FRAe2—tv a3 / Poster Session

RAR—BADIGHEERIS. HEESIC* PRGN TEYET
Numbers with * are presentations applying for Young Poster Award

‘I P RARZR—BTREE (2B X+ >7/—JL) / Poster & Exhibition (2F, Main Hall)
6 B 26 EI (k) /June 26 (Tue.) 1345~ 1545

FIEREER - MBS 13:45 ~ 14:45 / BHES 14:45 ~ 15:45
Discussion : Odd Poster Number 13:45 ~ 14:45 / Even Poster Number 14:45 ~ 15:45

| EEasa#85& / Protein Structure (1P-001 ~ 1P-046)

1P-001* #EPDHK P TV AR—2—VIT1 DiEREE
Crystal structure of plant iron transporter VIT1
O Z24B (Takafumi Kato), PG 1% (Tomohiro Nishizawa), A Bl (Osamu Nureki)
HOK - B - A=WFF4FE (Dept. of Biol. Sci., Grad. Sch. of Sci., Univ. of Tokyo)

1P-002* E rERIY FEYZEFBRE BRBRNT7 IR bEDBEESHOBERIT
High-resolution structures of endothelin ETB receptor in complex with ETB selective endothelin
analogues
OFIN Bk (Tamakl Izume), BHFH ! (Wataru Shihoya), I &5 2 (Asuka Inoue),
I REACHR (Keitaro Yamashita), ~F-H #4: 34 (Kunio Hirata), HA #E 2 (Tunken Aoki),
PR g (Tomohiro Nishizawa), A Bl ! (Osamu Nureki)

YHEK - BB - 2 FF (Dept. of Biol. Sci., Grad. Sch. of Sci., Univ. of Tokyo),
2Rk - Bk - TR (Dept. of Molecular and Cellular Bio., Grad. Sch. of Pha Sci., Tohoku Univ.),
PEAJF + SPring-8 (RIKEN SPring-8 Center), “JST + & & 3\ (JST, PRESTO)

1P-003* ERBIEICHIFTB VUKV —L P R b—U 0 GTPase EfHEIENDEA
Study on GTPase delivery mechanism of ribosomal P stalk during translation process
OFFE 2 N\ ! (Takehito Tanzawa), M 20 1.2 (Koji Kato), Bl 2 1.2 (Toyoyuki Ose)s,
i 5 3 (Toshio Uchiumi), Bk B 1.2 (Min Yao)

Yk - B2k (Grad. Sch. Life Sci., Hokkaido Univ.), “dbk « B ZE@7 (Fac. Adv. Life Sci., Hokkaido Univ.),
3K - B - ZEW (Dept. Biol., Fac. Sci., Niigata Univ.)

1P-004* #EEF DNA ligase 1 DE#HICED < UHRF1 DIBEXIL DRI
Structural basis for conformational change of UHRF1 by binding of replication factor DNA ligase 1
OFp gz ! (Satomi Kori), Laure Ferryz‘ TR g (Tomohiro Jimenji), X ¥f ¥ ! (Shohei Matano),
BN AhE! (Rumie Matsumura), 7 #5352 345 (Noriyuki Kodera), ZZJE it 34 (Toshio Ando).,
et ! (Mamoru Sato), Pierre Defossez’s A H %! (Kyohei Arita)
i1 - A24EE (Graduate school of medical life science, Yokohoma City Univ.),
*Univ. Paris Diderot, Sorbonne Paris Cite, Epigenetics and Cell Fate.

34K - N4 F AFM & ~ # — (Bio-AFM Frontier Research Center, Kanazawa Univ.),
*WPI Nano Life Science Institute, “JST, ¥ & A3\ (ST, PRESTO)

1P-005* ATP hydrolysis within KaiC hexamer induces conformational changes in its C-terminal segments,
thereby promoting their interaction with KaiA
OMhA HEBA 1.2 (Yasuhiro Yunoki)‘ A Bt (Hirokazu Yagi)‘ N - g Bl 2 (Maho Yagi-Utsumi)\
A AR 2 (Kentaro Ishii), A I %7 ! (Reiko Murakami), PYIII & 3 (Susumu Uchiyama),
g B— 12 (Koichi Kato)

l%ﬂi}\ « B3#E (Graduate School of Pharmaceutical Sciences, Nagoya City University),
Ziﬁﬁu WARIE ¥ ~ % — (Exploratory Research Center on Life and Living Systems).,
Wik + BT (Graduate School of Engineering, Osaka University)
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1P-006*

1P-007*

1P-008*

1P-009*

1P-010*

1P-011*

1P-012*

FGFR3/G697C mIFiEa M ERADIEE FMEICHTSH S-S RIBENEEH
Importance of the S-S bond in the constitutive activation of FGFR3/G697C
Ok & ! (Atsushi Iwanaga), #I1 1EA ! (Masato Tsuyuguchi), # [E 2 (Masaaki Sawa),
AT ZE! (Takayoshi Kinoshita)
"KBRAFK - Bl - HE (Dept. of Biol. Sci., Sch. of Sci., Osaka Pref. Univ.), ># V234 4 4 T A (CarnaBio Sci.)

FERBIAINVA P EAEIZE S JAK-STAT 2 JFIIVEERIBDERA

Molecular basis of JAK-STAT signal pathway inhibition by rabies virus P-protein

AT = (Aoi Sugiyama), FF Rk ! (Xinxin Jiang), 7%} 4& 15 ! (Yuma Nagano), 7 [} ¢ ! (Tomo Nomai),
2R It ! (Takuya Wakahara), Fijfft JJ552 12 (Katsumi Maenaka), Ik [% 1.4 (Min Yao), Gregory Mosleyﬂ
|8 = v (Toyoyuki Ose)

b kke - 2E45FF% (Grad. Sch. Life Sci., Hokkaido Univ.), 2Jt ARz « 38 (Faculty of Pharm. Sci., Hokkaido Univ.),
*School of Biomed. Sci., Monash Univ.. *dtkbt « 63/ @5 (Faculty of Adv. Life Sci., Hokkaido Univ.)

XBIBBELEICEBOF—4> 70V Y trans-4- KEELEER DIBERIT
Small angle X-ray scattering analysis of collagen prolyl trans-4-hydroxylase
O%H #H A (Yoshihisa Soda), FEAY HEA (Yasuhito Shomura)

YK« BT - #Rk (Graduate School of Sci. and Eng., Univ. of Ibaraki )

FIKE Trichoderma viride 3 LysOX BiBR{ADEMFEI DS EE
Structural basis of enzyme activity regulation by the propeptide of L-lysine a-oxidase precursor
from Trichoderma viride
Oden A ! (Masaki Kitagawa), fJHi SE45T- ! (Nanako Ito), A ffi s 2 (Yuya Matsumoto).
K )52 (Marie Amano), HA F& 2 (Takashi Tamura), H T#E 3 (Hitoshi Kusakabe),
Fidd B2 (Kenji Inagaki), 4 H JBFE. ! (Katsumi Imada)

"Wk - B+ Bl (Dept. MacroMol., Grad. Sch. Sci., Osaka Univ.), [k « B « BiB%E 4y (Grad. Sch. Env. & Life Sci., Okayama Univ.),
3(?féli) I VYA A+ ¥ (Enzyme Sensor Co. Ltd.)

Structural insight into the dietary non-heme iron absorption in human duodenum

O Menega Ganasen'. Honami Asakura'. Takehiko Tosha’. Xiaojing Yuan®’. Igbal Hamza’.
Grant A. Mauk®, Yoshitsugu Shiro'. Hiroshi Sugimoto’. Hitomi Sawai'
'Univ. of Hyogo. *RIKEN SPring-8 Center. *Univ. of Maryland. *Univ. of British Columbia

ZHEEEHE NTS BPRETEINIF B 7—+E Pel38-NT D%
Characterization of pectate lyase, Pel38-NT, from polysaccharide degrading/assimilating
bacterium, strain NT5
OrmiE! (Aya Uenoyama), JI|#fii ¥l ! (Takanori Kawase), F% i 2 (Mayu Nakano),
b e (Hiroshi Moriwaki), $F4% [ h ! (Takaomi Nomura)

lﬁ‘”‘lj( - MkAE - AR (Dept. Appl. Biol., Fac. Tex. Sci. Tech., Shinshu Univ.),
213‘}”}\ . %? . ’:F% (Dept. Biol., Fac. Sci., Shinshu Univ.)

NEKIERI B/INVIVEX A DI F 7 EEDEMHEEESH. HEEZNE5TS
The metastable asymmetrical structure of the rotorless V, motor is determined by the N-terminal
B-barrel crown
OFly PEAER ! (Shintaro Maruyama), i A fE¥F ! (Kano Suzuki), 44 Jofl 2 (Motonori Imamura),
I A A M (Hikaru Sasaki), A% 517 3 (Hideyuki Matsunami), K% fdt— 14 (Kenji Mizutani),
A 3T (Yasuko Saito), & 777 F - U A ! (FL. Tmai), A3 (k) 51 3 (Yoshiko Ishizuka-Katsura),
gy (RN kKFES3 (Tomomi Kimura—Someya)‘ Ak EEHET (Mikako Shirouzu),
PG &2 ¢ (Takayuki Uchihashi), 22 g0k 26 (Toshio Ando), 114 —HR 15 (Ichiro Yamato).,
b I (Takeshi Murata)

L-3#8K - B (Grad. Sch. Sci., Chiba Univ.), 245iRk + F /2 4R~ (WPI Nano Life Sci. Inst., Kanazawa Univ.),

*BF - DSSB (DSSB, RIKEN), “Hfi#k i K + ZEAEEF} (Grad. Sch. Med. Life. Sci., Yokohama City Univ.),

SHGTFRRLK - JEBET. (Ind. Sci., Tokyo Univ. Sci.), °JST « CREST (CREST,JST), "% i K « WP (Dep. Phys., Nagoya Univ.),
JST - PREST (PREST, JST)
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1P-013*

1P-014*

1P-015*

1P-016*

1P-017*

1P-018*

1P-019*

RIREADNLEOHIC K ZREHAFOMHEE

Incorporation of Synthetic Metal Complexes into Heme Acquisition Proteins of Pseudomonas
aeruginosa

OMiE. 2 o '! (Erika Sakakibara), pudR B! (Yuma Shisaka), W] &= ! (Osami Shoji),
AR 32 (Hiroshi Sugimoto), ##38 5 A 3 (Yoshihito Watanabe)

'2,K + ¥ - {b (Dept. Chem., Grad. Sch. of Sci., Nagoya Univ.)s 2B - 3G EERF - SPring-8 (RIKEN SPring-8, Harima Inst.),
34K - WE (RCMS, Nagoya Univ.)

Large-terpene & REEH DEERAFEE S DEFF EBAUBFRMIER

Characterization and site-directed mutagenesis of large-terpene synthase

Opi 2! (Tomoyuki Nishi), 5 & ! (Kei Sugawara), /1] H:ge ! (Kao Ogawa),
EG et (Hirotada Takahashi), _FFH K¥KER ! (Daijiro Ueda), JBEHG M2 2 (Masahiro Fujihashi),
=R g2 (Kunio Miki), PR} B 3 (Yoko Yasuno), i 5 RR 3 (Tetsuro Shinada), i % ! (Tsutomu Sato)
WA - L (Niigata Univ), 2E0K -« [ - Bl (Kyoto Univ.), BRIl « [ - Bl (Osaka-city Univ.)

DRDIBTARE TS0 D GRERE biliverdin ENEEEHD X 5 REERT
Structural Analysis of Lipocalin-Type Prostaglandin D Synthase Complexed with Biliverdin by X-Ray
Crystallography
OZ£E & (Haruka Muroya), =il 5% 12 (Yoshiaki Teraoka), PUf) HEAl ! (Shigenori Nishimura),
W ! (Takashi Inui)

"KBOER « B2+ A 4yBa5% (Grad. Sch. of Life & Envi. Sci., Osaka Pref. Univ.),
2H AR AR PIAFZE B DC (JSPS Research Fellow)

Trypanosoma bruceiti® GMP reductase & GMP % 2 )\d IMP EDEEHD X Rt RIS ERIT

X-ray crystal structure of Trypanosoma brucei GMP reductase in complex with GMP or IMP

Ol 055 (Hikaru Mase), 44 # (Akira Imamura), PiAJ HEff (Shigenori Nishimura), ¥z & (Takashi Inui)
KIBERFK « Bt A fwBds (Grad. Sch. of Life & Envi. Sci., Osaka Pref. Univ.)

FRNFTEREFRRICAT RS XU T 2EEH | OBREE
Crystal structure of mitochondrial Complex Il from Ascaris suum and porcine heart aiming for the
development of new anti-parasitic drugs
Ofm 46! (Keisuke Fukuda), i 3% ! (Yukina Yoshioka), >K Z Il ! (Aika Yone), 1l BE ! (Dan Sato),
Bk et (Tomoo Shiba), A % =T L fdt 2 (Daniel Ken Inaoka), K% Fll 1E4 3 (Masaki Ohtawa),
=S - (Tohru Nagamitsu), bt {# 2 (Kiyoshi Kita), J5{[H #&F ! (Shigeharu Harada)

IUTHRK - B2 - T8} - IB4E (Dept. Appl. Biol., Grad. Sch. Sci. and Tech., Kyoto Inst. of Tech.),
R - B - BUETRSE - 10— 23U AJV A (Sch. of Trop. Med. and Global Health, Nagasaki Univ.),
34[:%}\ < B . % (Grad. Sch. of Pharm. Sci., Kitasato Univ.)

T#RE Streptomyces sp. 590 B3 L- X F 7 = VB REEBEFR DIERF MR

Crystallographic study of L-methionine decarboxylase from Streptomyces sp. 590

OR L KIk! (Yuki Onoue), ZEH S ! (Masaki Murota), KJII ] 2 (Atsushi Okawa)s,
HIA Epl! (Shiho Hosogi), Hls % D) 3 (Hikari Nakajima), #K 1§41 2 (Masaya Hayashi),
MRA #T-2 (Michiko Nemoto), il %4 ! (Tomoo Shiba), i B ! (Dan Sato), HAY F& 2 (Takashi Tamura),
Fiid B 7 (Kenji Inagaki), JEUH %4 " (Shigeharu Harada)

"R « B2« BB (Dept. Appl. Biol., Grad. Sch. Sci. and Tech., Kyoto Inst. of Tech.),
2RI - B - BiBEA Ay (Grad. Sch. Env. & Life Sci., Okayama Univ.),
3;’:%7{ - B - ﬁﬁﬁq‘fﬁi}% (Dept. Appl. Life. Sci., Grad. Sch., Kyoto Pref Univ.)

RAXBRBEHOVINF RXL 2 E VNV EOBENEEENLERXMVBAI a2z s—2a Yy

Interdomain communication through transient arrangement of the domains tethered by

intrinsically disordered region (IDR)

O 3E#i ' (Ryosuke Kawasaki), FF L 35°F ' (Ryohei Inoue), Jie-rong Huang’. Yun-Tzai Cloud Lee’.
Wi Mk ¢ (Naoya Tochio), Shang-Te Danny Hsu®, #f B! (Shin-ichi Tate)

DEK - B - B4 (Dept. of MLS, Grad. Sch. of Sci., Hiroshima Univ.), “Inst. of Biochem. and Mol. Biol., Yang-Ming Univ..
*Inst. of Biol. Chem., Academia Sinica, “i 5Tk « 3§ (Fac. of Pharma Sci., Teikyo Univ.)
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1P-020*

1P-021
(1WA-03)

1P-022
(1WC-05)

1P-023

(1WC-04)

1P-024

1P-025

1P-026

1P-027

B. laterosporus B3k Cas9 DiE@miEE

Crystal Structure of Cas9 from B. laterosporus

O fletl ! (Tosihiro Nakane), U i — ! (Seiichi Hirano), [L/%} I ! (Takashi Yamano).,
HpR Em 2 (Takanori Nakane), 14+ F&—RR ! (Ryuichiro Ishitani), P BARS ! (Hiroshi Nishimasu),
EA P (Osamu Nureki)
HOK - B AW (Dept. of Biology., Univ. of Tokyo), *Cambridge Biomedical Campus

HERHMREMDEE S AT LOEHICEH TS TBP DIEE!
Leading role of TBP in the establishment of complexity in eukaryotic transcription initiation
systems
O3 g 123 (Naruhiko Adachi), JI| I 3% K 4 (Eiryo Kawakami), T-F {23k 1.2 (Toshiya Senda),
Yk EF S (Masami Horikoshi)

'KEK - YWHEWF - PF - H§3% M) (SBRC, PF, IMSS, KEK), “#Hff K (SOKEN-DAI), JST - X X #%\F (PRESTO, IST),
R - LA ) R— 3 3 NT (MIHub, RIKEN), SHEk « 43R (IMCB, Univ. of Tokyo)

RS MRISTER TR E A 3 OIREEBUICTEFET 57O VIS K BEMRE
Conserved tyrosine residues involve in the orientation of the transmembrane region for FGFR3
OFHH 112 (Hiroko Tamagaki), ZJ§i Z DA 2 (Konomi Kuwahara), B 2% Meth 2 (Yuya Asahina),

ik #1432 (Hironobu Hojo), i1 %% 3 (Takeshi Sato)

'K - F 2 &~ % — (INSD, Osaka Univ.), 2BRK - B FABF (IPR, Osaka Univ.), “HU#EiHE A (Kyoto Pharm. Univ.)

HWREFOEBERAF 3 FBA T VICERLUZRLER || OBBBERRICES70 b OHEHBEER
BOBE{CENRAR

Structural analysis of the mechanism of proton transfer inhibition due to substitutions of chloride
ion by other anions in Photosystem Il

Ol ! (Yasufumi Umena), AL FHH2 2 (Shouya Tamaru), ¥k HA~ 1.2 (Jian-Ren Shen)
YRk - SR 4WFILBERF (RIS, Okayama Univ. ), [k - E#kEFS2 (Grad. Sch. of Nat. Sci. Tech., Okayama Univ.)

DAPK1 BHERIE LTOXRAT >~ b5+ / Y ORE LG EEHEBME

Identification and structure-activity relationship studies of natural anthraquinones as DAPK1
inhibitors

ORI 7] (Takeshi Yokoyama), 7 4 ¥ ¥ ¥ ¥ — & — (Peter Wijaya), /K ;2 (Mineyuki Mizuguchi)

& IR + 3 (Fac. of Pharm. Sci. Univ. of Toyama)

ZL702IC&BH) 941 FEGEREFATHROBEER

Structural basis of thalidomide enantiomer binding to cereblon

O 247! (Tomoyuki Mori), g Kk > (Takumi Ito), Liu Shuj iet. &k T2 (Hideki Ando),
WA B (Satoshi Sakamoto), 11T A 4 (Yuki Yamaguchi), fiz T s (Etsuko Tokunaga),
S A S (Norio Shibata), ~f~H % 2 (Hiroshi Handa), Filks fECHE ! (Toshio Hakoshima)

1%?_&5'6?%)( - K% A% (Struct. Biol. Lab., NAIST), 2%}3‘1: ERK « F 2 B (Dept. of Nanopart. Trans. Res., Tokyo Med. Univ.),
SIST - & & 281F (PRESTO, IST), “H Tk « 4B 1. (School of Life Sci. and Tech, Tokyo Tech.),
SMTK -+ ) X5 4 3~ (Dept. of Nanopharm. Sci., Nagoya Inst. of Tech.)

BFENFHEZRAVEE—-X LAY —LOAEPIEE - HEICHTHEATEA M OFE
A Theoretical Study of the Internal Structure and Dynamics of Single Nucleosomes Focusing on
Effects of Core-Histone Proteins

OfaH fé (Takeru Kameda), &A% #i— (Yuichi Togashi), St BEFL (Akinori Awazu)
5B K2R A e B2 F FE R B 45 2 4 P 2F B I (Dept. of Mathematical and Life Sciences, Hiroshima Univ.)

ERAEIVERBREEARAS I T7FOJBEROEERIT

Structure analysis of Histidine decarboxylase in complex with an aminooxy analog of histamine
PiH] B9t ' (Rio Nishida), #4f 3% 7 ' (Yoko Matsumura), Francisca Sanchez Jimenez’

oW kT (Yoko Nitta), O/Ngx 13 ! (Hirofumi Komori)

'F K« BH (Faculty of Educ., Univ. of Kagawa), >~ T #' k%% (Univ.of Malaga),
3IiﬁJL1E<}\ . 1%1@%%1‘1]: (Grad Sch. of Health & Welfare Sci., Okayama pref. Univ.)
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1P-028

1P-029

1P-030

1P-031

1P-032

1P-033

BEEHZ29FHEESLAEE FOF A FIES EREFRD X it RIEERIT
X-ray crystal structure analysis of hydroxymethylbilane synthase in complex with two
porphobilinogen molecules
Oflc e 751 ! (Hideaki Sato)., e E—! (Masakazu Sugishima), ¥xI1 e 1 (Mai Tsukaguchi),
Y- Pt 2 (Takahiro Masuko), /]M% F&HH 3 (Yoshiaki Omata), FlIH 7% 4 (Kei Wada),
AKE FLURE 2 (Yoshio Hisaeda), [LIA% fit ! (Ken Yamamoto)

AR - B - BBAL%: (Dept. of Med. Biochem., Kurume Univ. Sch. of Med.),

k- B 1.« e JHAL2% (Grad. Sch. of Eng., Kyushu Univ.),
SRR K - 3 - 40 T2 (Fac. of Phar. Sci., Yokohama Univ. of Phar.), *E7I§k + & (Dept. of Med. Sci., Univ. of Miyazaki)

Go EFNW%ZRV=GA/GB XA VEERVINVED T+ —NVTFa i3 alb—ay
GA/GB domain related proteins folding simulation based on Go model
Oik I #%% (Shoya Hamaue), F§Hb @] (Takeshi Kikuchi)

DAY ﬁiﬁﬁ « 421 (Dept. Bioinfo., Coll. Biosci., Ritsumeikan Univ.)

BREBTIBEMEHCEDL AV R MYV TILED T IFIRATITOAEL DT # —INT 1 > J1EREER
Analysis of folding pathways of flavohemoglobins using contact maps based on Inter-residue
Average Distance Map

O1-H ¥t (Atsuya Tsuchida), it @ H] (Takeshi Kikuchi)

RV N o A X 11 (Dept. Bioinfo., Coll. Biosci., Ritsumeikan Univ.)

HTLV-1 ENV BiSRRNT7F K&Z2—0OED > 1 b1 KX A OB Ea98E (ERARR
Physicochemical analysis of the interaction between HTLV-1 ENV-derived peptides and neuropilin-1
b1 domain
O Hops ! (Hideki Kusunoki), I #2722 2 (Toshiyuki Tanaka), {i/¥f 422 3 (Toshiyuki Kohno),
S R 4 (Kazuo Hosoda), #ifh & 4 (Kaori Wakamatsu), P ! (Isao Hamaguchi)

UBRGLWF - M - B EVEWISEER (Dept. of Safety Research on Blood and Biological Products, NIID),

IR R B A A BRI R 2 F S8Rl (Grad Sch. of Life and Environmental Sci., Univ. of Tsukuba),

Htiﬁigiﬁ‘ﬁ . fl‘:'ﬂj’? (Dept. of Biochemistry, Kitasato Univ. Sch. of Med.),

EE KRB T2 0F - 9 TR 881 (Dept. of Chemistry and Chemical Biology, Grad Sch. of Engineering, Gunma Univ.)

73 FHEEERYE CERTDPH RXM VIV TEFTER IncD EEEDOSAKRF DB EEMFIARR
Structural basis for association of PH domain of the ceramide transport protein CERT with the
Chlamydia trachomatis inclusion protein IncD

HHR BET- ' (Shoko Shinya), AEZF EfE > (Keigo Kumagai), OFSAK )% ' (Toshihiko Sugiki),

JNBR ! (Naohiro Kobayashi), B il iE ! (Toshimichi Fujiwara), {EH B KRR 2 (Kentaro Hanada),

g Rk (Chojiro Kojima)

'K - BZFIBF (Inst. Protein Res., Osaka Univ.), [&A7 & - M2 L% (Dept. Biochem. Cell Biol., Natl. Inst. Infect. Dis.),
3ﬁ7ﬁlﬂj(l@iﬁ + I. (Grad. Sch. Eng., Yokohama Natl. Univ.)

E FEEI bV FUTHEES /Y E Voltage-dependent anion channel 1 (VDAC1) Ot & 18:&R7
wEeA) dv—HEK
Crystal structural characterization reveals novel oligomeric interactions of human voltage-
dependent anion channel 1 (VDAC1)
O3 ! (Toshiaki Hosaka), il 1F 3% 23 (Masateru Okazaki), He#¥ K I ! (Tomomi Kimura-Someya)s,
AT (Yoshiko Ishizuka-Katsura), {JFH B ik ! (Kaori Ito), AfIL 2 4 (Shigeyuki Yokoyama)s,
bab ol <o (Kosuke Dodo), il 341 23 (Mikiko Sodeoka), FIK F&HT- ! (Mikako Shirouzu)

"PIfF - CLST (RIKEN, CLST), 2PRAF - #likd A 4 & B L% (RIKEN, Synth. Organic Chem. Lab),
SERATO - i [l 281 5127 (ERATO, SODEOKA Live Cell Chem. project), *PRAJF + B ILIHE3E (RIKEN, Struct. Bio. Lab)

(5)

Day 1 (June 26)
Poster Session



S 19)S0d
(9 sunr) | £eq

UOISS®

1P-034

1P-035

1P-036

1P-037

1P-038

1P-039

1P-040

Burkholderia cepacia a3 FAD 5/ )b 11— ABiKFEEZ D X 145 S8 EmRin
Crystal structure analysis of Burkholderia cepacia FAD-dependent glucose dehydrogenase
OF M ! (Hiromi Yoshida), /Mg JBfa 2 (Katsuhiro Kojima), il &5 B34 ! (Shigehiro Kamitori),

L= TN (Koji Sode)

l%"“lj{ B NSt y % (Life Sci. Res. Center & Fac. of Med., Kagawa Univ.),

(AH)TNVNTFAFA L - 4 ¥ —F Y 3 F )b (Ultizyme Intl Ltd),

3%?%Ij( + I. (Grad. Sch. of Eng., Tokyo Univ. of Agric. & Technol.),

Y )—=2Hha 4 FREFXRVCNE ) — A AT T4 FHKSF - BT (Joint Dep. of Biomed. Eng., The Univ. of NC at
Chapel Hill/NC State Univ., Chapel Hill)

VA ABFHEMBETOTA VDT F 74 —EHICKBIBRE VNV E—FFOBERITBEREZANAT
378l

Utilization of the results of single protein molecule structure analysis using cryo-electron
microscope by protein tomography method

ORI Hwk'! (Ayumi Maegawa), =l ! (Takeshi Mise), UIf Skoglundz‘ e (Akira Kamei)

17‘“’@ Ta54 VYNBSS T 4 — (H&) - WFFEBHZE ¥ (R&D Dept., Okinawa Protein Tomography Ltd.),
IHLRLE AT R B (01ST)

I A ABFRMBEAVET VA I VEBRKRER N X1 2 EEDRFIR
Cryo-electron microscopy study toward detecting domain motion of glutamate dehydrogenase
OKH BY: 2 (Mao Oide), MM &2 ? (Takayuki Kato), 11 Ak (Tomotaka Oroguchi),

Wy ik — 34 (Keiichi Namba), H138 HEH 12 (Masayoshi Nakasako)

IE"@ « BB T, (Grad. Sci. Tech., Keio Univ.), ziﬁﬁﬂ: + RSC (RIKEN SPring-8 Center),
SRR - B AvA%hE (Grad. Sci. of Front. Biosci., Osaka Univ.), *BHJf - QBIC (RIKEN, QBiC)

NMABERON—F B RBREEFNICH T EREERRT HEE5AE
Towards Overcoming the Challenges of Implementing Accurate Mass MS for Routine Biotherapeutic
Analysis
OREH B8 | (Kenji Hirose), IR EUME ' (Maki Terasaki), Henry Shion®. Jonathan Pugh?, Robert Lewis®,
Ying Qing Yu’. John Gebler’. Scott Berger’. Weibin Chen’
"HA Y + — % — ZHX&4E (Nihon Waters KK.), *Waters Corporation

REAEOE S FHeEERIT Z B18 L = "salipro i% " RRMO%E
Evaluating the placticability of "salipro method" aimed for the high-resolution structural analysis
of membrane proteins
Omss 5! (Kyoko Matoba), JI[4< &K ! (Akihiro Kawamoto), f#H E5A 2 (Masahiro Fukuda),
EA st (Reina Nagamura), P45 1% 2 (Tomohiro Nishizawa), EfIR 1H3E ! (Naoyuki Miyazaki),
A B—ER 2 (Ryuichiro Ishitani), ZlR %R ! (Kenji Iwasaki), jig A B 2 (Osamu Nureki),
B ! (Junichi Takagi)
"Bk - BEAWF (PR, Osaka Univ.), “HUK - B - 2=} (Dept. of Biol. Sci., Grad. Scho. of Sci., Univ. of Tokyo)

BFELNA FEERTEERHT 57 R —I)L Native SEC-MS

Analytical Scale Native SEC-MS for Robust Biotherapeutic Characterization

O W5 BB ' (Maki Terasaki), F&HE B4 ' (Kenji Hirose), Henry Shion’. Dale A Cooper-Shepherd?.
Laetitia Denbigh’. Maria Basanta-Sanchez’. Barbara Sullivan’. Ying Qing Yu’. Weibin Chen’
"HAR Y + — % — X#kal &tk (Nihon Waters KK.), *Waters Corporation

Immobilization of conformational state of E.hirae V-ATPase complex using PA tag system for
structural analysis
OY27vyvy 777+ U A! (Fabiana L Yakushiji), £f H ¥ 23 (Jun Tsunoda), ¥ ¥ F &K ¥ 3 (Chihong Song),
W g (Hiroshi Ueno), fl{¥F s&K 3 (Ryota Iino), /NAFJE Gy ! (Satoshi Ogasawara),
EBA g (Junichi Takagi), AJH Fl13% 23 (Kazuyoshi Murata), #§H #1: ! (Takeshi Murata)

I-3 5 - B - b (Dept. of Chem., Grad. Sch. Of Sci., Chiba Univ.), ¥&Hfk (SOKENDAI), B (NIPS),
*HK « BET. (Sch. Eng., Univ. Tokyo), BSHEE /N4 & /4 F-0F (OUB/AMS), SEAMF (PR)

(6)



1P-041

1P-042

1P-043

1P-044

1P-045

1P-046

1P-047*

1P-048*

EtREEE

X #/NAEELRAIEIC & B glycosylated & &K U aglycosylated I9G1-Fc D& RIS &R
Elucidation of the higher order structure of glycosylated and aglycosylated IgG1-Fc using small
angle X-ray scattering

OJ\HKF T5H ! (Seiki Yageta), 44 F ik 1.2 (Hiroshi Imamura), (%% P 3 (Risa Shibuya),
AR By 34 (Shinya Honda)

YBERBIF + N4 F R 54 H IV (BMRLAIST), 237 fvfii - ZEAyFFS% (Coll. Life Sci., Ritsumeikan Univ.),
SR - PrfEI (Grad. Sch. of Front. Sci., Univ. of Tokyo), “RIEAL/N4 3+ (MAB)

X $HERIBERITIC XD HGF OFRZE X H =X L DA
Structural analysis of HGF to understand its activation mechanism
OFfl 92! (Nami Iwasa), 4 7% BX ! (Takao Arimori), {P§ ba 2 (Katsuya Sakai),
A N S (Kunio Matsumoto), JIEE =), 3 (Yukinari Kato), EjA #— ! (Junichi Takagi)
"B - BEAMF (Osaka Univ. IPR.), 245N K - DS AR HIAMF (Kanazawa Univ. Cancer Inst.), “HUALK + € (Tohoku Univ. Med.)

IdeS 707 7—EILEB I X /YA b &7 L7 196 IR IGHEIB OB ER S

Structural basis of exosite-mediated IgG cleavage reaction by IdeS protease

OF & F 7 (Takao Arimori), /I 1% (Tomoaki Koyama), #E5A % — (Junichi Takagi)
B K « B2 FAMWF (Inst. Protein Res., Osaka Univ.)

FLEIURBHESBICHITEF L ¥ B OBEFAIREN

Structural Analysis of Orexin B Complexed with Orexin Receptor

OWl BEA! (Ryusuke Nishiyama), Bl 13 ! (Naotaka Sekiyama), 44 FX ! (Kayo Imamura),
FEWp L2 (Ryoji Suno), /]MBE #idls 2 (Takuya Kobayashi), #jk& ¢ A ! (Hidehito Tochio)

5k - B - 4 (Div. of Biol., Grad. Sch. of Sci., Kyoto Univ.), 25tk + [ (Grad. Sch. of Med., Kyoto Univ.)

{EKEMETLHEORESERYE% D Fusobacterium nucleatum L- FLEERi K RZEERFEOY

Low catalytic activity and broad substrate specificity of Fusobacterium nucleatum L-lactate
dehydrogenase homolog

W A ! (Yuuki Narita), 5 JI[ IRHIA 2 (Nayuta Furukawa), MR ! (Miho Momoo),
R i ! (Daisuke Kawanami), 41 385 ! (Takuma Kaneko), &7k B{1E 3 (Akimasa Miyanaga),
e g ! (Masahiro Nakajima), OH T 4% ! (Hayao Taguchi)

IURTHK - BT - 4R (Dept. of Appl. Biol. Sci., Tokyo Univ. of Sci.)y i3k « ISRl (Dept. of Appl. Life Sci., NUPALS),
SRTOK - B (Dept. of Chem., Tokyo Inst. of Technol.)

Peptide-based antagonists of the Bcl-2-regulated apoptosis pathway
O EF Lee'”. BJ Smith’. SH Gellman®. WD Fairlie'?

'La Trobe Institute for Molecular Science, Bundoora, Victoria, Australia.
’Olivia Newton-John Cancer Research Institute, Heidelberg, Victoria, Australia.
*University of Wisconsin, Madison, USA

- T&%REF / Computation/Information science (1P-047 ~ 1P-067)

ATP SHE#% Fo E— 4 —DRIGHEICEHTEH5FIab—>a ViR
The molecular dynamics simulation about the rotation mechanism of Fo motor of ATPase
OAR #EAER (Shintaroh Kubo), & H # - (Shoji Takada)

K - B - AW WP (Dept. of Biophysics, Grad. of Sci., Kyoto Univ.)

MD 2 a2b—2a»ZRAW=JNa—RA T AR—4— 8(GLUT8) DEEEBEAY v I R 7(TM7) IZF
EE: 2

Role of transmembrane helix 7 (TM7) in glucose transporter 8 (GLUT8) as revealed by MD
simulations

O HER (Kota Nakada), T AR (Tadaomi Furuta), B 92 (Minoru Sakurai)
WK« N4 F & >~ % — (Center for Biol. Res. & Inform., Tokyo Tech.)

(7)
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1P-049*

1P-050*

1P-051*

1P-052*

1P-053*

1P-054*

1P-055*

1P-056*

FFREMD I 2L —2a v ZAVWVEATP HRICKYFEEEINB IV IP—A TV AR—E—DHEEE
1L DER
Coarse-grained MD simulation on conformational changes of maltose transporter induced by ATP
binding
O-97 3 (Ryousuke Hirano), i Hl BLEL (Tadaomi Furuta), #Jf: 2 (Minoru Sakurai)

WK« /N4 F % ~ % — (Center for Biol. Res. & Inform., Tokyo Tech.)

T LEEFRIC KB Angiotensin |l type 1 receptor (AT1R) DiEHEAL X h = X L DR
Activation mechanism of Angiotensin Il type 1 receptor (AT1R) as revealed by molecular dynamics
and metadynamics simulations
O% 4% f&—HR (Yuichiro Kanamori), 7 BFL (Tadaomi Furuta), #2Jf: Z£ (Minoru Sakurai)
WK« 784 % & ~ % — (Center for Biol. Res. & Inform., Tokyo Tech.)

L7V hBIEICH T B ALBR7ZINIVXLORARE =3 ) A ADGH

Development of new permutation algorithm for replica-permutation method and its application to

chignolin

OMRN I=% 12 (Masataka Yamauchi)\ WA A+ 12 (Hisashi Okumura)
A - WP - B3 (Dept. of Struct. Mol. Sci., SOKENDAI), 243 F-Hf (IMS)

ERO - uFEF AL FRBREANTOHA T—LZRET HES T OREIR
Analysis of compounds that activate heterodimer formation between p- and - opioid receptors
OB W i (Yusuke Tsukada)

WA « BT, - A4y PL T (Div. of Lifesci., Ugrad Sch. of Sci Eng., Tokyo Denki Univ.)

BERIATERF PICZEK E DNA REROBRILGFIa2b—2a A

Transcription Pre-initiation Complex Formation and DNA Opening Studied by Coarse-grained

Molecular Simulation

Of JUHE (Genki Shino), &K H§# (Masahiro Shimizu), AP #EKER (Shintaroh Kubo), $Hififi 5& (Toru Niina),
15 H %2 = (Shoji Takada)

UK - B - AWy - AW (Dept. of Biophys., Div. of Bio. Sci., Grad. Sch. of Sci., Kyoto Univ.)

ABC b F Y AFKR—4— CFTR DB EX R VU EBE X B O EL AR
Computational study of the structural changes and substrate transport mechanism of ABC
transporter CFTR
OT-% —f (Kazuki Chiba), [ JF (Tadaomi Furuta), I 9% (Minoru Sakurai)
WK - 734 * &~ & — (Center for Biol. Res. & Inform., Tokyo Tech.)

BREE - BOEHRIN - FFHNFEHEZAVEREICEKS ) D EBEREEIZORZEA
Structural, physicochemical and computational analyses reveal the recognition mechanism of a
phosphorylated antigen by an antibody
O Skl ! (Raiji Kawade), HLH K#i 2 (Daisuke Kuroda), HIAJT 5§ 2 (Makoto Nakakido)s,
FRIE Jop (Hiroki Akiba), Jose Caaveiro®, BLK # 4 (Shigeru Okumura), 1L 2R3 4 (Toshiaki Maruyama),
Kevin Entzminger*, #:4 #F- ' (Kouhei Tsumoto)

"WOKRE - T - 284 I Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo),
THOKBE - T+ {b2E (Dept. of Chembio., Sch. of Eng., Univ. of Tokyo), °[EI37.5¢#EMF (NIBIOHN), *Abwiz Bio, Inc.
SHOREERMIE (IMS, Univ. of Tokyo), ®JL AP + T. (Sch. of Eng, Kyusyu Univ.)

7y N—EEBERERICH T ST INEE OB BRI CHRALETV T
Dynamic analysis and coarse grained modeling of lipid-linked-oligosaccharide to reveal
mechanisms of flippase functions

OMH B (Yutaka Murata)., Hrfi o (Toru Niina), BH (Shoji Takada)
TR - B - AW (Dept. of Biophys. Sci., Kyoto Univ.)

(8)



1P-057*

1P-058*

1P-059

1P-060

1P-061

1P-062

1P-063

1P-064

1P-065

1P-066

FI v F—EF—T7H IV ZOELUEBEDTH | ALFEET — X N—RBFR
The protein structure database analysis of the greek key motif and its similar structures
O H ##i—HR (Ryuichiro Ueda), -} 414 (George Chikenji)

£k« 1. - ¥ (Dept. of App. Phys., Nagoya Univ)

EQERT v MBUOKRIELLRFEDHERE
Improvement of the method for large-scale structural comparison of protein pocket
OH# | ! (Tsukasa Nakamura), & fE KRB 1.2 (Kentaro Tomii)

VK - BB - A G (Dept. of Comp. Bio. and Med. Sci., GSFS, Univ. of Tokyo), “JE#SHF (AIST)

linked open data ZFIH9 5771 X PE1—T DR
Development of an alignment viewer with a function to use linked open data
O isg ! (Hiroyuki Toh), 11T ¥ 2 (Atsuko Yamaguchi), TJB &5t 3 (Takahiro Kudou),
IF %73 (Reiko Yamashita)
'B§4% , FIT., PE{L (Dept.Biomed.Chem., Scl.Sci.Tech., KGU), “DBCLS, ROIS. Bk , &IAMF (Inst. Protein Res., Osaka Univ.)

ColDock: ®REVHY FRHETHDLFEFMD I ab—3ZzRAVWVEERE -2 FESHEEDR)
BHLRRFE

ColDock: Concentrated ligand Docking method for an efficient protein-ligand complex structure
prediction using all atom MD

Ot flld (Kazuhiro Takemura), b2 #H (Akio Kitao)

WK « A4y BT (Sch. Life Sci. Tech., Tokyo Tech.)

TVF &R A & DRV INTEDOESIRER

Sequence analysis of proteins with prion-like domain

OW Il #5 (Tetsu Furukawa), /N4y f258 (Karen Konagaya), st KA (Daiki Tsuji), J 183 (Hiroyuki Toh)
B4 - PET. - 4L (Dept.Biomed.Chem., Scl.Sci.Tech., KGU)

RPN I ANEEBRIRXNVT—EFET—T F71 T EORRERFRY 1 XHR
Warp-drive method eliminating finite-size effect on binding free energies
O A = (Toru Ekimoto), 11 % (Tsutomu Yamane), W7 {i§ffi (Mitsunori Ikeguchi)

BT K (Yokohama City Univ.)

AR A D CHARMM 35 DR%

Development of the CHARMM force field for Cyclosporine A

O %% (Tsutomu Yamane), ¥ #iK (Yuta Watanabe), #3745 % (Toru Ekimoto), 1T fiijfili (Mitsunori Ikeguchi)
BiE T KBE - 43R (Med. Life Sci. Grad. Sch. Yokohama City Univ.)

BT/ REAVNVEBETTA ICETT

Toward fully automated de novo protein design

ORg 1A ! (Shintaro Minami), 7% HIR ! (Rie Koga), & 15K 1.2 (Nobuyasu Koga)
UrFRE - 528 (MS, CIMoS), P EUARHEIFSERRAE - AL GrAIBIRTE L ¥ & — (NINS, ExCELLS)

Check point kinase 1BAZEHIRICH I 3B EERE BRI RN F—ESFREZAVHEMOEABHAT
FIF—FH

Relative binding free energies estimation based on the free energy variation principle and
structure transition for Chk1-inhibitor systems

Ok KHh (Daichi Kondou), 7 [ -l: (Takeshi Ashida), Z§#h @] (Takeshi Kikuchi)

AR - Ay - A2 (Dept.Bioinfo. CollBiosci. Ritsumeikan Univ.)

NGPS BREZ /N E BAF DRFEHNEI I aL—2arvEE0V ) a—-a ey 7#iR
Molecular dynamics simulation and solution map analysis of BAF as NGPS responsible protein
Oi¥p 1§ (Masataka Hamano), [LII] -/ (Chiaki Yamaguchi), AZH E{f (Masatake Sugita),

- 38 (Fumio Hirata), 2 H 1 H] (Takeshi Kikuchi)

AR - Ay A (Dept. Bioinfo., Coll. Biosci., Ritsumeikan Univ.)
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1P-067 HBHIXNF—ZEFFEEEZMAEZCDK2 221N - VA FROEMGESERIRNF—OFALES
B
Prediction of relative binding free energy for CDK2-Ligand system based on free energy variational
principle. Binding mode analysis
% P2 (Takayuki Kawano), i H l-1: (Takeshi Ashida), OZ§Hh 7] (Takeshi Kikuchi)

AR L Ay . 2B (Dept. Bioinfo., Coll. Biosci., Ritsumeikan Univ.)

PREERRIR - B - A X—=D 20T/
Protein/cellular functions, Imaging (1P-068 ~ 1P-080)

1P-068* ~AE/OEY - 7ORTY YY1 3FEEEA
Single Molecular Measurements on the Allosteric Transitions of Hemoglobin
O %! (Yuu Okamura), A Bul 12 (Masahiro Kuramochi), B #2485} 3 (Toshiki Hiraki),
eI 535k (Naoya Shibayama), [%171 152 4 (Hiroshi Sekiguchi), 4 A #i? 1.2:4 (Yuji Sasaki)

"HUK - B3 - W (Dept. of Adv. Material Sci. Grad. Sch. of FS., Univ of Tokyo),
*BERRMF + BUK - OIL (AIST-UTokyo OPELANDO-OIL), *H{APEK (Jichi Med. Univ), *SPring-8/JASRI

1P-069* #HEIC &> THABE iRk REFHLZENE LILRA2 & ORHRIAE (ERHEHIEDRZEA
The molecular basis of an immune receptor and bacterially degraded antibodies
Ol #FHifk! (Rika Yamazaki), T4l 3 ! (Atsushi Furukawa), P-4 fH35% 2 (Koyuki Hirayasu),
S % 2 (Hisashi Arase), Biff g2 ' (Katsumi Maenaka)
Ytk + B2 - #% (Grad. Sch. of Pharm., Hokkaido Univ.), PR - f%WF (RIMD)

1P-070* E rDBEARERZBET ZHZ V1WAV EOE ORI
Functional analysis of human innate immunity signaling inhibitor: Measles virus V protein
OXKE 1&HE"! (Yuma Nagano), #7 )il #i 1l ! (Takuya Wakahara), %& F %58 ! (Tamae Shin), Ml KA 2 (Yusuke Yanagi),
B B! (Katsumi Maenaka), J2illl 2.2 1,3 (Toyoyuki Ose)
'L K - # (Pharm., Hokkaido Univ.), *JLK + [ (Med., Kyushu Univ.), *JbK - JG¥i ey (Fac. of Adv. Life Sci., Hokkaido Univ.)

1P-071* EBHREEBHEE—S2—TLAF LSO SLC26 1 # VEHiEFICHBLIEZEEIITFET S
(3WCp-05) Prestin, a membrane-based voltage-driven motor, is not the sole member of the SLC26 family that
can sense voltage
OZJE k! (Makoto Kuwabara), FlI{f%f i —HR 2 (Koichiro Wasano), 55 HLEZ 2 (Satoe Takahashi),
Justin Bodner’, /N %8 ¥ ' (Tomotaka Komori), _FA+ 2HAHE ' (Sotaro Uemura), Jing Zheng’.
B k! (Tomohiro Shima), <[] FlIH 2 (Kazuaki Homma)

K - BB - ZEMFLE (Dep. of Biol. Sci., Grad Sch. of Sci., The Univ. of Tokyo),
1) — AW A% VK« & (Feinberg Sch. of Med., Northwestern Univ.), >3 K — )Lk (DePaul Univ.)

1P-072* ZHEFEECHME NT5 BRERNI F B 7—+€ Pel54-NT OERZAIEEE
Enzymatic properties of pectate lyase, Pel54-NT, from polysaccharide degrading/assimilating
bacterium, strain NT5
O Hah ! (Takanori Kawase), _¥F[L ! (Aya Uenoyama), H14f j 2 (Mayu Nakano),
el ! (Hiroshi Moriwaki), $#4% Rt ! (Takaomi Noumura)

l%‘“lj{ - RRHE - Y (Dept. Appl. Biol., Fac. Tex. Sci. Tech., Shinshu Univ.),
22K - BSE - W) (Dept. Biol., Fac. Sci., Shinshu Univ.)

1P-073* 72+ EE Chaetomium thermophilumia3k PFD Dkt ERRHRT
Structural and functional characterization of Prefoldin from Chaetomium thermophilum
OB i (Arisa Kanno), FRH fdt =} ! (Kento Morita), 114 By~F- ! (Yohei Yamamoto),
W3 AR 2 (Kentaro Noi), /Myt )t 3 (Teru Ogura), ¥FI1 FH— 4 (Keiichi Noguchi),
#ZFWH EX! (Masafumi Yohda)

TETK - BT - A4 T (Dept. of Biotech., Tokyo Univ. of Agric. and Technol.),

2Pk - FEBET. - BRREBIK (Grad. Sch. of Eng. Sci., Osaka Univ),
SHREARK - F82EBE2ERR Z2HF (Institute of Molecular Embryology and Genetics, Kumamoto Univ.),
TR - BEELHT#ERY (Instrument analysis. Tokyo Univ. of Agric. and Technol.)

(10)



1P-074*

1P-075*

1P-076*

1P-077*

1P-078*

1P-079

1P-080

SPR Z&MA L7 ESHIB 2 IR & ULIRERKREICH T 2 HANEROER

SPR screening and analysis of novel inhibitors targeting iron-acquiring pathway against

Streptococcus Pyogenes

OWRRE BE ! (Akinobu Senoo), R BE 1,23 (Satoru Nagatoishi), HIAR)T 3% ! (Makoto Nakakido).,
iy vy N (Masato Hoshino), & H 5 t8 4 (Tetsuya Fukuda), /N 25T 3 (Naoko Obi),
ol % ¢ (Noboru Nakayama), MH #%)% 4 (Yasuhiko Bando), A1l 1§ 6 (Yoshimasa Ishizaki),
BH—° (Ryuichi Sawa), T Ja Ht:Z 6 (Masayuki Igarashi), A< {55 1.23 (Kouhei Tsumoto)

"HOKRE - T - k4 (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),

zﬁﬁﬁ « 1.+ N[ F XY (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo), 3%7{ « ERMIF (Inst. of Med. Sci., Univ. of Tokyo),
CINAF YA - F 2 21 Y — X (Biosys Technologies, Inc), > H AXG-ELF[IR (Nissha Printing Co., Ltd.),

P WAL WFSERE (Inst. of Microbial Chem.)

MREHRRRICHE T B3GnT2 HRTEEOBEADKR) 7 b I ATINEE O
Effect of overexpression of B3GnT2 on polylactosamine modification of various glycoproteins
OZ%:8F H:AME ' (Morishii Yano), 3 57+ * (Kyoko Matoba), Joachim Wittbrodt’. Gary Davidson®.
B g2 (Junichi Takagi)
"BRK -« B - PHL (Grad. Sch. of Sci., Osaka Univ.), “B{K + Z&FIBF (Osaka Univ. IPR.), *Heidelberg Univ..
*Karlsruhe Inst. of Technology

Development of the Sub-millisecond Resolved Single-molecule Fluorescence Microscopy for
the Functional Analysis of DNA-binding Proteins

O Dwiky R. G. Subekti'?, Agato Murata'?. Yuji Itoh"”. Reid C. Johnson®, Satoshi Takahashi'.
Kiyoto Kamagata'
'IMRAM, Tohoku Univ.. *Dept. of Chem., Grad Sch. of Sci., Tohoku Univ., *UC Los Angeles

BERE Y-S NIHEFixL (BT EDFFAY T T IURERBORRIR

Investigation of the intra-molecular signal transduction mechanism in the oxygen sensor protein FixL

O#leJ= Wk ' (Misaki Kamaya), A4 % ' (Hiroshi Sugimoto), 3% ¥Li ' (Yoshitsugu Shiro),
P 4735 1 (Hitomi Sawai)
UIGHEBLK - B - ZEAYBE (Grad. Sch. of Life Sci, Univ. of Hyogo), “FRAJF « 3% (RIKEN SPring-8)

EL3BEEREICE TS0 b U ZEGOMIBL AR
Physicochemical evaluation of serotonin receptor in various lipid environments
OF M B! (Kouhei Yoshida), J&[f7 BE 1,23 (Satoru Nagatoishi), HtA J%3F 1,23 (Kouhei Tsumoto)

lﬁ)\'@:ﬁ « 1.+ N[ F X Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo), zﬁ)\ « ERMIF (Inst. of Med. Sci., Univ. of Tokyo),
SHORBE - 1o - AL (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo)

FREVINVEIZREE - BRRIETICHIHMRC. ILAVADEHFRZEREES

Antifreeze protein incerase the survival rate of C. elegans in freeze environments and low

temperatures

O Bl 123 (Masahiro Kuramochi), #5%¢ T 1.2 (Chiaki Takanashi), J7Jf: H&iE 3 (Motomichi Do),
BT 5 * (Hiroshi Sekiguchi), #t[H 2% ° (Sakae Tsuda), {4 AR #¥k > (C Yuji Sasaki)

l%?:j( © P - W2 (Dept. of Adv. Mat. Sci., Grad. Sch. of Fron. Sci., Univ. of Tokyo),
ZREHHF - BEK OIL (AIST-UTOKYO OPERANDO-OIL), *FEH#SHF - /54 o X 5 4 # )L (Biom. R.L, AIST),
R RRRERRLEIIZE v 7 — (JASRD). PERSTE - AW 7 0t A (Biop. R.L, AIST)

EEEFEEEEMBEZRAVERRPICB I3 RFAERERDT 77 2 IVEEHE
Observation of therapeutic monoclonal antibody in solution using Scanning Electron-Assisted
Dielectric Microscopy
OF8 mT! (Yukako Senga), 44 M 1.2 (Hiroshi Imamura), /Mt 212 ! (Toshihiko Ogura),
AH B! (Shinya Honda)
YPERSHE - /N4 + A5 4 H IV (Biomed. Res. Inst., AIST.), 23 avfif + ZEAyFLS% (Coll. Life Sci., Ritsumeikan Univ.)
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| #t& - 74 =151 2% / Biophysics, Protein Folding (1P-081 ~ 1P-112)

1P-081*

1P-082*

1P-083*

1P-084*

1P-085*

1P-086*

FVF 2N EOFHEBREHOREICET/= Prion (180-193) A7 I04 REBOBFIENTF K
DEETEZ DOF T
A Novel Peptide for Inhibiting Amyloidogenesis of the Amyloid-Forming Region in Prion Proteins
Oy ik ! (Ikumi Shibatate), i P& 3 ! (Takahumi Shizuma), AT Ml 2 (Misaki Kinoshita),

75 R 2 (Young-Ho Lee), #RI Wiz 3 (Hisayuki Morii), AR ! (Shinji Hashimoto),

fefin B! (Masatoshi Saiki)

! TSP B « T, (Faculty of Engineering, Tokyo University of Science, Yamaguchi),
2B KB FAME (Institute for Protein Research, Osaka University),
SR E RS R K (College of Liberal Arts and Sciences, Tokyo Medical and Dental University)

EARICHBITBZEZNIEKNY TIIVDOEBEZHME
Structural Study of the Hydration shell of Proteins in Sugar Solution
OBRE g ! (Satoshi Ajito), - Sl ! (Mitsuhiro Hirai), {i§/K ik 3 (Nobutaka Shimizu),
HR #21 (Noriyuki Igarashi), KH &3 (Noboru Ohta), A (Hiroki Iwase),
75 1 ¥ — * (Shin-ichi Takata)
TBEA - BT - W AE Ay (Mater. Biosci., Grad Sch. of Sci. Technol., Gunma Univ.), 2J-PARC. ¥t - KEK (IMSS, KEK),
‘CROSS. °JASRI

SAXS RU ITC I & B R EZEFKKERE Ll-cadherin O¥EARIT
Physical property analyses of homo-dimerization protein LI-cadherin using SAXS and ITC
O #4545 ' (Anna Yui), %jits %4 * (Chika Kikuchi), #KFH 75 —HB * (Shuichiro Goda),

T HIK 2 (Shota Kudo), FKHE %45} ! (Hiroki Akiba), HIAJT 3k ! (Makoto Nakakido).,

EMA B2 (Satoru Nagatoishi), #Hf I & 5 (Osamu Arai), 7iHK %F 3 (Hiroko Iwanari),

UESE B (Takao Hamakubo), A% i3 1,24 (Kouhei Tsumoto)

"HOKRE « 1. - 234 %+ ¥ (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo).,
zij(ﬁ « T. - {b4: (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo), 3Elh§j(ﬁ + . (Grad. Sch. of Eng., Nagasaki Univ.),
YK+ ERMHIF (Inst. of Med. Sci., Univ. of Tokyo), HUK + SGHEHF (RCAST, Univ. of Tokyo)

ABRFVIIANAHRIANO—TE3 FAMVDOHAGRDEZRULIPSELSBEDRLZ BHD
AVKRY—ICHTER

Occurrence of two distinct conformers of Dengue 4 envelope protein domain 3 trapped during the
refolding process from inclusion body

O k3! (Tomonori Saotome),  [LJIF 2 J: 2 (Toshio Yamazaki), HLH # ! (Yutaka Kuroda)

lﬁﬁ:)}%]:)\ + I. (Dept. of Biotech. and Life Sci., Tokyo Univ. of Agri. and Tech.),
A - 5 4 7% 4 T2 A (Center for Life Sci. Tec., RIKEN)

7304 FBEEICHT S OH-PCB DRZE
Effect of OH-PCB on amyloid-beta aggregation
OffAk X! (Junta Fukunaga), [E7 ¥l 1.2 (Tatsuya Kunisue), M7 fi ! (Tamotsu Zako)

li’ﬁ}\&:ﬁ « BT, (Grad Sch. of Science and Engineering, Ehime Univ.), Z’E‘ili)\ < EEBRE(LFt (CMES, Ehime Univ.)

RUT7IVARSERILEMOT IOA NEEHMEADTE
Effect of eight-membered polyamine-acrolein heterocycle on aggregation of amyloidgenic
proteins
OWs M+ ! (Risako Kunitomi), fi&K K ! (Junta Fukunaga),
7554 7% T ¥NF - 523y I * (Ambara Rachmat Pradipta), [t 5idit * (Katsunori Tanaka),
PER ! (Tamotsu Zako)

5% % K « BT, (Grad Sch. of Science and Engineering, Ehime Univ.), “¥Ifff (RIKEN)
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1P-087*

1P-088*

1P-089*

1P-090*

1P-091*

1P-092*

1P-093*

1P-094*

BIBR{A R N BOTOEEDFIET 57 + —IVT 1 > B ORZER
Understanding the folding mechanism guided by pro-region in precursor protein
O/Nbk 2! (Yuma Kobayashi), BLA 1EA) 23 (Masaki Okumura), G574 % 4 (Shigeru Shimamoto),
e o 3 (Kenji Inaba), LT % ! (Hiroshi Yamaguchi), H &5 B — 4 (Yuuji Hidaka)
"Bk - BT - {b3= (Sch. of Sci. and Tech., Dep. of Chem., Kwansei Gakuin Univ.),

ALK - SRS RE SRR F (FRIS, Tohoku Univ.), LAtk + % JCHF (IMRAM, Tohoku Univ.),
SEK - Aefy - BT (Fac. of Sci. and Eng., Dep. of Life Sci., Kindai Univ.)

7204 SRR BEEICERL TR SHEOME

Effects of marine polysaccharides on amyloid fibril formation

O 73R ! (Yukihiro Yasaki), AT B2 (Syunki Kinoshita), AEC R (Naoki Kashihara),
A A= (Hitoshi Kawamoto), =K HERK 4 (Yasunari Miki), $5A ZH 2 (Hirokazu Suzuki),
Kk B2 (Takashi Ohshiro), /AR FFAf 2 (Hisashi Yagi)

l%mﬁ?]@iﬁ . ??ﬁ:ﬁuﬂ» (Dept. of Eng., Grad. Sch. of Sus. Sci., Tottori Univ.),
2EHUARE - 1. (Dept. of Chem. And Biotech., Grad. Sch. Eng., Tottori Univ.), >JH{K + 1. (Facul. of Eng., Tottori Univ.),
*(Bk) #EEEW O % T & % (Marine Products KIMURAYA)

Day 1 (June 26)
Poster Session

BFIab—2ar EVBLERERICE D RENRAFDRE
Rational design of thermostable antibodies by computational and physicochemical analyses
O | mpp! (Eri Kawakami), HLH K#i ! (Daisuke Kuroda), HUAJT Fik ! (Makoto Nakakido),

HEAR P12 (Kouhei Tsumoto)

"BEKKE - 1. - /N4 I~ ¥ (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo), HUk + [EFHIF (Inst. of Med. Sci., Univ. of Tokyo)

BB 7 2 =0T 1 > J%fiEd 3 PDI 77 3 ) —BREHEHBOT > 4—TL—
Interplay between PDI family enzymes and nascent chains for the catalysis of their oxidative folding
Ol -3 (Chihiro Hirayama), LAY 11548 1.2 (Masaki Okumura), M 32K 3 (Kodai Machida),

LSS Nl (Kentaro Noi), /Myt )t 4 (Teru Ogura), 4 5% 3 (Hiroaki Imataka), Ffi%E #K ! (Kenji Inaba)

ALK + £ 7T (IMRAM, Tohoku Univ.), etk + 2#B$RL% 7 0 5 1 7HF (FRIS, Tohoku Univ.),
35‘2@%@15)( < RFZBE T P28 8}) (Grad. Sch. of Eng., Univ. of Hyogo), AﬁEZIKj( < AW IMEG, Kumamoto Univ.)

FLOBRKIFRIELTOPZS b ERI MY

Allantoin and hydantoin as new protein aggregation suppressors

OP§Zs3E i/ ! (Suguru Nishinami)‘ HiE B! (Shunsuke Yoshizawa)‘ N 2 (Tsutomu Arakawa)\
EIA BRHR ! (Kentaro Shiraki)

"KL + P (Inst. Appl. Phys., Univ. of Tsukuba), “Alliance Protein Lab.

EHREOLEVMAER/NETE ZEM L 7= PLL/ATP BEDFRE
PLL/ATP droplet as a model of intercellular membrane-less organelles
Oili WA (Tomoto Ura)

LK BE - B (Inst. Appl. Phys., Univ. of Tsukuba)

BRUNVEESRENT IR -BESB L2 NIE - RKVF7I/BEAANOYTLY b
A droplet of protein-polyelectrolyte complex for the high concentration protein by liquid-liquid
phase separation
O £ (Keisuke Tsumura)
S KB - BPE (Inst. Appl. Phys., Univ. of Tsukuba)

KAZTH R /N7 E HIV-1 Tat DIBERFHE &5 FRH
Structural properties and molecular recognition of an intrinsically disordered HIV-1 Tat protein
OMJE 7! (Tomoko Kunihara), #k 534 ! (Yuuki Hayashi), T.Jf 16 ! (Hisashi Kudo),

WE F#HE ! (Hidenobu Kawai), [ 758} ! (Yoshiki Oka), #5551~ 1.2 (Munehito Arai)

"Bk - AL - A3 BREE (Dept. Life Sci., Univ. Tokyo), 2B « B - ¥ 3 (Dept. Phys., Univ. Tokyo)
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1P-095*

1P-096*

1P-097*

1P-098*

1P-099*

1P-100

1P-101

1P-102

BRNZEETIVOUIRICKD P ANT 1« FREEEREVNTEDT =T 1 2 J RIGHIEDEER

Folding mechanisms of disulfide-containing proteins predicted by the extended statistical
mechanical model

OXI #kig ! (Koji Ooka), HrJf 554~ 12 (Munehito Arai)

lﬁﬁ < Bl - WPl (Dept. Phys., Univ. Tokyo), zﬁj( <AL - A BREE (Dept. Life Sci., Univ. Tokyo)

REDBREFPTORFEORER EBEEL
Stability and structural changes of an antibody in different buffers
ORIl ! (Hiroaki Oyama), 7 H JB#c 1.2 (Masanori Noda), P11 iE 1.3 (Susumu Uchiyama)

WA - T - AAydes (Dept. of biotech. Grad. Sch. Eng., Osaka Univ.), BE&#tZ— X 5 4 I (U-Medico),
S ENA 4 = Ak Y ¥ — (OlB)

AEXFUICHBITB ) VEILDSIZRITEEEDFFHNES I 2 L—2 3 VR
Molecular dynamics simulation for the conformational change of ubiquitin induced by
phosphorylation
OEftE BB ! (Reina Takahashi), # )% ! (Takuma Todoroki), A 22— 1.2 (Koji Umezawa)

YEK - A4 T, (Dept. of Biomed. Eng., Shinshu Univ.), 2K + 734 ) (BS., Shinshu Univ.)

BIBEIMNIC KB ) T F— LiERLIREDDR

Acceleration effects in lysozyme crystallization under applied electric fields

O 56K ' (Ryota Hijiya), FHHT Kiifi ' (Daisuke Tanaka), JEJE ¥ * (Makoto Ogata),
i % 7 (Takashi Wakamatsu)

'K 458 (NIT, Oita College), *f J&5 55 B (NIT, Fukushima College)

RERAANVEOHILREBEZRETEST7O-T7 L1 ORA%
Development of probe arrays capable of detecting degradation states of therapeutic proteins
O=# BER! (Masahiro Mimura), & [ 124 2 (Shunsuke Tomita), H2H 4= 2 (Ryoji Kurita),

A BAhR ! (Kentaro Shiraki)

UK BE + BB (Inst. Appl. Phys., Univ. of Tsukuba), 2PERSMWF - /N4 o+ A 54 # )L (Biomed. Res. Inst., AIST.)

EATFJOE1-NELTOE DL - FOVERRIFY

Human thrombopoietin as a molten globule

O#iHF Hedifi ' (Shigeki Arai), 42MF T-8; ' (Chie Shibazaki), %% JE%% ' (Motoyasu Adachi),
B EoL? (Yoshitake Maeda), )5 15 3 (Tomoyuki Tahara), g vk (Takashi Kato),
s S (Hiroshi Miyazaki), HAK KK 6 (Ryota Kuroki)

YRR - 1Y — A RFEAFZE 3 (Quantum Beam Science Research Directorate, QST),
2TY AN - A X — Tk A*E (Bristol-Myers Squibb K.K.). 1 F1%&EE3F 1) >~ (Kyowa Hakko Kirin Co. Ltd.),
YUK+ BT (Waseda Univ), *HABEHERFJEBHFE M (AMED), “JF-JIBERE JAEA)

BEMICTYA ENEZRRTFRICKS A B 42 REANDFE L SHEE
A rationally designed bicyclic peptide modifies AB42 aggregation and inhibits its toxicity ina
worm model of Alzheimer's disease
Oithiz I 3E#E (Tatsuya Ikenoue), Francesco A. Aprile. Pietro Sormanni. Michele Perni.
Michele Vendruscolo

v 7 v VK + 4k (Dept. Chem., Univ. of Cambridge)

BIZEIMNICE B ) JF— LDOERIERIL
Lysozyme crystallization at low temperature under applied electric fields

FHA KH ! (Daichi Aoki), A Hifk ! (Mocka Suzuki), HHH K 2 (Daisuke Tanaka), J&JE 8 ! (Makoto Ogata),
Oy 21 (Takashi Wakamatsu)

U6 5 B (NIT, Fukushima Coll.), K43 E58L (NIT,Oita Coll.)
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1P-106

1P-107

1P-108

1P-109

1P-110

AlicyclobacillusiB#iE ¥ cytidylate kinase D& {=FAZHF & THEAHE DIREH

Genetic analysis and thermostabilities of cytidylate kinase from Alicyclobacillus acidocaldarius
EAN %! (Ai Hasegawa), 75 Hl A6 ! (Haruka Iwata), %% 17 JG ! (Hajime Nonoichi), FEJf: 3k H] ! (Seiji Arai),
)5 KMt ' (Daiki Komahara), 3 9 H ' (Mitsuki Fujii), K75 HF - * (Kenji Akiyoshi),

O e wH) 23 (Takanori Satoh)

YIS - ¥R} + ZE4L (Biochem. Lab., Fac. of IAS, Tokushima Univ.),
kb - %R - b (Biochem. Lab., Grad. Sch. of IAS, Tokushima Univ.),
SHEEK - BT - ZE{L (Biochem. Lab., Fac. of Sci. Tech., Tokushima Univ.)

AnoxybacillusiB#iEEB¥ uridine kinase DB FAEIF L EA M DS

Genetic analysis and thermostabilities of uridine kinase from Anoxybacillus flavithermus

W% 1li ot ! (Hajime Nonoichi), %5 H AL ! (Haruka Iwata), R4 % ! (Ai Hasegawa), il 3%F] ! (Seiji Arai),
B e R ! (Daiki Komahara), O 3 H ! (Mitsuki Fujii), FkK5 WF— 2 (Kenji Akiyoshi),

et ) >3 (Takanori Satoh)

lﬁ.ﬂ%j( < #FF - 44k (Biochem. Lab., Fac. of IAS, Tokushima Univ.),
Z@Eﬁﬁ)’:ﬁ - #8F} 424k (Biochem. Lab., Grad. Sch. of IAS, Tokushima Univ.),
SHEEK - BT - ZE{L (Biochem. Lab., Fac. of Sci. Tech., Tokushima Univ.)

ARTFINTIVOMBICESD7 IO FERIGHZRICRIETTFA M VREBORZE
Effect of dextran sulfate on amyloid-like fibril formation of heated-ovalbumin
O M BEAT (Takayuki Ishimaru), A& [ F] (Naotoshi Matsudomi)

FET UK - EPHAE (Dept. of Food and Nutr., Ube Fro. Coll.)

23772 377/\X Argonaute2 ® N Kimld 7 I O Rl KREEZIFD
N-terminal residues of Drosophila Argonaute2 possess the ability to form amyloid fibrils
O H W57 (Haruka Narita), Z%J5 3 (Makoto Kuwabara), /Nf§ %4 # (Tomotaka Komori),

M £ (Ryo Murakami), )& 154 (Tomohiro Shima), 3} 3551+ (Mikiko C. Siomi),

A ZKEB (Sotaro Uemura)

Ok - B - A%} (Grad. Sch. of Sci., Univ. of Tokyo)

The amino acid sequences analysis of titin domains by the inter-residue average distance
statistics based methods

O Panyavut Aumpuchin, %j # ] (Takeshi Kikuchi)

Dept. Bioinfo., Coll Biosci., Ritsumeikan Univ.

TIRAEEZ S DB -Trefoil RNIDT A —=NT 1 5 AT OFiH
Prediction of folding nuclei of beta-Trefoil proteins with irregular structures
OARK LS T (Risako Kimura), Ail[i] #itl (Takuya Kirioka), #§#b 2 7] (Takeshi Kikuchi)

AR - AR - A1 (Dept. of Bioinf., Col. of lifesci., Ritsumeikan Univ)

FUYNTEEEDFMEREDTHREY

The stability destines the direction of protein evolution

KH B (Natsuko Ota), 4% 5 (Ryo Kurahashi), % % (Satoshi Sano), Oi# 13 (Kazufumi Takano)
BORK - A28 (Kyoto Pref. Univ.)

BRTBERRICESET /HNFREAREZAVET IV O7 I 04 FEEFOEBERT
Sensitive detection of amylin amyloid aggregates by observation of antibody-modified gold
nanoparticles with dark field microscopy

i O (Ayaka Nakanishi), Z<BF {75l ! (Yuki Yano), M4 it 2 (Junya Masumoto),

OFE #4! (Tamotsu Zako)

5% KB - BT, (Dept Chem. Biol, Grad, Sch. Sci. & Eng., Ehime Univ.),
TR - TaF AP AL TV At Y ¥ — - B (PROS, Ehime Univ.)
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1P-111

1P-112

P5 ICK B EBERRBDD FIEEER
Structural and mechanistic insights into substrate recognition by P5, a member of PDI family
QWA I8 12 (Masaki Okumura), 4% AE: ! (Shingo Kanemura), AW JGAL ! (Motonori Matsusaki),

i .S (Kenta Arai), FKIL &% 4 (Shuji Akiyama), FRZE Bk 25 (Kenji Inaba)

VI - SEBEHF (FRIS, Tohoku Univ.), 2BEdbK - % 76HF (IMRAM, Tohoku Univ.),

SRR - B - {L%%  (Dept. of Chem., Sch. of Sci., Tokai Univ.), *“4F-F (Ms), *CREST, JST
IWE=EHEAD T ANT 1 FESEAIL KD RES FOERREER LT
Improving the thermostability of an antibody by introducing a SS-bond into Fab elbow region
OWH %452 (Tomofumi Nakada), Z¢f# #k#E5 (Hirotaka Abo), JEH /53 (Nobuyuki Ide)

ARy 7 ARERAHE - HAN B IS AT (Technology Development, Sysmex Corporation)

707#—L - EHETIE / Proteomics /
Protein Engineering (1P-113 ~ 1P-133)

1P-113*

1P-114*

1P-115*

1P-116*

1P-117*

KEHICH I 2RFMEORAERN EZBNE LIERFT —IN—RICKB/MRERYELZ1T ) —
THL U ORE
Small-scale iterative library design from antibody data base for promoting the expression of
antibody fragment in E. coli
ORRFEB 157 (Shuhei Hattori), ASH i 3% (Ayumi Honda), F3% 5% (Hikaru Nakazawa),

I T (Teppei Niide), HEHE: G (Mitsuo Umetsu)

Atk - BT - 734 o 1. (Dept. of Biomol. Eng., Grad. Sch. Eng., Tohoku Univ.)

¥ b7 0L P450 EBEE(LK T & AL /=RERABE — iR R R IS WIS D BRI
Analyzing the Degradation Mechanism of Fatty Acid to Produce the Next Shorter Fatty Acid Using
Hydrogen Peroxide and Cytochrome P450
O/NEFH B! (Hiroki Onoda), FE] &= 1.2 (Osami Shoji), 54 % 23 (Hiroshi Sugimoto),
EAER T (Yoshitsugu Shiro), ¥4 J5 A 3 (Yoshihito Watanabe)

"2°K « Bt + P (Grad. Sch. of Sci., Nagoya Univ.), *CREST, JST. *PRAJf - #EEEMF (RIKEN SPring-8 Center),
4@@@1&)\ « Bl (Sch. of Sci. Univ. of Hyogo), 5%}\ - WEWE (RCMS, Nagoya Univ.)

FHIRIKIE G-CSF HFOBANFHRTEN L BERTE L DRI
Thermodynamic and structural analyses of a backbone circularized G-CSF
O 2y Hikp ! (Risa Shibuya), 5 5t 2 (Takamitsu Miyafusa), Z<H H.Al 1.2 (Shinya Honda)
HOKBE - BT - X 74 A OVEEE (CBMS, Grad. Sci. of Fro., Univ. of Tokyo), *BERSHF + /¥4 % X 7 4 7)1 (BMRI, AIST)

BONTFREITEAMUET VI IMNVABARI I AO-TEBE XMV 3 ICEITR88IKEBH LD
el R 1% DSl

Effects of short peptide tags on the oligomerization and immunogenicity of the Dengue Envelope
Domain 3 (ED3) protein

Oz(ﬁ EEIM ! (ShihO Miura)‘ Mohammad Islamz\ ‘EEH ?'ﬁ ! (Yutaka Kuroda)

l%]:j(ll?n « T« 45 T. (Dept. of Biotechnology and Life Science, Tokyo Univ. of Agriculture and Technology),
*Faculty of Biological Science, Univ. of Chittagong

Enhancing Solubility of Anti-EGFR Single chain Antibody Fragment (ScFV) via Solubility
Enhancing Peptides (SEP) Tags

Kalpana Nautiyal'. O Md.Golam Kibria'. Yoko Akazawa-Ogawa’. Yoshihisa Hagihara’.
Yutaka Kuroda'

"HU R T K% (Tokyo University of Agriculture and Technology)
2 EHAFGEI N 4 + A 54 B IVITZEERM (Biomedical Research Institute, National Institute of Advanced Industrial Science and

Technology)

(16)



1P-118*

1P-119*

1P-120*

1P-121*

1P-122*

1P-123*

1P-124*

1P-125*

1P-126*

all- a2 NIEDTFTAL Y

Design of all-a proteins

O AR wits ! (Koya Sakuma), A &% 4 (Toshihiko Sugiki), $FA fEFF 5 (Kano Suzuki),
JNBR T 2 (Naoya Kobayashi), /Mg B 3 (Takahiro Kosugi), /IR 1% 4 (Naohiro Kobayashi),
Akt (Takeshi Murata), % Bl 2 (Rie Koga), 8 15k 1.2 (Nobuyasu Koga)

RBEK - W EER - BERE ST RH¥ (SOKENDAI, *E SREHEIFZe bk - R A EsE L >~ & — (NINS. ExCELLS.),
3 ﬁ %ﬂ'iﬁ)f%ﬁ% . ﬁ‘%ﬂ’iﬁ)f%}-’)f (NINS. IMS.), 4|§}ij{ . %Elﬁﬂ: (Institute for Protein Research, Osaka Univ.),

ST - FARRFZER: (Dept. Sci. Chiba Univ.) S £
~N S

Expressed protein ligation ;lC KB ETFNVEBEAD D 73/ BOFA s A
Incorporation of d-amino acids into model proteins by expressed protein ligation 5 g
O%A #idk (Takuya Araki), 4B 147 (Hiroyuki Konno), FLRE 32} (Koki Makabe) - a
WIS - BB T, - /54 F4L2% (Grad. Sch. Sci. Eng., Yamagata Univ.) E 4
4

BEBI—PMD#HMS5% % CPAP G-box KX A VDRELICKEDIANTF FECHBILDOET VL
Stabilization of CPAP G-box domain as a model of the -rich peptide self-assembly
OJEJR Yt (Hideki Fujiwara), FLRE 324 (Koki Makabe)

HJEK - BE#LT. « 254 F{L% (Grad. Sch. Sci. Eng., Yamagata Univ.)

EFNEREICK>THSHICTS7I0O04 FAD ThioflavinT#EE§ X H=X L
Binding mechanism of Thioflavin-T to the B-rich peptide self-assemblies
OB W3k (Sae Namioka), BLRE S (Koki Makabe)

K - BB T, - /N4 L% (Grad.Sch.Sci.Eng., Yamagata Univ.)

SICLOPPS RSIC & BRIX/NEY BN R M F Cyclobody DEIR
Construction of a cyclized bispecific mini-antibody, Cyclobody, by the SICLOPPS reaction
O R B4 ! (Saki Hemmi), FLRE 245 ! (Koki Makabe), HiEHt St 2 (Mitsuo Umetsu)

llllﬂ:ﬁj\‘ cFBRBET. - N4 7]"“_’,? (Grad. Sch. Sci. Eng., Yamagata Univ.),
ALK - BT - 234 F T.%% (Grad. Sch. Eng., Tohoku Univ.)

HKREBED XA VAT YEV T ERRTEIN—-TOVTFHL

Loop redesign for domain swapping of a globular protein

OFE® %! (Shota Shiga), LI ## 2 (Masaru Yamanaka), WEH {2 2 (Shun Hirota), FLRE E45f ! (Koki Makabe)
A - BT - 254 F L% (Grad. Sch. Sci. Eng., Yamagata Univ.), “ZSFLJE3 K « W (Grad. Sch. Mat. Sci., NAIST)

Isolation and characterization of Fab-specific Alpaca VHH antibodies with enhanced affinity
maturation by functional mutations

OF774—=27 ENY<F 77 K2 —)V (MdAbdur Rafique), {4 FFiF (Kiriko Satake),
FEAR BB (Satoshi Kishimoto), % — ¥ €Y% N 4 AV —)V /3% (Md Kamrul Hasan Khan),
I K—HB (Dai-ichiro Kato)s, Eig i o (Yuji Ito)

FEK - BT - 154 (Dept. of Biosci, Kagoshima Univ.)

PYETI/BETBERINELA O NVEDNTRT HRTEMEI T I/ BEOESE]
Reconstructed proteins with reduced amino acid sets suggest a role of prebiotic amino acids
O %! (Rei Shibue), {7 1525, 2 (Takahiro Sasamoto), |11/ HIZ 2 (Akihiko Yamagishi),

R U U (Satoshi Akanuma)

VLK - AR} (Facl. Hum. Sci., Waseda Univ.), “HI3EK - Z:4y (Dept. of Appl. Life Sci., Tokyo Univ. of Pharm. Life Sci.)

BERXRRDEEA T4 AV E_ERRENRAGOIEE

Construction of bispecific antibodies using orthogonal split-intein pair

OR5E k! (Ryota Saito), EUESCE (Misato Yosida), R 35 AHR 2 (Ryutaro Asano),
FPG %% (Takeshi Nakanishi), ELRE 55! (Koki Makabe)

"MK - BB T, - /54 +{L% (Grad. School Sci. Eng., Yamagata Univ.),
2RO T - BT (Grad. School Eng., Tokyo Univ. Agri. Tech.), BT K - BET. (Grad. School Eng., Osaka City Univ.)
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1P-127*

1P-128

1P-129

1P-130

1P-131

1P-132

1P-133

ANLEREQEZRAWENA T 7 1 W ALAHBRRIRE DR N ENZEE
Photo-sterilization of Pseudomonas aeruginosa in biofilm utilizing its heme acquisition protein
OKMr B! (Miho Ootake), PUIR 55 % ! (Yuma Shisaka), |11 ik ! (Shiho Yamada),

JEE =1 (Osami Shoji), P38 75 A 2 (Yoshihito Watanabe)

l%j{ - Bl - {b (Dept. Chem., Grad. Sch. of Sci., Nagoya Univ.), 2%7{ -y - (RCMS, Nagoya Univ.)

AIhZEZEOGESTF TIP60 S ERRNS FOME(ERAREIR
Modification of artificial hollow protein supramolecule TIP60 by chemicals and proteins
OJILE 75 (Norifumi Kawakami), JRZH 3&H 32 (Erika Nasu), 7% . (Kenji Miyamoto)

Bk« BT, (Dept. Biosci. Info., Keio Univ.)

E b Fas VA2 F#lias R XA 2 DBRB7E D EDRBLEFRALEESFEDF Y72 VE—-2a Y
Characterization of the site-specific chemical conjugate of human Fas ligand extracellular domain
with egg-white avidin
OMAR =% ER (Michiro Muraki), Ji H #5%& (Kiyonori Hirota)

PEXAIE - 754 F A 54 )L (Biomed. Res. Inst., AIST)

Proteasome-mediated protein degradation is enhanced by fusion ubiquitin with unstructured
degron
O %4 (Tomonao Inobe), IFA H ;2 (Masayuki Tsukamoto), BFIR 3555 (Miyuki Nozaki)

%’Lﬂj{ -1 ﬁﬁ{“ﬁl (Dept. of Life Sci. and Bioeng., Sch. of Eng., Univ. of Toyama )

—AEHER) VERFERETDAIEEGEVNIET7—=OTFT A RT LS4 T 5 ) —DIEE
Design and generation of phage display libraries of synthetic binding proteins using single-chain
monellin as a non-antibody scaffold

O%H ML/ (Norihisa Yasui), [I'F ¥ (Atsuko Yamashita)
R I K« BE 3§38 (Sch. of Med, Dent. and Pharm. Sci., Okayama Univ.)

Rapid test for detection of rotavirus using VP6-specific polyclonal antibody
O Truong Quoc Phong'. Do Thi Thu Ha'. Ngo Thu Huong®. Nguyen Dang Hien’

'Hanoi University of Science and Technology. *Center for Research and Production of Vaccines and Biologicals

Snake Venom Proteomics: An Update on the Big-4 Snake Venoms of Pakistan*
O Syed Abid Ali
HEC, DAAD & Alexander von Humboldt Fellow
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