Mt g ! (Mitsuo Umetsu)

"Btk - BT - 234 % T. (Dept. of Biomol. Eng., Grad. Sch. Of Eng., Tohoku Univ.), 2Bt « P& (Sch. of Med., Tohoku Univ.)

B FEEORRZHTT 2AREF FEMHNTF K7+ —7 v bOFIEER
Chemically modified peptide library to enhance target affinity of small-molecule drug
OEfE AN ! (Takuto Takahashi), —J}F¢ ¥7°F ! (Teppei Niide), F{# )t ! (Hikaru Nakazawa),

Lovp VAT 2 (Hiroyuki Imanaka), HEt St ! (Mitsuo Umetsu)

"Bidbk - BE 1. - 254 4 1. (Dep. Biomal. Eng., Grad. Sch. Eng., Tohoku Univ.),
2R AR -+ HFBF (Grad. Sch. Nat. Sci. Technol., Okayama Univ.)

NAFESEEEBRE LBRBRAHERRAY—D—2 U NIE70LZ OBERE
Probing the three-dimensional structure of prorenin, an early marker of diabetic complications,
with a panel of peptide antibodies
Ol 3! (Midori Yui), dJI % Z2 > 2 (Manaka Kitagawa), [l A (Shinji Yamashita),
)l 5! (Tsutomu Nakagawa), #iA SCHY ! (Fumiaki Suzuki), {5 FHR ! (Akio Ebihara)

'K« S ZE (Fac.of Appl. Biol. Sci., Gifu Univ.), It KB% « Ji/ZE (Grad. Sch. of Appl. Biol. Sci., Gifu Univ.),
K - WAL (United Grd. Sch. of Agri., Gifu Univ.)

in vivo ISEVWRGESFEiZ e £ T2 =RTEBEETVADORE | SREEEROER
Fabrication of Tumor Spheroid in Hydrogel Capsule for Cytotoxicity Assay of Antibody
OWFH T-B ' (Chiaki Noda), —-FTF+ ¥ ' (Teppei Niide), Mehdi Khanmohammadi®,

EE: b e (Shota Furukawa), %% {EH] 2 (Shinji Sakai), 211 fE4EAN ! (Aruto Sugiyama),

iy o ! (Hikaru Nakazawa), REZY i ! (Tzumi Kumagai), HEd: SE9e ! (Mitsuo Umetsu)

"Bib kK - BT 234 o+ T (Dep. Biomol. Eng., Grad. Sch. Eng., Tohoku Univ.),
zlz)iji < BRI JREET . %ﬁu (Dep. Mater. Eng. Sci., Grad. Sch. Eng. Sch., Osaka Univ.)

MAaEEEELE FcEARE"EREERAO LV DSHIBORZEIC L SE kL
Functionalization of Fc-fused bispecific antibody by engineering the hinge region for cancer
therapy
Ok Wik ! (Saori Suzuki), REZY Mt 2 (Izumi Kumagai), HL.H} JAH] ! (Koji Sode),

R AER ! (Ryutaro Asano)

"R TR » T. - B4y 1. (Dept. of Biotechnol. & Life Science, Grad. Sch. of Eng., Tokyo Univ. of Agric. & Technol.),
zijtﬁ? « 1.+ 234 F 1. (Dept. of Biomol. Eng., Grad. Sch. of Eng., Tohoku Univ.)

BESF-ERRESABERAGOMEVRBORBELICHIT =EERE
Structural rearrangements of small cancer therapeutic bispecific antibody for optimization of
microbial expression
OBRAK 1#i ! (Yuri Kuroki), 7R 4% 51+ 2 (Sachiko Honma), R FERHT- 2 (Mihoko Akabane)s,
PEL A2 (Shunsuke Watanabe), #& 3% 3 (Shinzo Mayuzumi), ¥ 72 15— 3 (Shuichi Hiyamuta),
REA R (Izumi Kumagai), Y-t JAF] " (Koji Sode), {RT WAHR ' (Ryutaro Asano)

liﬁ:%Tk CI H;ﬁT (Dept. of Biotechnol. & Life Science, Grad. Sch. of Eng., Tokyo Univ. of Agric. & Technol.),
*FuasrAf v -7 ATV A - WFZEBIFEE (R&D Dept. of ProteinExpress Co., Ltd.),

3&%& ( b3 ) « e HEFNEZERT (Advanced Technology Research Laboratories, IDEMITSU KOSAN Co., Ltd.),
PJEA - 1o - 254 o T (Dept. of Biomol. Eng., Grad. Sch. of Eng., Tohoku Univ.)

DABHDIZOHDERSEA L/ Y —%iEmE U EBFHAERADOER
Construction of enzyme-fused antibody for electrochemical immunosensor to detect
cancer-related antigen
OBA i (Natsumi Tsukamoto), )1l 45T+ (Wakako Tsugawa), F-H} JE¥] (Koji Sode),
HW #AKRE (Ryutaro Asano)

WA T K « T, - 45 T, (Dept. of Biotechnol. & Life Science, Grad. Sch. of Eng., Tokyo Univ. of Agric. & Technol.)
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2P-137
(2WB-02)

2P-138
(25A-09)

2P-139
(25A-02)

2P-140
(25A-06)

7Y b P2X4 ZBRFREOHRIFERERE O

Characterization of interaction between extracellular domain of P2X4 and anti-P2X4 antibody
B ! (Shuhei Kishikawa), OPF & 38 A ! (Yoshito Abe), JIJII 3E5A ! (Tatsuhiro Igawa)s,

P T (Hidetoshi Saito), LI} %K 3 (Tomohiro Yamashita), H:[H Fi% 2 (Makoto Tsuda),

1 fngs (Kazuhide Inoue), HliFH 1E ! (Tadashi Ueda)

"Juk - 3 - B (Lab. of Prot. Struc. Func. Des., Grad. Sch. of Pharm. Sci., Kyushu Univ.),
k- 3« 5 4 7 (Lab. of Life Innov., Grad. Sch. of Pharm. Sci., Kyushu Univ.),
IR - - F T — 23U AJL A (Lab. of Global Health Care., Grad. Sch. of Pharm. Sci., Kyushu Univ.),

“JLK - #E (Grad. Sch. of Pharm. Sci., Kyushu Univ.)

BFEESOTREICERLEZ N/ B2E8RKYME
Fluidic Material Containing Orderly and Highly Condensed Proteins
OB I3 7# W (Tatsuya Nojima), i %% — (Tomokazu Iyoda)

T K (Tokyo Tech)

The production and application of protein chips composed of newly designed protein
supramolecule and cationic protein
OJIl E 75 (Norifumi Kawakami), T Z#0 (Hiroki Kondo), A% 4{iff (Yuki Matsuzawa),

A % (Kenji Miyamoto)

JE K+ BT (Dept. Biosci. Info. Keio Univ.)

CYP102A1 IC K BIERAEE I (ABRIRAKERL R IS DEFLIEE % FIF U 7= %1
Stereoselective Hydroxylation of Non-native Substrates by CYP102A1 Controlled by Substrate Mimics
O#A FIN ' (Kazuto Suzuki), £ = '? (Osami Shoji), Joshua Kyle Stanfield'.

W ! (Sota Yanagisawa), {34 J5 A\ 3 (Yoshihito Watanabe)

14, KBz - B - b (Dept. Chem., Grad. Sch. of Sci., Nagoya Univ.), 2JST CREST. ‘% KM E+ (RCMS, Nagoya Univ.)
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