3P RAZ—%H (BrfE BR= 2) / Poster & Exhibition (Exhibition Hall 2, Exhibition bldg.)
6B 22H (k) /Jdune 22 (Thurs.) 1215~ 14:15

FHEREERT - MBS 12:15 ~ 13:15 / BHES 13:15 ~ 14:15
Discussion : Odd Poster Number 12:15 ~ 13:15 / Even Poster Number 13:15 ~ 14:15

| E‘EAS#E:E / Protein Structure (3P-001 ~ 3P-062)

3P-001 7OF7V—L7vEr7V—=2+AOVOEHEREDS PbaA DERIBESE
Various structural architectures of archaeal homolog of proteasome assembly chaperone PbaA
OZ%A - il BLRE >4 (Maho Yagi-Utsumi), Arunima Sikdar">, ki £ * (Tadashi Satoh),
e — 1234 (Koichi Kato)

U T-BF (Inst. Mol. Sci.), R4 /54 % (Okazaki Inst. Integ. Biosci.), “F&HfA (SOKENDAI),
4%?57( . ]‘/’iﬁﬁ (Grad. Sch. Pharm. Sci., Nagoya City Univ.)

3P-002 1 AURBROEAEESEBE—2—EEAEOEERFIR
Snapshots of the proton-driven protein secretion motor
Rl (Arata Furukawa), {71 =~ ! (Kunihito Yoshikaie), #k ¥{f 2 (Takaharu Mori),
FoR e (Hiroyuki Mori), FRAS HE#fi 2 (Yusuke V. Morimoto), ¥} 283 ! (Yasunori Sugano),
EOR R ! (Shigehiro Twaki), FEI (Tohru Minamino), #H A4 2 (Yuji Sugita),
e Eg! (Yoshiki Tanaka), O 451 ! (Tomoya Tsukazaki)

IZ£ FLSGHE K - 284 F (Grad. Sch. of Biol. Sci., Nara Inst. of Sci. and Tech. (NAIST)), “BEfff (RIKEN),
SITERR - 2 A4 VA - FELEEFRAWF (Inst. for Front. Life and Med. Sci., Kyoto Univ.),
4j(|3)ij(? - H B8 BB (Grad. Sch. of Front. Biosci., Osaka Univ,)

3P-003 S RBRPICHIIBERIAENLEZNVEREEIBHIBOMRNA
(3WD-04) Mechanism of the Zn2+ dependent protein quality control in the early secretory pathway
Opp i ! (Satoshi Watanabe), K H ik ! (Yuta Amagai), JEUILI JFRZS3E ! (Manami Harayama),
B4JF Ik ' (Shoji Masui), Sara Sannino®. Roberto Sitia®, Ffi#% #¥k ' (Kenji Inaba)
"fidbk - % T (IMRAM, Tohoku Univ.), *San Raffaele Institute (IRCCS San Raffaele Sci. Inst.)

3P-004 XAZHANVEICKBDNAYIZTUTDATA FHAEGHEOBEER
(3WDp-03) Structural basis of a sliding mechanism of DNA clamp regulated by the intrinsically disordered protein
O/ B! (Takashi Oda), % #i+ ! (Ayako Sekino), f1H H D ! (Akari Ishiguro),
VeLidl (Sonoko Ishino), A7%f Kl 2 (Yoshizumi Ishino), fjHE ! (Mamoru Sato)

BRI KRR - ZEATIERISE (Grad. Sch. of Med. Life Sci., Yokohama City Unv.),
zﬂﬁﬁ"ﬁ . ;j% (Grad. Sch. of Bioresource & Bioenviron. Sci., Kyushu Univ.)
3P-005 @R 7Y)FMGRBICH TS Hsp104 >+ NOVDR/=FHEEDAEA
Molecular basis for Hsp104 chaperone-mediated prion propagation in yeast
Ol s 12 (Yoshiko Nakagawa), H I S5 3 (Hideki Taguchi), FHH o 1.2 (Motomasa Tanaka)

' RFFE B TE RN AL A ST IR A FJE & ~ # — (RIKEN Brain Science Institute),
2%?1%)\? ﬁiﬁ?iﬁii]‘% (Department of Life Science and Technology, Tokyo Institute of Technology).
SR TR FHAEABRAFER: (nstitute of Innovative Research, Tokyo Institute of Technology)

3P-006 ;EREERY)EL /Cancel

3P-007 Ramazzottius varieornatusB3 SAHS & /X7 B D X #jiE S8R
X-ray crystal structure analysis of SAHS protein from Ramazzottius varieornatus
O=i# B1¥ (Yoshimasa Miura), I FK (Yota Fukuda), % %¢— (Eiichi Mizohata), Jf_I. %% (Tsuyoshi Inoue)

B KB « 1. (Grad. Sch. Eng., Osaka Univ.)
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3P-008

3P-009

3P-010

3P-011

3P-012

3P-013

3P-014

3P-015

Y IIABREREEERIFTIHESRHROERBE

Crystal structures of cold-adapted enzymes from Eisenia fetida

O 45! (Yu Hirano), fRJE % 2 (Hiroaki Fukuhara), £ AR FL¥ 2 (Shingo Ariki), F #iH8 2 (Yuki Naka),
FH e ? (Mitsuhiro Ueda), T H KRR ! (Taro Tamada)

lﬁﬁ)ﬂ%% . H{‘(ﬁ%? (Tokai Quant. Beam Sci. Cent., Nat. Inst. for Quant. and Rad. Sci. and Tech.),
KB - ZEAyBREE (Grad. Sch. of Life and Env. Sci., Osaka Pref. Univ.)

1 19G-Fc ifF') 77 b FEFOSFREHEE

Recognition mechanism of anti IgG-Fc antibody rheumatoid factor

OBlA Foun! (Mitsunori Shiroishi), fJHE #51 ! (Yuji Tto), 2= FE 8 2 (Jae-Man Lee),
HF &8 &2 2 (Takahiro Kusakabe), i IE ! (Tadashi Ueda)

YLK - # - BREVZ RIS (Grad. Sch. of Pharmaceu. Sci., Kyushu Univ.),
UK - - B4 ) AR (Grad Sch. of Agr. Kyushu Univ.)

ROBO4 D#efZRAICEIT 7= scFv A DT & DFE
Clarification of anti-ROBO4 scFv properties for functional analysis of ROBO4 biochemical properties
of anti-ROBO4 scFv antibody
OFrily B! (Mayumi Niiyama), Kfig T-% 2 (Chisa Okuma), H ] & 2 (Takahiro Himukai),
W RS (Yoshiaki Okada), 3 fdtilt 3 (Takefumi Doi), H I 5% 2 (Tsuyoshi Inoue),
g Hiz! (Haruhiko Kamada)

BSR4 SAJF (Natl. Inst. of Biomed. Innov., Healt. and Nutr.), 2Pk » . « Ik (Appl. Chem., Grad Sch. of Eng., Osaka Univ.),
3Pk - #E (Grad Sch. of Pharm. Sci., Osaka Univ.)

ERIBEICEK S B HIERMFIERT CD72 OV 52 REAEBRIOHER
Prediction of ligand-binding site of B cell inhibitory receptor CD72 through crystal structure
OWBA 5! (Nobutaka Numoto), #Rift £ 5 2 (Chizuru Akatsu), iy)1] fet S ! (Kenro Shinagawa),

M k2 (Takeshi Tsubata), g W ! (Nobutoshi Ito)

VRSB - WEWF - 4TRSS ) (Dept. of Struct. Biol., Med. Res. Inst., Tokyo Med. Dent. Univ.),
2ER R - WERF - S0 (Dept. of Immunol., Med. Res. Inst., Tokyo Med. Dent. Univ.)

RESREMXBE (ETEC) HPELET S IV RIREDOH A EIEMREA

Assembly mechanism of type IV pilus in Enterotoxigenic Escherichia coli (ETEC)

O Kt ! (Hiroya Oki), [ Jit — ! (Kazuki Kawahara), & 21 2 (Shunsuke Fukakusa),
EH B! (Takuya Yoshida), 43 Kl 3 (Tomoya Imai), ALWF 23k 4 (Takahiro Maruno)s,
JINBR R4 (Yuji Kobayashi), TG K#Hi 2 (Daisuke Motooka), fi{[H #5 i 2 (Tetsuya lida),
KA e ! (Tadayasu Ohkubo), HiA¥ K 2 (Shota Nakamura)

"B KB - #E (Grad. Sch. of Pharm., Osaka Univ), 2FK - #Mf (RIMD, Osaka Univ), *Hik - ZE4£WF (RISH, Kyoto Univ),
45}1)\&‘2 « 1. (Grad. Sch. of Eng., Osaka Univ)

G EHERESZFHROXGERRRIEE
The development of E. coli expression system for G protein-coupled receptors
OBA Lig! (Nanao Suzuki), #fH ®1: 2 (Takeshi Murata)
'F-3 % « # - {k (Dept. of Chem., Grad. Sch. of Sci., Chiba Univ.), *F-#K + 4+ F-F 5 Y 5 4 (MCRC, Chiba Univ.)

Preparation and Biophysical Characterization of Soluble Human Hepatitis B Virus Polymerase
ORHh w2 ! (Katsumi Omagari), Z® #%5% 2 (Yoshiaki Yasutake), A o (Masataka Umitsu),
B -3 (Junichi Takagi), [ 3% A ! (Yasuhito Tanaka)

"l KB - BE - % 4 LA (Depl. of Virol., Med., Nagoya City Univ.), “PERSHF - 47 10 & X (AIST, Bioproduction),
SPRK - BREWE (Osaka Univ., IPR)

Fusobacterium nucleatum D BEZB K REER DE L D HHE

Substrate recognition of Fusobacterium nucleatum D-lactate dehydrogenase

R A ! (Yuuki Narita), )11 IREH A 2 (Nayuta Furukawa), 7K $H1E 3 (Akimasa Miyanaga).,
e gt ! (Masahiro Nakajima), O #%H ! (Hayao Taguchi)

"HORTBEK - PR - B4R (Dept. of Appl. Biol. Sci. Tokyo Univ. of Sci),
2SR K - 52k (Fac. of Life Sci. Niigata Univ. of Phar. and Appl. Life Sci.),
ST AR - k%% (Dept. of Chem. Tokyo Tech.)
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3P-016

3P-017

3P-018

3P-019

3P-020

3P-021

3P-022

3P-023

Expression and purification of Hepatitis B surface Antigen immunodominant loop
O Rakesh Maharjan', Taisuke Nakayama'. Yohta Fukuda'. Teruhito Yasui’. Tsuyoshi Inoue'
'Dept. of App. Chem., Grad. Sch. of Eng., Osaka Univ.. ’Natl. Inst. Biomed. Innov. CDDR

EMDB, PDB, SASBDB HD ZREBIRET — X aMRE LTI TRN—ADY—ER

Web based services for multiscale structures in EMDB, PDB and SASBDB

Ok iz 12 (Hirofumi Suzuki), JI%f % ! (Takeshi Kawabata), FAy FfA 1.2 (Haruki Nakamura)
'K - EF (PR Osaka Univ.), *PDBj

754 A EFEWEEIC KD Thermus thermophilus IV, QBRI TR

Single-particle analysis of Thermus thermophilus V,V, by Cryo-EM

O BT (Nakanishi Atsuko), j#)I| #— ! (Jun-ichi Kishikawa), S #& 2 (Kaoru Mitsuoka),
Al (Ken Yokoyama)

ISOEK - ¥ - Ay A5 A (Dept. of Life Sci. Kyoto Sangyo Univ.),
PRBRK SR BEH L ~ ¥ — (Res. Ctr. UVHEM. Osaka Univ.)

TLS/FUS @ RNA R#EEBEESICEDI AL T+ A= 3 VELOMR
Study of RNA-recognition by TLS/FUS and its conformational change via binding
OHIE 7] ' (Tsukasa Mashima), /]N# Bg4v ' (Shunsuke Ozawa), Nesreen Hamad'’,
K EE 3 (Ryoma Yoneda), HLJI| P} 3 (Riki Kurokawa), 7k H 12 (Takashi Nagata),
BSE EA Y (Masato Katahira)

K - T RIVF =BT 2EWFZEHT (Inst. of Adv. Energy, Kyoto Univ.),
2}4;?':)\ « AV 3?—?4'?@]:%*} (Grad. Sch. of Energy Sci., Kyoto Univ.),
SBEEERK - 7 AEFEWIGEE ~ ¥ — (RCGM, Saitama Medical Univ.)

BRMR{CSYINKSRREROEREE

Crystal structure of tetrathionate hydrolase from Acidithiobacillus ferrooxidans

OFEH KER! (Taro Tamada), %% MAC 2 (Naruki Hase), ~J-Bf ## ! (Yu Hirano), /I & 3 (Megumi Kosaka),
A 2 (Kazuo Kamimura), 4k 8557 2 (Tadayoshi Kanao)

VRBPEERE - ¥ — 2 (QuBS,QST), R I KBE - BrEEE Ay (Grad. Sch. of Environ. and Life Sci., Okayama Univ.),
3]%] K- H ?}iﬂ:iﬁ?ﬂ'i % (Ad. Science Research Center, Okayama Univ.)

BUEFEZTO M Fr XIVOBEEX Y 7 1 —XiEEAW =R

LCP crystallization of VSOP for high resolution structure

OA S ! (Akima Yamamoto), Ay HLJE ! (Satomi Shibumura), 1] 58 ! (Atsushi Nakagawa)s,
T S 3 (Kohei Takeshita)
'PRAK - BRENF (IPR, Osaka Univ.), PR « A EHEIE (IAL Osaka Univ.), *JST X X A3} (JST PRESTO)

FRMEERZ—T v b THB BCG 2NV ED X s RIS SRR

X-ray crystal structure of the target molecule for anti-tuberculosis, BGC protein

OMTF B 123 (Kohei Takeshita), [ JHLFR ! (Akima Yamamoto), HJI| 5t ! (Atsushi Nakagawa),
IF R4 (Taku Yamashita)

Wk - BN - ®% T (Lob. of Supramol. Cryst., IPR, Osaka Univ.), 2P « FHEME (Inst. for Acade. Initiat., Osaka Univ.),
3JST & & 231F (ST, PRESTO), “@JE4ck - 3 - fif4E (Lab of Hygie. chem., Sch. of Phama. Sci., Mukogawa Women's Univ.)

CD1d D—AHLIC KD RE LIERIBERIT

Stability and Crystal structure of single chain CD1d

OHF ## ' (Hiroki Kusaka), =% {24 " (Shunsuke Kita), Imuran Md. Hossain’.
A6 R 2 (Shinya Hanashima), J}HE ¥ 3 (Shinsuke Inuki), il FLHH3E 2 (Mayumi Niiyama).,
VAR (Shigeru Sugiyama), JElii 2 ! (Toyoyuki Ose), HAK =T ! (Kimiko Kuroki),
A @D’ (Yukari Fujimoto), A¥ M & 2 (Michio Murata), Hijfift B35 ! (Katsumi Maenaka)

"JLK - 3E (Fac. of Pharm. Sci., Hokkaido Univ.), *BZK + 3 (Grad. Sch. of Sci., Osaka Univ.),
3%)\ « BT (Dept. of Chem., Keio Univ.)

(97)

Day 3 (June 22)
Poster Session



UOISS®

S 19)s0d

(ZZ aunr) € £eq

3P-024

3P-025

3P-026

3P-027

3P-028

3P-029

3P-030
3P-031

#HDHE D-allose ICEAT %1 RAERNAF Y/ FF—+F 6 O X BB RIEERFR

Crystal structure of Oryza sativa hexokinase 6 which shows enzymatic activity for D-allose

OFEM ' (Hiromi Yoshida), A —i& 2 (Kazushi Matsudaira), %2 H ik 3 (Susumu Mochizuki),
fif 25 4t > (Ken Izumori), £kt FlI 23 (Kazuya Akimitsu), il BGEA 1,3 (Shigehiro Kamitori)

l%"“lj{ e Aat s % (Life Sci. Res. Center & Fac. of Med., Kagawa Univ.), 25!})”7( + B (Fac. of Agric., Kagawa Univ.),
SEINK « EBSAHE (Int] Inst. Rare Sugar Res. and Educ., Kagawa Univ.)

kb 22N EOHELEM Z RV /=HIRiERIL

In cellulo crystallization of human protein with mammalian cell lines

O/ 2R ! (Kotaro Koiwai), J] 4 & 2 (Jun Tsukimoto), M ¥ i 2 (Tetsuya Higashi),
B B (Nobuo Maita), [LI[H &4 ! (Yusuke Yamada), PR HZ 3 (Masahiko Hiraki),
I #E— ' (Ryuichi Katoh), Chavas Leonard M. G.*. T-H f&#% ' (Toshiya Senda), j# 7] * (Koji Itoh),
A g ! (Fumiaki Yumoto)

TR BEHE - RSB - HEXEZEM) (KEK, IMSS, PE, SBRC),
ik - EMESE - AISEZEAY (Dept. of Medicin. Biotechnol., Integr. Medic. Sci., Inst. for Medicin. Res., Grad. Sch. of Pharmaceutic. Sci., Univ.
of Tokushima), >/ FBkE - Jm L - B8ME 1% (MEC,ARL,KEK), ‘3> 271 Fu ¥ ¥ L 42 (Synchrotron Soleil)

Sphingobium sp. SYK-6 #® C 1 {XHIEEEES , LigM O X fRiE@mIEERER
Structural analysis of LigM in C1 metabolism related enzyme from Sphingobium sp. SYK-6
OFEH BH:! (Ayaka Harada), A i 52 2 (Naofumi Kamimura), 7P & 3 (Koh Takeuchi),

T gy (Hong Yang Yu), B JEw] 2 (Eiji Masai), T-H 2k 14 (Toshiya Senda)

Ve A KR - PF - HE3E:M (KEK, Photon Factory, SBRC),

ZE Iﬁ]ﬁ»ﬁfﬂfi’j{? . [—'Eff?j (Department of Bioengineering, Nagaoka University of Technology),

SEERESWIZE - Bl¥S T T e T 74 v ZWget ~ ¥ — (Molecular Profiling Research Center for Drug Discovery, AIST),
SREWFFE R F Bk - WHEEIL (Dept. Materials Structure Science, SOKENDAI (The Graduate University for Advanced Studies))

BEEAREF TFIA OBFREOWE
Improved method for soluble expression and rapid purification of yeast TFIIA
O%e3E g 23 (Naruhiko Adachi), FH{R 4%°F 3 (Kyohei Aizawa), T #if ! (Yuka Yamaguchi),
PG R ! (Shinya Saijo), & 7K ffikE 1,3 (Nobutaka Shimizu), -Hl #2#k 1,3 (Toshiya Senda)
VST R B - WORED - BURHY - AEREZEYD (SBRC, PR, IMSS, KEK), *JST + & & %1 (PRESTO, JST), MK (SOKENDAI)

T—F 7 OHEER A £ RERICEE OB RO ERFIR

Structure analysis of unique enzymes in CoA production pathway in archaea

OFmH BT! (Akiko Kita), A FRT- 2 (Asako Kishimoto), T K 3 (Takahiro Shimosaka),
ke i (Takuya Ishibashi), & H %% 3 (Hiroya Tomita), H{ K #ior 3 (Yuusuke Yokooji),
Lo JigT ¢ (Tadayuki Imanaka), B b, I 3 (Haruyuki Atomi), =K FFX 2 (Kunio Miki)

ik« JEF-Hi (Research Reactor Inst., Kyoto Univ.), 2KTK « BBl (Grad. Sch. Sci., Kyoto Univ.),
SHUK - BT (Grad. Sch. Eng., Kyoto Univ.), “3ViAvfi A « ZE47FL4# (Col. Life Sci., Ritsumeikan Univ.)

BRAEE—BCEBRETHEFICH T ERFME NO EXRED/=HDLHEM

Mechanism for efficient NO reduction in Nitric Oxide Reductase

OIMBE Stk 12 (Raika Yamagiwa), #Jf {75 ! (Hitomi Sawai), ¥4 RZ 2 (Takehiko Tosha)s,
Hipy e 3 (Hiro Nakamura), I 4.2 4 (Hiroyuki Arai), 3% ‘il ! (Yoshitsugu Shiro)

YRR - Bt - ZE@ B (Grad. Sch. of Life Sci., Univ. of Hyogo), “BEAJf - SPring-8 (RIKEN, SPring-8),

FNOR

SFIRE © 54 7% 4 T2 X (RIKEN, CLST), “HiKpt « 4R} - WZE T (GSALS., The Univ. of Tokyo)

JEREERV)E L / Cancel
BREREFESHESRTIICKZEQE) Y FEEEROBERBIRE 4L FIANT« 2 H=TV b

Numerical analysis of protein-ligand complex by time-dependent variance-covariance matrices
and dynamical finger print

Ol #EH (Masanori Yamanaka)

H -« BT - Y3 (Dept. of Phys., CST, Nihon Univ.)
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3P-032

3P-033

3P-034

3P-035

3P-036

3P-037

3P-038

3P-039

E BRI M) ZEGBBOHERILE

Crystallization of the human endothelin ETB receptor
G ¥ (Wataru Shihoya), JF )R BRA7 (Tamaki Izume), PG %1% (Tomohiro Nishizawa),
it Bl (Osamu Nureki)
HiH - B2 - AW (Dept. of Biol. Sci., Grad. Sch. of Sci., The Univ. of Tokyo)

HIVEKRVBEDWEAERERICK S hMTH1 OEERJBLEOTO bR—> 3 VIKEORE
Identification of the protonation states in the substrate binding site of hMTH1 by carboxylic acid
bond length analysis

R BE g 12 (Teruya Nakamura), Shaimaa Waz'. FH B4 ! (Keisuke Hirata), i fiff e (Mami Chirifu),
ok g (Shinji Ikemizu), Ol Wy F ! (Yuriko Yamagata)

"HEAK - B2+ #E (Grad Sch. of Pharmaceut. Sci., Kumamoto Univ.),
ZREARK - B2 - SE3EHERE (Prior. Org. for Innova. & Excel., Kumamoto Univ.)

% ¥ A0 PCBP1 37 T VFUADEHKRAHZ(EET S
Iron chaperone PCBP1 facilitates the iron loading to human ferritin
OHgH KEB ' (Taro Masuda), Olga Protchenko’, Caroline Philpott’
BB - 2 (Grad. Sch. of Agric., Kyoto Univ.), 2 [E][E] V7. i 4 W F2HF (NIDDK, National Insititutes of Health)

BAREZEAA_EBHICKIEFRREEMEERLEI T VIEEN 4 NV EOEERIRT
Conformation of Membrane-Bound Myelin Basic Protein Characterized by Vacuum-Ultraviolet
Circular-Dichroism Spectroscopy

OREMR 5254 (Munehiro Kumashiro), S HEK (Yudai Izumi), #42 56— (Koichi Matsuo)
K BT (HiSOR, Hiroshima Univ.)

FiLWFv 750X ML DEAFIEERITTIBS sorLAVps10p FX 12D 5 FEREE
Further detailed ligand recognition mechanism of sorLA Vps10p domain complexed with new
format Fv fragment antibody

OJes¥ & (Yu Kitago), 45 % 3 J (Takao Arimori), FEjA % — (Junichi Takagi)
B K« & FAWF (IPR, Osaka Univ.)

PEFAEY IO—EKIC KB HIREER ECoO109 DELFI T A
Dynamics of restriction endonuclease EcoO109I as studied by neutron spin echo
O A Ackp ! (Rintaro Inoue), /N P& 2 (Takashi Oda), %11 JB& 3 (Tomotaka Oroguchi).,
LT sl 2 (Mitsunori Tkeguchi), il IEe ! (Masaaki Sugiyama), i fif 2 (Mamoru Sato)
MK + i (Research Reactor Institute, Kyoto Univ.), AE{ETi K (Yokohama City Univ.), BEMEZE K (Keio Univ.)

BEERT7IVH 2V KELER AlkB DERFERS K OEHEAE

Mutational analysis of integral membrane alkane hydroxylase AlkB

ORA ! (Takaki Okamoto), 5N #iki 2 (Yuuki Miyauchi), 7K¥} FLE 2 (Shingo Nagano),
H 4 2 ? (Tomoya Hino)

EURRE - Bttt & A4 (Grad. Sch. of Sus. Sci., Tottori Univ.),
ZE;H‘SU\ < BET - ﬂ_’,?i% (Dept. Chem. Biotech., Grad. Sch. Eng., Tottori Univ.)

7T/ A2a ZEGEOHEABS ZHAAATEF X FZRBENORFEESIC KD REEDEE
Attempt to stabilize G protein coupled receptors by using antibodies that thermo-stabilize
adenosine A2a receptor

O/HE #— ' (Yuichi Kobayashi), 7k %F B * (Shingo Nagano), [ %f %4l > (Tomoya Hino)

E UK - Bt & A4 (Grad. Sch. of Sus. Sci., Tottori Univ.),
ZE;H‘SU\ < BEI - ﬂ_’,?i% (Dept. Chem. Biotech., Grad. Sch. Eng., Tottori Univ.)
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3P-040

3P-041

3P-042

3P-043

3P-044

3P-045

3P-046

3P-047

GFP Nanobody ZRW=E2 N BOSHMERRICDOWLT

Purification of membrane proteins by using GFP Nanobody affinity media

OHW 2! (Tomoya Hino), F#¥F R~ 2 (Ryoji Suno), /Mg % 3 (Kaname Ojima), JI|j% =} ! (Yuto Kawagoe),
A BT (Shingo Nagano)

l%ﬂyjt < BRI 'ﬂj?ﬂ:% (Dept. of Chem. and Biotech., Grad. Sch. of Eng., Tottori Univ.),
230K - E (Grad. Sch. of Med., Kyoto Univ.), >BHUK « F#betk & BIZE (Grad. Sch. of Sus. Sci., Tottori Univ.)

TTEVIABREAD T 57 VIREEEROWERERDZ P HIV SAM BEFROIE&AIL
Crystallization of a radical SAM enzyme, which is likely involved in ladderane lipid biosynthesis in
anaerobic ammonium oxidation bacteria
OFGz JHE! (Hironori Suemune), 38 #.0 : (Tesshin Uegaki), H ¥ %4 i1 2 (Tomoya Hino),
A BT 2 (Shingo Nagano)

lF::,HXjCII% - FEiAt Al A: (Grad. Sch. of Sus. Sci., Tottori Univ.),
2%3‘17( PR . ﬂ_’,iﬁi% (Dept. Chem. Biotech., Grad. Schl. Eng., Tottori Univ.)

MMEERFTICME T 7= PSR TRPV3 DR EMRERIL

Purification and crystallization of human TRPV3 ion channel

O/ ! (Kaname Ojima), JI[j#% HE-=}- 2 (Yuto Kawagoe), 7KBf BT 2 (Shingo Nagano),
H ¥ %0t 2 (Tomoya Hino)

VEIURRE - Bkt & A4 (Grad. Sch. of Sus. Sci., Tottori Univ.),
2%]1‘17( < BRI 'ﬂj?i% (Dept. Chem. Biotech., Grad. Schl. Eng., Tottori Univ.)

7—F 7 HREHFHRF F F—E OB SRR

Structure and functional analyses of a novel type of chitinase from archaea

OVa%s #— ' (Yuichi Nishitani), JiPY 2@ & 2 (Ayumi Horiuchi), Mehwish Aslam?,
ot S (Tamotsu Kanai), ¥ b, I 23 (Haruyuki Atomi), =K FFxK 1.3 (Kunio Miki)

"MK+ BB (Grad. Sch. Sci., Kyoto Univ.), 25{K + B2 T. (Grad. Sch. Eng., Kyoto Univ.), *CREST

729/ 2704 FERRICH T2 HEEFH CYPIOB1 DIFERBERVATO—IV C-22 KB X DX L
Crystal structures of CYP90B1, a key enzyme in brassinosteriod biosynthesis, reveal mechanism of
C-22 hydroxylation of sterols
Ol B! (Keisuke Fujiyama), H B} %41 ! (Tomoya Hino), K4+ 1EiR 2 (Masaharu Mizutani),

A B (Shingo Nagano)

1%]1‘17: < BEL - 'ﬂj?ﬁ% (Dept. of Chem. and Biotech., Grad. Sch. of Eng., Tottori Univ.),
zmk - BB - A F%HE (Func. Phyt., Grad. Sch. of Agr. Sci., Kobe Univ.)

AOFO—) VBERREBROERZEREESHICE T SEEEADHRDOI
Investigation of the origin of substrate distortion in the enzyme-substrate complex of orotidine
5'-monophosphate decarboxylase

O M7 ' (Masahiro Fujihashi), Emil F. Pai*’, Lakshmi P. Kotra™, =& 37 ' (Kunio Miki)

B0k -« BEBE (Grad. School of Sci., Kyoto Univ.), 2 F & 3 kK (Univ. of Toronto), > > % V) F#E LT (Ontario Cancer Inst.),
Yru v MEAWIGERT (Toronto General Inst.)

VAT-1 ICKB ER- 2 POV RUYTRED Y VEEEHEEDEBEESE
Structural basis of phospholipid transfer between the ER and mitochondria mediated by VAT-1
O ! (Yasunori Watanabe), A J§# 2 (Yasushi Tamura), sa M |-G ! (Toshiya Endo)

K - A4y (Fac. of Life Sci., Kyoto Sangyo Univ.), 2|11 « Bl (Fac. of Sci., Yamagata Univ.)

NMR ZRU = AMPA B2V & X VEEZEEY) B2 RHER N XA O OSSR
Functionally relevant structural transition of the ligand-binding domain of an AMPA-type
glutamate receptor
O IE3% (Masayoshi Sakakura), f&iili &} (Yuto Kameura), /X ES (Yumi Okubo),
I A # (Arisa Yamada), {3 #45 (Masahiro Ito), JHEH: W (Moe Fujii), & S4J (Hideo Takahashi)

BT « 427 E (Med. Life Sci., Yokohama City Univ.)
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3P-048

3P-049

3P-050

3P-051

3P-052

3P-053

3P-054

XFEL QRIEFIRAZBIELEZNIE - VY FEEHHERDO ) 77 1 L PSSR
Structural analysis of protein-ligand complex microcrystals by serial femtosecond crystallography
toward pharmaceutical application of XFEL
P k! (Hisashi Naitow), i FEE ! (Yoshinori Matsuura), %4 e 2 (Kensuke Tono)s,
W H 5B 2 (Yasumasa Joti), )55 4K 1,2 (Takashi Kameshima), #JJF 53¢ 1.2 (Takaki Hatsui),
Jo0E W (Makina Yabashi), FHH HLEL ! (Rie Tanaka), HH 2 ! (Tomoyuki Tanaka),
W EE ! (Michihiro Sugahara), /INpK $ ! (Jun Kobayashi), % EH ! (Eriko Nango), 75 ## ! (So Iwata),
OHF B ! (Naoki Kunishima)

YBER - BTG v # — (RIKEN SPring-8 Center), i i EE G » # — (JASRI)

NMR (L& B 2IF KX 1 2 ERAHE Drk OEERZR

= &

NMR analysis of a multi-domain protein Drk ﬁ 2
OFIC A (Yusuke Suemoto), Ff I 4= ! (Jin Inoue), HIF 52— ! (Souichirou Arai), “._-’ 3
M — ! (Hajime Kamoshida). = EH! (Masaki Mishima), %5 BA2 (Kohsuke Inomata), 5 ‘2
B R 2 (Takuma Kasai), AJI| FEHI 2 (Takanori Kigawa), j#¥ $kIt ! (Teppei lkeya), fF B ! (Yutaka Ito) mM a—,
'Y #6K - BET. (Dept. of Chemistry, Tokyo Metropoiritan Univ.), B « A:fiy ¥ A 5 AWf%e+ ~ ¥ — (QBIC, RIKEN) § "g'
o

EOVEREDA S NI E CagA- BEHRARNS FESEOEERTICHE T ZHBRENBBE R OHL
The establishment of the experimental system for reconstituting the Helicobacter pylori CagA-
intracellular target complex in vitro
OEWR B! (Lisa Nagase). T-H ER! (Miki Senda), AR B! (Nobuhiro Suzuki),

A& WIED > (Takeru Hayashi), &1l S8 (Masanori Hatakeyama), ~-Hl {2k " (Toshiya Senda)

T R - WHERE - A5 4EM (SBRC, IMSS, KEK),
2K - BREE - BZEM (Dept. of Microbiol., Grad. Sch. of Med., The Univ. of Tokyo)

CK 2a1-hematein DFES XL X € HBZRHER

Indirect factor for altering the binding mode of hematein to CK2a1

O FEAN! (Masato Tsuyuguchi), F{% B 2 (Akira Hirasawa), fjijig 45 t-1- 3 (Tetsuko Nakaniwa),
BIE 4 (Atsushi Sakurai), ffp4 Zj 4 (Isao Nakanishi), AT 25 ! (Takayoshi Kinoshita)

"KBROfE AR - B - 2B (Dept. of Biol. Sci., Grad. Sch. of Sci., Osaka Pref. Univ.),
*JKBE + 38 (Grad. Sch. of Pharm. Sci., Kyoto Univ.), *BXA + 1A (Inst. for Protein Res., Osaka Univ.),
4ﬁ§;§;j( « 3 (Sch. of Pharm., Kindai Univ.)

TTEVIAMEDZ H 7 VIEEADERKICHET % LHET D SAM K77 X FIVBGIBEHED
EERLIC AV 7= R AR
Expression and Purification of truncated mutants of SAM MTase that is likely involved in
biosynthesis of ladderane lipid in Anammox bacteria
PiA —7y (Kazuki Nishimoto), M4+ 4§ (Shogo Hachiya), H ¥f %'t (Tomoya Hino),
Oz ¥ HE: (Shingo Nagano)

BHUK - BE T - AL%#4W) (Dept. Chem. Biotech., Grad. Sch. Eng., Tottori Univ.)

IR BESREBRICHTEIRYF I Iab—2a Il > THESNEEGHAHRA ETOWREE
Substrate docking simulations of coumarin biosynthetic enzyme and experimental validation
OFpA ¥ ! (Sayaka Teramoto), JHEILI AKA 2 (Keisuke Fujiyama), H B %41 2 (Tomoya Hino),

EAK 3 (Bun-ichi Shimizu), K% 1E{R 4 (Masaharu Mizutani), 7K ¥F FL3E 2 (Shingo Nagano)

VEBIKRE - FiFtl 480 2E (Grad Sch. of Sus. Sci., Tottori Univ.),

ZEEUK - BT - {bS22EM (Dept. of Chem. and Biotech., Grad Sch. of Eng., Tottori Univ.),
SHPER « BB Al (Grad Sch. Life Sci, Toyo Univ.), “flik « B - Az4yk%HE (Func Phyt., Grad Sch. of Agr Sci., Kobe Univ.)

545V EEOEARICEET B EREEN BT YN SAM BROMARE TORRL
$% - WY 5 A8 —OEMA

Anaerobic purification of putative radical SAM enzyme involved in ladderane lipid biosynthesis
and reconstitution of iron-sulfur cluster

O #at (Tesshin Uegaki), H5% J& & ! (Hironori Suemune), H ¥ %41 2 (Tomoya Hino),
A B2 (Shingo Nagano)

VBHUKREE - Fifekl & B4 (Grad. Sch. of Sus. Sci., Tottori Univ.),
TBIUK - BT - AB%4EW) (Dept. of Chem. and Biotech., Grad. Sch. of Eng., Tottori Univ.)
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3P-055

3P-056

3P-057

3P-058

3P-059

3P-060

3P-061

NMR Ry ¥ JtkEEiRIZEZ;ERA L7 DvIPDZ XA VREEFID/N—F v IR ) =0T
Virtual screening of Dvl PDZ domain inhibitors using NMR-based docking performance index
U S (Kasumi Ajioka), Y 247k 2 (Kiminori Hori), [R5 & 13 (Hiroki Okazaki)

= I #F * (Shohei Mikami), I F4T * (Motoyuki Itoh), K% (M) 4#8T- > (Natsuko Tenno),

KW Rl 2 (Takeshi Tenno), OREHI 75— 2 (Hidekazu Hiroaki)

14,9 - B - A:fy (Dept. Sci. Nagoya Univ.), 244K + Al3% (Grad. Sch. Pharm. Sci. Nagoya Univ),
34K - 15 (Grad. Sch. Inf. Nagoya Univ), *F-3EK - B HS2HF (Sch. Med. Pharm. Chiba Univ.)

BEERHFICEDT A B #HT7 I OF FRIEBHREFORMELEE

Induction of the amyloid fibril formation by an ultrasonic wave on the prefibrillar intermediate of
insulin B chain

OIlA B8 (Naoki Yamamoto), #H:JE{ 7 (Shoko Tsuhara), A} JEJ: (Atsuo Tamura), A4+ #&BH (Eri Chatani)

FhK - B - {4 (Grad. School of Sci. Kobe Univ.)

THEYV I ARDZERBHOREEZMETIE K5O EREBREOHE T BRI
Resonance Raman spectroscopic analysis of hydrazine synthase, a key enzyme in anammox
ORA 3507 ! (Yoshiaki Okamoto), [ =5 ! (Miki Fukuma), H % %8ty ! (Tomoya Hino),

e sy (Sachiko Yanagisawa), /NE Mk 2 (Takashi Ogura), K% B ! (Shingo Nagano)

VEBHUK « B2T. « AL % (Dept. Chem. Biotech., Grad. Sch. Eng., Tottori Univ.),
IR - BRAE A PE - ¥ 2 fF (Picobiol Inst, Grad. Sch. Life Sci., Hyogo Univ.)

SERCA2b DL v o Z{EIFHY L IEERIEEB DOBERAZEA
Crystal structures of SERCA2b reveal the mechanism of its redox-dependent activity regulation
O I B! (Michio Inoue), Vi 3E4! (Nanami Sakuta), PEER ! (Satoshi Watanabe),

T 2 (Kunihito Yoshikaie), it 1F Bt 3 (Masataka Umitsu), [H ELAg 2 (Yoshiki Tanaka),

W s (Ryo Ushioda), JIEE 3£ 8K 5 (Yukinari Kato), FA #— 3 (Junichi Takagi),

B 4 2 (Tomoya Tsukazaki), 7k I Fl1% 4 (Kazuhiro Nagata), Ffi3E #ifk ! (Kenji Inaba)

"Bib ok - £ I9CHF AIMRAM, Tohoku Univ.), 2ZSFLSGHE K « 284 4 (Grad. Sch. Biol. Sci., NAIST),
SPK - BIWF (PR, Osaka Univ.)), “TIEK - A 2EAy (Fac. of Life Sci., KSU), “HUALK - [ (Med., Tohoku Univ.)

NAEEMOBEZFIHT S IgG-Fcg TREDRFREA DXL

The molecular mechanism of IgG-Fcg Receptor recognition

ORE B! (Masato Kiyoshi), J5[ 5t ! (Akira Harazono), % [H & ! (Minoru Tada),
FHA #%F- % (Hiroko Tamura), Jose M. M. Caaveiro’. #f}: HI# ' (Noritaka Hashii),
e B! (Hiroko Shibata), ¢k Fdr 3 (Yosuke Terao), KL 1F il 3 (Seigo Oe), FH HiZ 3 (Teruhiko Ide),
HEAR P2 (Kouhei Tsumoto), A713} W-¥- ! (Akiko Ishii)

VL 37 S L T 2R FSET (Natl. Inst. Health Sciences), “HUKBE « T.%%5% (Dept. of Engineering., The Univ. of Tokyo.),
Sy — k&4 (TOSOH Corporation)

NMR characterization of cytochrome ¢ membrane-binding site using cardiolipin-containing
bicelles

O%JE ¥& (Satoshi Nagao), /B FE (Hisashi Kobayashi), J#H 42 (Shun Hirota)

ZZBAEHK  W (Grad. Sch. Mat. Sci., Nara Inst. Sci. Tech.)

BENEHES EZONEREEEREES DI FEERIT

Novel insights from structure analysis of the neurotoxin and its endogenous inhibitor protein

complex in the venomous snake

O (HAR) Bz ! (Narumi Shioi_Aoki), HFH &i& 2 (Takashi Tadokoro), ] HEMS 3 (Yaopeng Hu),
B B 2 (Katsumi Maenaka), <% B2 ! (Shigeyuki Terada)

G K - B - {L%% (Dept. of Chem., Fac. of Sci., Fukuoka Univ.),
2'“.’,)\ . % . tl‘ﬁiﬁ’%ﬁﬁ'é (Lab. Biomol. Sci., Facult. Pharm. Sci., Hokkaido Univ),
S - B - ZEBIAE (Dep. of Pathol., Faculty of Medicine, Fukuoka Univ.)
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3P-062

XBEHEFL—Y—ICLBINITIVFOR T VEEELDS FEE

Shooting a molecular movie of structural changes in bacteriorhodopsin using X-ray free electron

lasers
OFif% iy 12 (Eriko Nango), 77 4 1.2 (So Iwata)
YR - BOEHEE (RIKEN RSC), 250K - BEPE (Grad. Sch. of Med., Kyoto Univ.)

| ETE#EZ - 158RF% / Computation / Information Science (3P-063 ~ 3P-083)

3P-063

3P-064

3P-065

3P-066

3P-067

3P-068

3P-069

3P-070

"HARBRRLETIIC K BB FESHOEEIREAFR
Normal mode analyses of supramolecules with a corse grained model in torsional angle space
O%eifE ! (Shigeru Endo), A #hiik ! (Takuya Aoki), Wil % 2 (Hiroshi Wako)

VJLHLK - B - B (Sch. of Sci., Kitasato Univ.), AR A - #ESFF% 4 (Sch. of Soc. Sci., Waseda Univ.)

BME— FRERNZAVEEREDIM T IV AOHMA
Dynamics of proteins by using relaxation mode analysis methods
Otk WAL (Ayori Mitsutake), =% % (Hiroshi Takano)

BEK - FLT. - WP (Dept. of Physics, Keio Univ.)

PR LRBEICE D 2 NI EIRET(LDREIR
A learning study on the structural change process of proteins
OXKE Hews (Yasushige Yonezawa)

SEEK - JEHBHT (Inst.of Adv. Tech. of Kindai Univ.)

GWAS F— 2 ZRUWRERER VNV EEHARETIVORE

Prediction of disease related supramolecule models using GWAS data

Ozt iz 12 (Tsuji Toshiyuki), 75 #F] 2 (Atsushi Hijikata), & Bk 2 (Takao Yoda),
Fi 3% W > (Tsuyoshi Shirai)

"= I B4~ B (MITA International school),
RN A F K N A4 T A%EB (Nagahama Institute of Bio-Science and Technology)

BVINTERDANLDEADFEIRTE T — I N—AUADERE

Statistical analysis of heme distortion in protein for the development of heme structural database

OFeAs ff ! (Yusuke Kanematsu), 4 HE# 2 (Yasuhiro Imada), JTHE T ! (Hiroko Kondo)s,
! (Yu Takano)
A BT VKRR F RS HRAL S92 R} (Grad. Sch. Info. Sci, Hiroshima City Univ.),
zjtﬂ}jjqi & X7 BWGERT (IPR, Osaka Univ.)
BRRMIRIEDERS N ERENDLE AT MR I 2 L—2a ViEORRE
Prediction of membrane protein structures in membrane mimetic environments
O &E " (Takaharu Mori), #H A i{ 1,2,3.4 (Yuji Sugita)
YRR - RS HFR R TR FZESE (RIKEN Theo. Mol. Sci. Lab.), ¥ - iTHES (RIKEN iTHES),
SBUGF - QBiC (RIKEN QBIC), “BUff + AICS (RIKEN AICS)
BNV EREGHEDEBRY bT—U DIEEE
Construction of protein-complex protein-complex transition network
OEH ! (Ryo Shimura), KH ICH 2 (Motonori Ota)
THOK - B - BT (Dept. of Biotech., The Univ. of Tokyo). 244K + B + 13t (Grad. Sch. of Info. Sci., Nagoya Univ.)

MR UCA ICKD 2 NI EOBERMBIRED 51 F I U AR

Conformational relaxation processes in a protein investigated by time-structure based
independent component analysis

OW I H:KHR (Sotaro Fuchigami)

B KB « A4y BERF (Grad. Sch. of Med. Life Sci., Yokohama City Univ.)
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3P-071

3P-072

3P-073

3P-074

3P-075

3P-076

3P-077

3P-078

3P-079

3P-080

EOEESHOHEEEREOES)
Motions on interfaces of protein complexes
O/t &K BB (Ryotaro Koike)

£k + 15 (Grad. Sch. of Info., Nagoya Univ.)

7074 *xF—EDALFBET — I N— B

Comprehensive database analysis of protein kinase structures

OFFUK £ (Kei Moritsugu), PG 3272 (Yoshihiko Nishino), A=y FH#c (Akinori Kidera)
BRI KRR « A€ (Grad. Sch. of Med. Life Sci., Yokohama City Univ.)

A== =V RDOREEF : FITB— b EVNIEZHILT
The structural determinant of superfolds: a case study of pure parallel beta sheet proteins
OT R k! (George Chikenji), 1 1H KM 2 (Shintaro Minami)

2K+ T+ I5¥ (Dept. of Appl. Phys., Nagoya Univ.). 253 F-BF + CIMoS (CIMoS, IMS.)

Comprehensive analyses of human single nucleotide variants on membrane transporters
Opi JE! (Hafumi Nishi), H7H fi— 2 (Junichi Nakata), AKF B 1.2 (Kengo Kinoshita)
"HALK - BRAEHRRHE (Grad. Sch. Info. Sci, Tohoku Univ.), “BEALK « X 54 AV X #7237 (ToMMo, Tohoku Univ.)

ERHEICHIZBIRHT /0T 7Y U OREEHEE - Hiseiam
Regulation and structure-function relationship of alternative microexons in proteins
OB H Bz 3 (Matsuyuki Shirota)

"tk - BE (Grad. Sch. of Med., Tohoku Univ.), “HEALK « L X A" (ToMMo, Tohoku Univ.),
SYidbk - 15t (Grad. Sch. of Inform. Sci., Tohoku Univ.)

HEFE7 I VEBILERICH T IMERKEROTO b ACIKEIC DV TOERIEZA
Theoretical elucidation on the protonation state of copper amine oxidase on the catalytic reactions
OFEn] SeH ! (Mitsuo Shoji), A1 & 2 (Takeshi Murakawa), T F 1 ! (Yasuteru Shigeta),

] Jo5 #23% * (Toshihide Okajima)

"SR - MR (CCS, Univ. of Tsukuba), *KBRPEK « 4:{ba% (Dept. of Biochem., Osaka Medical College),
Wik - PERF (SIR, Osaka Univ.)

RAX U A OMROERS S USRI
Comprehensive search and mechanism analysis of intrinsically disordered region
OX#F I8! (Satoshi Omori), P4 I3 ! (Hafumi Nishi), 4} I #— 2 (Yoichi Murakami),

AT BE! (Kengo Kinoshita)

Bk - 58 - 24y (GSIS, Tohoku Univ), 2PE3EFL#2HF (NIBIOHN)

EMFEHOLTANY b BB/ FATIEVNVEEBEY T TFEORRE
Developments of Conformational Sampling Methods for Reproducing / Predicting Biologically
Relevant Rare Events of Proteins

OJLH F&*F (Ryuhei Harada), HEH FH M (Yasuteru Shigeta)
HP K FH 2 (CCS, Univ. of Tsukuba)

BHRAHZZ1—FIxy bI—0 A2 N EHIBIRBTED TR & Fil{E
Convolutional Neural Network Based Prediction and Manipulation of Protein Subcellular
Localization

OF A #— " (Yuichi Aoki)

gk K - ToMMo (ToMMo, Tohoku Univ.), HAtK « B « {53t (Grad. Sch. Info. Sci., Tohoku Univ.)

BEUEKFEEDVILL A FYRINVERGBDY S 21 =23 B LUBHFEEZAVVEI 7 OBERIR
Detailed structural analyses of mutants of the voltage-gated potassium channel with molecular
dynamics simulation and statistical methods

Ol &y ! (Hiroko X. Kondo), ey ! (Yu Takano), AT B (Kengo Kinoshita)

WEI K - 13t (GSIS, Hiroshima City Univ.), “BEJL K - 13t (GSIS, Tohoku Univ.),
SHALK « A AN & (ToMMo, Tohoku Univ.), “HUb K - IMESHE (IDAC, Tohoku Univ.)

(104)



3P-081

3P-082

3P-083

REELFEHFTDE /N7 E NMR BIFO = DEHFFEER URERMFERE
Stable isotope labeling strategy based on information science for protein NMR analyses under
challenging conditions
OBpg wips 123 (Takuma Kasai), Hil[-] {% 5 ! (Kae Higuchi), %% %4 1,3 (Kohsuke Inomata),
AN BEH ' (Takanori Kigawa)

BB - 2y A F A (RIKEN QBIiC), “JST + & X A31F (PRESTO,JST), *JST - CREST,
STK - FEHPL T (Sch. of Comput., Tokyo Tech.)

BEOBHEEANOHBEEDROBHEI RV F—HFT
Free-energy analysis of the effects of cosolvent on the structure of protein
OWAF # (Yu Yamamori), FAAK 152 (Nobuyuki Matubayasi)

Bk + JEfET. « /LT, (Grad. Schl. Sci. Eng. Chem. Osaka University)

AFEERREZAVEBREAN—TY Mg N VEEHEEERFAY A7 L [MEGADOCK]
Ultra-high-throughput protein-protein interaction prediction using tertiary structure information
by MEGADOCK
OXL Hewr ! (Masahito Ohue), AR HiBE 2 (Yuri Matsuzaki), PYy P 2 3 (Nobuyuki Uchikoga),

Al s+ (Takashi Ishida), kil £ 12 (Yutaka Akiyama)

"RT K - 3BT (Sch. of Computing, Tokyo Tech), 2H T - 1542k (ACLS, Tokyo Tech),
SEP%jC < WP (Dept. of Phys., Chuo Univ.)

PLRERRIR - #HRR - 1 X —2 % / Protein / Cellular Functions, Imaging
(3P-084 ~ 3P-096)

3P-084

3P-085

3P-086

3P-087

ZRIBEHEIE A AcrAB-TolC DEFTFAET - JEFE T COMBIMENERZIR
Analysis of the in cell dynamics of a multi-drug exporter AcrB in the absence and presence of
substrates
ORYH T, (Tomoki Matsuda), LI B25] (Seiji Yamasaki), P§%F )2 (Kunihiko Nishino),
K iR (Takeharu Nagai), LT BJ A (Akihito Yamaguchi)

Bk - BPERF (ISIR, Osaka Univ.)

2 bay Y T7HEZERKRE TOM BEEOT7E T —IZHTS Porl DR
Roles of mitochondrial porin in the assembly dynamics of the TOM complex, a mitochondrial
protein translocator
OB I #H4e ! (Haruka Sakaue), A3 IEHL 2 (Naoya Ishizaka), 35 FH $hHL 3 (Takuya Shiota),
A HE 4 (Yasushi Tamura), jaji |t ! (Toshiya Endo)

IR - ¥ (Fac. Life Sci., Kyoto Sangyo Univ.), 244K + BBl - M’ B4~ (Grad. Sch. Sci., Nagoya Univ.),
SEF T Kk - BEWSE (Dept. Microbiology, Monash Univ.), *[IIJEK + Bl (Sch Sci., Yamagata Univ.)

PDZ KX A AAEE{LEWIC & S ERMBDZEBMEDHIE
Permeability regulation of epithelial cells by PDZ domain-binding compounds
OX P W& (Takeshi Tenno), BFH FHK (Syouta Noda), Hi& 7 T~ (Yukako Nakakura),
&M %461 (Natsuko Goda), FEHH 75— (Hidekazu Hiroaki)
2K - Bt - AIERABE - BI3ERF (Grd. Sch. Pharm. Sci. Nagoya Univ.)

Y ANANERF— b7 7 O—HEEZAALEENERE A AINICS BT 2HRFEDORHL
Development of a novel method to artificially degrade target proteins using chaperone-mediated
autophagy mechanism
O Bi#Y (Risa Tamura), Ff HEIF (Masatada Mori), 7.3 f% - (Sakurako Tatsuzawa),

Bk ik (Hidetaka Torigoe)

HOHEK - B (Fac. Sci., Tokyo Univ. of Sci.)
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3P-088

3P-089

3P-090

3P-091

3P-092

3P-093

3P-094

3P-095

3P-096

SUMO {Ligffiz =1 /= ARABEREZ KRN TRERBRIT 55 E0OME
Development of a method to prepare sumoylated recombinant proteins in E. coli
OX4H # (Sho Masuda), /NG B2 (Hayao Kojima), S¥F FHll (Hidekazu Hoshino), S8 F5ilé (Hidetaka Torigoe)

K}Ek « Bl (Fac. Sci., Tokyo Univ. of Sci.)

2 bV RY7RERE GTPase OPA1 EHIWTF D EVDOHEEERA
Interaction between mitochondrial fusion GTPase OPA1 and cardiolipin
O A (Tadato Ban), 475l 15 ¥, (Naotada Ishihara)

AER KK« 53 HF (Dept. of Protein Biochem., Inst. of Life Sci., Kurume Univ.)

EF S HERR 707 7 —€ Tk0076 DR FLEBREAZBIEL 27ONTF FOKRE

Search for the propeptide to elucidate the maturation mechanism of protease Tk0076 from isolated
hyperthermophilic archaebacterium

OHMIT Wy (Moe Taguchi), KB fl 4 (Takeshi Omasa), i Hff— (Yuichi Koga)

Bk - B - T - AAv G (Dept. of Mat. and Life Sci., Grad. Sch. of Eng., Osaka Univ.)

) VBLIEMiEZ T ARABAE e XKBEEARN TREBRT 55 EDOFHRE
Development of a method to prepare phosphorylated recombinant proteins in E. coli
JEH M (Atsushi Shibata), OB#k FHik (Hidetaka Torigoe)

WP « B (Fac. Sci., Tokyo Univ. of Sci.)

/NREE BT A0 VESIRBEBGLOBEICETT
Association sites of the ER translocon with stalling marginally hydrophobic sequence
OARH #i—HB (Yuichiro Kida), BRIT HERS (Masao Sakaguchi)

SCREILK - B - A2 PR (Grad. Sch. of Life Sci., Univ. of Hyogo)

ZILBMVY BVF¥ I N—-7 A ZRAVEEREEO—5FEHE
Single molecule assay of enzyme using femtoliter chamber array
Ok 73 % (Makoto Kato), nE 3 (Yi Zhang), BpHh 1447 (Hiroyuki Noji)

Bk« 1. - i b (Dept. of Appl. Chem., Grad. Sch. of Eng., The Univ. of Tokyo)

YL IORET A MERRBOIY hOE—{ET?R
Entropy-Lowering Effect of Microwave Assisted Microwave Assisted Enzymatic Reaction
HA & A7 (Fujiko Aoki), JEIT B (Kenshi Haraguchi), #4% ¥ (Takeo Yoshimura),
OXW 3§35 (Shokichi Ohuchi)
JLTK - 2471531, (Dept. of Biosci. and Bioinform. Kyushu Inst. Tech.)

Structural mechanism for unresponsiveness of Sendai virus C protein to interferon- a / B ina
STAT1-dependent manner

O/NH BE# ! (Kosuke Oda), /INH B 2 (Takashi Oda), [¥)35 Hesp ! (Yasuyuki Matoba), AYL. =% (Takashi Irie),
e fh 2 (Mamoru Sato), 3 IT Wl1E ! (Takemasa Sakaguchi)
EKRKE - BE B354 (Grad. Sch. Biomed. Sci., Hiroshima Univ.), A 1i Bz « 2% (Grad. Sch. Med. Life. Sci., Yokohama City Univ.)

Conformational plasticity of JRAB/MICAL-L2 provides "law and order" in collective cell migration
Ok Wiy 7! (Ayuko Sakane), ZKIT ] 2 (Kenji Mizuguchi), & #+ 3 (Yuko Tsuchiya),
1% A iy ! (Takuya Sasaki)

UK - R AR IIF RSB - A2{L5 (Dept. of Biochem., Grad. Sch. of Med. Sci., Tokushima Univ.), 2[5 3 Je M8 fdt e S 22 0F (NIBIOHN),
S - EEIF (IPR Osaka Univ.)
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| Wtk - 7#4—IF 1 ¥ / Biophysics, Protein Folding (3P-097 ~ 3P-120)

3P-097
(3WEp-04)

3P-098
(3WBp-04)

3P-099

3P-100

3P-101

3P-102

3P-103

3P-104

BESFE—F—ODALRGHRE P SEAEEX H=Xn

Artificial design of rotary axis reveals the rotation mechanism of rotary motor

ORI #— (Jun-ichi Kishikawa), B3 AR (Mihori Baba), H1PY i (Atsuko Nakanishi),
B 1L 7 (Ken Yokoyama)

TPEK - A4 - Ay T 2 T A (Dept. Mol. Biosci., Kyoto Sangyo Univ.)

HAENMREEFGFRANEHBEICKDI I UNVERRF v ET « —EBFRFSFOMEERAHRA
Detecting 02 binding sites in protein cavities: T4 Lysozyme and Outer surface protein A
OdelE 55! (Ryo Kitahara), f&HH 5 2 (Tomoshi Kameda)

'S/ fiy - $E4% - BIFE (Coll. of Pharm. Sci., Ritsumeikan Univ.), 2FERSHF + 47/ Afill#H11% L (Biotech. Res. Inst. for Drug Discovery,
AIST)

EQEWBCETFT7 7 D U OMRAEERN

Intracellular presentation of Unfoldin

W 5 (Akira Monkawa), H ki 2T+ (Tomoko Gessei), OJ/\4F MJ% (Naomi Hachiya)
FCRIR VL E EH M ZE & >~ & — (TIRD)

LFF—=I2y ZEEOMKARICESNOAQA R TN T ) F AN AESHEDEL
Change of bacterioruberin binding ability of halorhodopsin accompanied by retinal Schiff base
hydrolysis
O 2 (Shun Yano), {i4 A ¥iHBl (Takanori Sasaki)
WG « Be « SEui B AL # (Fac. Adv. Math. Sci., Meiji Univ.)

Amyloid fibril formation mechanism of a -Syn in Caenorhabditis elegans

Amyloid fibril formation mechanism of a-Syn in Caenorhabditis elegans

O Cesar AGUIRRE'. Kensuke Ikenaka’. Masatomo So'. Keiichi Yamaguchi'. Hideki Mochizuki’,
Yuji Goto'
'IPR, Osaka Univ.. “Dep. Neurol., Grad. School Med., Osaka Univ.

99053 F70EYORTFEL  BEREV DT Mb OBRBEIZSLOD?

Tracing evolution of whale myoglobin by resurrecting ancient proteins: why solubility of extant
whale Mbs is so high?

RHE 0! (Yasuhiro Isogai), O4#) HH& 2 (Hiroshi Imamura), I $# 3 (Setsu Nakae),

Bk 4 (Tomonari Sumi), #5fG fdt— 3 (Ken-ichi Takahashi), H1JI] KHB 3 (Taro Nakagawa),

wE TV h=F] (Antonio Tsuneshige), EEINR (Tsuyoshi Shirai)

VAT K - T - RS T.%% (Dept. Pharm. Engineering, Toyama Pref. Univ.),

ZEERAIE - /N4 ok A5 4 AV (Biomedical Res. Inst., AIST),

SEIENA F K - 32— % —I34 % (Dept. Comp. Bio-Sci., Nagahama Inst. Bio-Sci. Tech.),
WK - {b% (Dept. Chem., Okayama Univ.), “JEECK - A2 45F%HE (Dept. Frontier Biosci, Hosei Univ.)

AN ERBRETFRD /=D kDiff BIED D ST
A novel technique of kDiff for prediction of protein solubility in small yield

G 2 (Kohei Shiba), JFEHf % T~ (Masako Hirose)

AR Y AR St~ Vs — B A (Malvern Instruments, A division of Spectris Co., Ltd.)

RFEFVY LY ERREICEBRREM 7R IA IO OBEET
Structural features of the urea denatured apomyoglobin using molecular modeling and
experimental data

OB &% (Yasutaka Seki)
K+ & (Kochi Medical School)
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3P-105

3P-106

3P-107

3P-108

3P-109

3P-110

3P-111

3P-112

EQREOT7 IO MR ZIMHT S KEE GroEL DFFE

Characterization of E. coli GroEL in suppressing amyloid fibrillogenesis

Oii¥in 1% (Tomohiro Mizobata), f&If 1 (Naoya Fukui), Bimlesh Ojha, A4 J)i (Kunihiro Hongo),
I EE (Yasushi Kawata)
BREE - T, - AL W5 (Grad. Sch. Eng., Tottori Univ.)

BEREF Sp1 & TAF4 OHEEAMAIED NMR i

Identification of heteromolecular binding sites in transcription factors Sp1 and TAF4 using
high-resolution NMR spectroscopy

HILW ot (Emi Hibino), I i A HR 2 (Rintaro Inoue), AZI1I 1EH] 2 (Masaaki Sugiyama),

I (Jun Kuwahara), 24 i E ! (Katsumi Matsuzaki), OS¥F K ! (Masaru Hoshino)

"HUK + 3 (Pharm. Sci., Kyoto Univ.), 2HUK » JEL- B2 (RRI, Kyoto Univ.),
St F K -  (Pharm. Sci., Doshisha Womens Univ.)

BRHHEEEROBIRIC S BHERBIRED FREDA X T 1 FANDTE
Chang in the assembly kinetics induced by disrupting local interactions around symmetry axes of a
spherical shell-shaped supermolecule
Offc e Kiig ! (Daisuke Sato), KK 75 2 (Hideaki Ohtomo), HLFF 5 2 (Atsushi Kurobe),

e ke 12 (Kazuo Fujiwara), {1 Hff i 12 (Masamichi Ikeguchi)

Bl A - B T. (Fac. of Sci. and Eng., Soka Univ.), BIMlli Ak + 1.« 24515k (Dept. of Bioinfo., Grad. Sch. of Eng., Soka Univ.)

P5ICEBDANT 1« FESEAX DA LOEEER

Structural insight into the disulfide introducing mechanism catalyzed by P5, PDI family member
BA 1ER 12 (Masaki Okumura), O%A & ! (Shingo Kanemura), g3 BK 3 (Kenta Arai),

FRIL A58 ¢ (Shuji Akiyama), FG3E 3K ' (Kenji Inaba)

"Btk - % 5eHF IMRAM, Tohoku Univ.), “HUdb K - BRI 7 1 ~ 5 4 7HF (FRIS, Tohoku Univ.),
SRR - B - {L3% (Dept. of Chem., Sch. of Sci., Tokai Univ.), *43F-fiff (MS), *CREST, JST

44 X Ero1/PDI ZBRIC & B 2 VN EDELEY T * — VT 1 > T B DORER
Analysis on mechanism of oxidative protein folding by soybean Ero1/protein disulfide isomerase
pathway
OB # (Aya Okuda), AR JoAL (Motonori Matsusaki), i/ ¥ 2§ — (Keiichi Kono),
+- Me—H] (Yuichiro Tsuchi), R¢#H B+ (Akiho Hirose), 34 KK (Taro Masuda), 2EH 47 (Reiko Urade)

HOK -« B - 2% (Div. of Agronomy and Horticultural Sci., Grad. Sch. of Agric., Kyoto Univ.)

RAEREHEE BRI XARE/ v—ZRYATH?
A mechanism of antibody aggregation: do the aggregates recruit the native monomers?
O & (Hiroshi Imamura), {4 A i (Akira Sasaki), ZXH ILH (Shinya Honda)

FERSHE - 754 & A 554 J1 )V (BMRI, AIST)

EAEOEHIKEICH T HEERZREDRHE : ®ETO MD simulation
Characteristics of charged residues in the denatured state of CutA1 proteins examined by MD
simulation
OMa wmyk! (Katsuhide Yutani), A #E45 ! (Yoshinori Matsuura), P Ak ! (Hisashi Naitow),
I AR 2 (Yasumasa Joti)

PG 2R SE T R R A e £ ~ % — (RIKEN SPring-8 Center),
ZEWF{‘%*AP?ﬁﬁ Rty — (Japan Synchrotron Radiation Research Institute)

Complex formation between TNF and anti-TNF antibodies in blood serum studied by
fluorescence-detected analytical ultracetrifugation

Orzsaed L) P (Elena Krayukhina), ¥fH Jfl 1.2 (Masanori Noda), £7 fdt KRR 3 (Kentaro Ishii),
S k12 (Takahiro Maruno), A5 Hk #ik ! (Hirotsugu Wakabayashi), %5 [ & 4 (Minoru Tada),
A Bk 4 (Takuo Suzuki), A3 H¥- 4 (Akiko Ishii-Watabe), JIIE EZ 5 (Masahiko Kato),
L ot 3 (Susumu Uchiyama)

'K « T. (Grad. Sch. of Eng., Osaka Univ.), 2L— « A5 4 2 (¥k) (U-medico Inc.),
SAr /N4 4 (Okazaki Inst. for Integr. Biosci.)y *[E 2 « 2385 (NIHS), > 2 A v 7 A (#k) (Sysmex Corp.)
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3P-113 ABFARPANT 1 FEEICE S 441 X ERO1a DEMEFIHEHE
Regulation of soybean ERO1a by intramolecular disulfide bonds
O JGAL (Motonori Matsusaki), B¢ FHILA (Yurika Naruo), FEH B2k (Akiho Hirose), B &% (Aya Okuda),
/NAR Be (Katsunori Koishihara), 3§ ZER (Taro Masuda), #H 4T+ (Reiko Urade)

:l;ir‘:jt . ﬂ . ﬁ"%” (Div. of Agronomy and Horticultural Sci., Grad. Sch. of Agric., Kyoto Univ.)

3P-114 EREFBANTF KEJ (SCP) 45 &AW ERHEDTBE TAEMLRERT KR OHHE
Reversible association of proteins into soluble sub-visible amorphous aggregates produced using
short solubility controlling peptide tags

Golam Md Kabir'. Mohammad Monirul Islam'?*, OHH # ' (Yutaka Kuroda)

l%]:j( « 1.+ 445 T. (Dept. of Biotech and Life Sci, Tokyo Univ. Agr. and Tech.),
29“ T VRE - AL Y F R (Dept. of Biochemistry and Molecular Bioogy, Chittagong Univ.)

3P-115 FEFEENRABAEICHIZFELV D ORI SFEAEERAORNERICEAZHE
Stirring rate affects thermodynamic reactions in isothermal titration calorimetry

OMLEF 235! (Takahiro Maruno), JNFR Bk ! (Yuji Kobayashi), KOAARE W Fe 2 (Tadayasu Ohkubo)s,
A A (Susumu Uchiyama)

"MK -+ T. (Grad. Sch. Eng., Osaka Univ.), R ONEE 3 (Grad. Sch. Pharm., Osaka Univ.),
SRR 47N 4 o+ (Okazaki Inst. Integ. Biosci., NINS)

3P-116 ERdj5 & BiP D#RICEBEE I AN T 1 FEEE OB THIEDRZEH
Disulfide reducing mechanism by which BiP facilitates catalysis of ERdj5
OKXF F—1 (Keiichi Omura), WK TEA 2 (Masaki Okumura), HijJI] %&— ! (Ken-ichi Maegawa),
) T (Shingo Kanemura), I &/ 14 (Michio Inoue), KH AR (Yuta Amagai),
W as 3 (Ryo Ushioda), 7k Hl Fl1% 34 (Kazuhiro Nagata), i3 ik 14 (Kenji Inaba)
LK - % IEHF (IMRAM, Tohoku Univ), 2Hidb A - S2BSFF%27 1 > 5 4 7HF (FRIS, Tohoku Univ.),
SHUER - A A4 (Fac. Life Sci., Kyoto Sangyo Univ.), *CREST, JST

3P-117 Photoproducts of PYP Phytochrome Related (Ppr) protein accumulated under various
illumination conditions

O Jia-Siang Sum. WG ¥— (Yoichi Yamazaki), Ak 45 # (Yuko Hayashi), [ Aff #i4: (Hironari Kamikubo)
Grad. Sch. of Mater. Sci., NAIST

3P-118 XRAZUNIVEDEMEFE - RVE - BEICDOVTOREHRIR
Statistical analysis on the relationship between the radius of gyration, globularity and density of
native proteins

O & 7515 (Hidenobu Kawai), il 5347 (Munehito Arai)
WK - #ASL - A Ay BB (Dept. of Life Sci., The Univ. of Tokyo)

3P-119 Effects of polyphosphates on amyloid fibrillation of a-synuclein under ultrasonic irradiation
O F—1 (Kei-ichi Yamaguchi), JJI #EWR ! (Tatsuya Fujikawa), 8 J5 fd — ! (Kenji Sasahara),
SRR (Masatomo So), i [l & 2 (Yasushi Kawata), £ #iJd ! (Yuji Goto)
lﬁh)\ - FIMF (IPR, Osaka Univ.), 2%)\ « I (Grad. Sch. of Eng., Tottori Univ.)

3P-120 Short-range interactions are decisive in co-translational folding
OAEIR #i%% (Yuya Hanazono), #yH —Jift (Kazuki Takeda), =A FFF (Kunio Miki)

B « BEP (Grad. Sch. of Sci., Kyoto Univ.)

707F—L - EAE I / Proteomics / Protein Engineering
(3P-121 ~ 3P-139)

3P-121 BiERREMRRS /NI EER AT L PUREfrex ZAV=2 R 19G AN A RERF
(3WB-06) Development of a method for the synthesis of aglycosylated full-length IgG using PUREfrex
O & %5 (Satoshi Murakami), FAA 4573 (Rena Matsumoto), 47 5% (Takashi Kanamori)

J—r7a 5 4TI (GeneFrontier Corporation)
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3P-122
(3WB-05)

3P-123

3P-124

3P-125

3P-126

3P-127

3P-128

3P-129

3P-130

WA/ Tt Y — Quenchbody-siRNA & A%& AL /= Her2 (it DA MlBaM&H & HIBITEREE
Detection and destruction of Her2 positive cancer cells by Quenchbody-siRNA complex
OFH %! (Hiroshi Ueda), ¥ EER} ! (Hee-Jin Jeong), ¥ 43 12 (Jinhua Dong), [ #i 1 3 (Yuya Oka)

1%17{ . ﬁ)f%ﬁ)dﬁ . 'ﬂ_’,ﬁiﬁ)f (Lab. Chem. and Life Sci., Inst. of Innov. Res., Tokyo Tech.),
2Linyi K+ {b2AE T (Col. of Chem. and Che. Eng., Linyi Univ.). BT Kz « #8 B (Interdiscip. Grad. Sch. of Sci. Eng., Tokyo Tech)

S5KUEDAMZI VDS LZBI— b eFDOa BRBEDT V1 VIFIE

Principles for designing ap protein structures consisting of more than 5-stranded -sheet

Ol f5HE ' (Nobuyasu Koga), i #F ' (Rie Koga), Gaohua Liu’. Gaetano T. Montelione”.
David Baker*

U T-HF - 128 (CIMoS, IMS), 2JST + X X %S} (JST, PRESTO), 5 h #— A K (Rutgers, The State Univ. of New Jersey),
73 ¥ MK - ZEAL (Dept. of Biochemistry, Univ. of Washington)

bbb RAA VAT TZEFEERVE CO REFEMLRZEHADIR / BRREHIH
CO-Dependent Control of Oligomer Association/Dissociation Using Domain-Swapped Dimers of
Cytochrome ¢’
Olre 18! (Masaru Yamanaka), H7[L G+ ! (Ryoko Nakayama), B H& ! (Satoshi Nagao).,
SEAE SR ' (Makoto Hoshizumi), %&FH Wi * (Naoki Shibata), H# 1] J54 * (Yoshiki Higuchi),
B 2! (Shun Hirota)
IZ5 BLEu K« W” (Grad. Sch. Mat. Sci., NAIST), 2Jeji LRz - ZEAF B (Grad. Sch. Life Sci., Univ. of Hyogo)

7309 g ER BT BALRAXNTF R
Artificially designed peptides that hydrolyze amyloid fibrils
Ol #{5A (Yoshihiro lida), A} JEJ (Atsuo Tamura)

K - BEAE - {B24% (Dept. of Chem., Grad Sch. of Sci., Kobe Univ.)

KEEZEEXE LIERBENTF FRIAROER

Construction of expression system of antimicrobial peptides with E. coli
SEF k! (Hirate Takuya), $ 741 ! (Naoya Oku), F. 1 J& HEBA ! (Yasuhiro Igarashi),
OBEHR Z£3L° (Yasuhiro Isogai)

Ve IS KR T84 T.%28) (Dept. Biotech., Toyama Pref. Univ.),
2% LAY RS T 230 3 5 T.42F}  (Dept. Pharm. Engineering, Toyama Pref. Univ.)

El#55FE— 32— F,-ATPase DIEBEZTLX D =X LDOFRRICEITT

Mechanisms of conformational changes of rotary molecular motor F,-ATPase

Oy s ! (Rie Koga), - s 2 (Hiroshi Ueno), Bt 1+ 3 (Tomoko Masaike),
P H 14T 2 (Hiroyuki Noji), 1 155 1.4 (Nobuyasu Koga)

VST - W2 (CIMoS, IMS), 25k « T+ Jflk (Dept. of App. Chem., Grad Sch. of Eng., The Univ. of Tokyo),
SR - BT - B4Rl (Dept. of App. Biol. Sci., Grad Sch. of Sci. and Tech., Tokyo Univ. of Sci.), *JST + X X %31} (JST, PRESTO)

8H 71y M SBRDMEANR /N EEHXES R BBSome DHRE
Coexpression of BBSome, an 8-subunit protein complex involved in ciliary protein transport

OJlmg B! (Masato Kawasaki), ZE 2! (Naoyuki Kuwabara), e (Tomomi Sato)s,
It PRS2 (Yohei Katoh), T-H 21 ! (Toshiya Senda), H1[1] FlIA 2 (Kazuhisa Nakayama)

VBT AW - W& (Struct. Biol. Res. Cen., KEK), 25ikRz - 3 (Grad. Sch. Pharmeeut. Sci., Kyoto Univ.)

BREMCAIZEDHE SUWA O X ERBERTRVERR T/ 70y VBHBRFEEREADIEH

Crystal structure of the ultra-stabilized de novo protein SUWA and its application to a dynamically
ordering protein nanobuilding block

AA M ! (Naoya Kimura), /]NBR JE 2 ! (Naoya Kobayashi), O#rJl: 56— 1.2 (Ryoichi Arai)
YEINK - ki - 52k (Dept. of Appl. Biol., Fac. of Tex. Sci. Tech., Shinshu Univ.), Z Mk - BRI EY £ (CFMD, Shinshu Univ.)

TIANAYANAVELTORAEF VRUTH A M T U REBOMRA
Study of the dextran sulfate and phosvitin as chemical chaperon
OF M BEAT (Takayuki Ishimaru), #3E EF (Naotoshi Matsudomi)

T QA - LY HFE (Dept. of Food and nutr., Ube Fro. Coll.)
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3P-131

3P-132

3P-133

3P-134

3P-135

3P-136

3P-137

3P-138

3P-139

BYY FMYF KA AW ERFEROKRE

Analysis of binding protein scaffold based on 8 sandwich domain

OXef 53 (Hidekazu Kishi), KIEL fd 5 (Takeshi Omasa), 2 H 2B (Shinnosuke Sugita),
8 HE— (Yuichi Koga)
PR -« T - W’Z 4 Ay (Dept. of Mat. and Life Sci., Grad. Sch. of Eng., Osaka Univ.)

iR INIE ANGPTL2 &9 L7 S J FIUREEBREFRGIES FIL SRR
Screening of low molecular weight compounds for inhibiting the signal transduction of ANGPTL2
O3 iz ! (Takahiko Aramaki), HAK BIET ! (Kimiko Kuroki), [ £ 2 (Tsuyoshi Kadomatsu),

Rl kE— 2 (Yuichi Oike), FEIf B2 ! (Toyoyuki Ose), Hijfift 5 ! (Katsumi Maenaka)

"JtK + Bid& (Grad. Sch. pf Pharm. Sci., Hokkaido Univ.), 2AEJ « B[E (Grad. Sch. of Med. Sci., Kumamoto Univ.)

b3 RV X7 7 -4 Fv ik F OBES KUEHEEL
Construction of the high functioning Trastuzumab single chain Fv by protein engineering approach
OWPF mE! (Takashi Tadokoro), HAY JHK ! (Kota Nakamura), I I3 ! (Harumi Tsuboi),
B H fE 2 (Ryu Maeda), JBlll 22 ! (Toyoyuki Ose), FXH # ! (Akira Matsuda), Fifj B9 ! (Katsumi Maenaka)
"Jbk « 3 (Fac. of Pharm. Sci., Hokkaido Univ.), *#RN&HLY — ¥ 52 /) # 4 I ¥ X (Gene Techno Science)

E b SNV ERRRAZEANTF R 2 AV HRRERT
Cryopreservation of cells using intrinsically disordered peptides derived from human proteins
OFfH - XY %44#8F (Natsuko Goda), 2 AL (Naoki Matsuo), W] 75— (Hidekazu Hiroaki)

%K% + A3 (Grad. School of Pharm. Sci., Nagoya Univ.)

BERREMRS NV EaK% (PUREfrex) DER{LETTIKEDRZR

Analysis of the redox state in a reconstituted cell-free protein synthesis system (PUREfrex)
AR 42! (Rena Matsumoto), 7} 3 2 (Tatsuya Niwa), HH T A8 2 (Hideki Taguchi),

O4 4 & (Takashi Kanamori)

'Y—v7uar5 47 (BR) (GeneFrontier Corp.), *HT.K « WFZEk# (IR, Tokyo Tech.)

N RiREHEITE 19G ICEKDAED Y 7 21 LEKERH

Real-time detection of antigens using N-terminally fluorescent-labeled 1gGs

OF9 &k ! (Takahiro Hohsaka), fzk F:#fi ! (Keisuke Fukunaga), Dian Novitasari'.
PER B! (Takayoshi Watanabe), BiJf 58— 2 (Ryoji Abe), KA ILAT 2 (Hiroyuki Ohashi)
Hekededik -+ =51 7L (School of Materials Sci., JAIST), 2¥7 3 %+ B H§ (Ushio Inc.)

HEaRttIO—-22BOREARFZEOEAN FOS—EOAT IO —L1JLEE
An artificial cellulosome design of cellobiohydrolase for enhancement of crystalline cellulose
degradation

I F=4r (Keisuke Murakami), OW1i# St (Hikaru Nakazawa), 138 PR (Yuri Ishigaki),
HiEdt B (Mitsuo Umetsu)
LK - BT, + 734 5 1. (Dept. of Biomol. Eng., Tohoku Univ.)

“EHAIESE WA20 O pH KFHBEREATIERE T/ 70Y VBEHOBEH

pH-dependent structural transition of a dimeric de novo protein WA20 and reconstruction of
protein nanobuilding block complexes
O/HE It ' (Naoya Kobayashi), Ailifs Bt > (Takuya Sengoku), {/ij# %5 * (Takaaki Sato),

ik sm— 12 (Ryoichi Arai)

UZ MK - BhHE « J5ZE (Dept. of Appl. Biol., Fac. of Tex. Sci. Tech., Shinshu Univ.),

2%‘}”7{ < AAE - BB (Dept. of Chem. Mater., Fac. of Tex. Sci. Tech., Shinshu Univ.),
MEMK - EFMEW L (CEMD, Shinshu Univ.)

BEICCERRERER ) -2 I OEELEBIE L NEKEECREDOFERRE

Development of evaluation system for the T-lymphocyte activation ability of bispecific antibody

O# 1l #E4: N (Aruto Sugiyama), HEHE JE9 (Mitsuo Umetsu),  H138 5B (Hikaru Nakazawa),
REAY St (Tzumi Kumagai)
WAL KBE « T+ 734 5 T. (Dept. of Biomol. Eng., Grad. Sch. of Eng., Tohoku univ.)
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