2P RAZ—FBREE (2B X1 >7K—J) / Poster & Exhibition (2F, Main Hall)
6 B 278 (K) /June 27 (Wed.) 13:45~ 1545

FIEREER - MBS 13:45 ~ 14:45 / BHES 14:45 ~ 15:45
Discussion : Odd Poster Number 13:45 ~ 14:45 / Even Poster Number 14:45 ~ 15:45

| E‘EAS#E:E / Protein Structure (2P-001 ~ 2P-047)

2P-001*

2P-002*

2P-003*

2P-004*

2P-005*

2P-006*

ALY =2 2N E PefRICBIIBHBEREFDSFAHZX L
Molecular mechanism of transcriptional regulation of a heme sensor protein PefR
Opzk &' (Megumi Nishinaga), A % 1.2 (Hiroshi Sugimoto), A¥A HISZL 3 (Norifumi Muraki),
FHwp =R (Shigetoshi Aono), 3% il ! (Yoshitsugu Shiro), {#J} 1232 1.2 (Hitomi Sawai)
YRR -+ B o ARAy Bl (Grad. of Life Sci., Univ. of Hyogo), “BRMJF#%ME (RIKEN SPring-8). 43 F-WF (Inst. Mol. Sci.)

Detection of different conformational changes of Translocated in liposarcoma, TLS, upon its
binding to various nucleic acids
ONS K 2R) =2 12 (Nesreen Hamad), HLIE ] 1.2 (Tsukasa Mashima)., I8 Ak 2 (Yudai Yamaoki),
S O (Hiroki Watanabe), Wi B2 3 (Takayuki Uchihashi), H2JI] B 4 (Riki Kurokawa),
ACH] 2212 (Takashi Nagata), Ji>f- 1IE A 1,2 (Masato Katahira)

K - TRV F—FE092F]F (Grad. Sch. of Energy Sci., Kyoto Univ.),
TR - T AVE— BT AWIZEHT (Inst. of Advanced Energy, Kyoto Univ.), *ZK « BIZ2HF92R} (Dept. of Phys., Nagoya Univ.),

WS EERK - 7 AEEWNYE Y ~ ¥ — (RCGM, Saitama Medical Univ.)

Crystal structure of Stibenoid O-glycosyltransferase from Phytolacca americana
O Rakesh Maharjan', Taisuke Nakayama®. Eiichi Mizohata'. Yohta Fukuda'. Shin-ichi Ozaki’.
Hiroki Hamada*. Tsuyoshi Inoue'

'Grad. Sch. of Eng., Osaka Univ.. *Natl. Inst. Biomed. Innov. CDDR,
*Grad. Sch. of Sci. & Tech. for Innov., Yamaguchi Univ.. “Life Sci., Fac. of Sci., Okayama Univ. of Sci.

771 ABFIHEMIKRIC K S TRPV3 DEERER

Structural studies of TRPV3 channel by cryo-electron microscopy

ORH $EA ' (Hiroto Shimada), #iAH #] ' (Tsukasa Kusakizako), PG{5 %1% ' (Tomohiro Nishizawa),
H ¥ %0 2 (Tomoya Hino), f1% F&—HR ! (Ryuichiro Ishitani), A P ! (Osamu Nureki)

lﬁj( < B AEMRLAE (Dept. of Biol. Sci., Grad. Sch. of Sci., Univ. of Tokyo),
ZE;HX}\ BRI . ﬂj?’«'li% (Dept. of Chem. and Biotech., Grad. Sch. of Eng., Tottori Univ.)

BEKFETO R Fr RIUOEEX ) 7 1 —XEERAVRRBERTEYILF AT — b Closed 1K

EBOBEEYMFHEER
Multiple closed state of Voltage dependent proton channel based on Crystal structure in lipidic
mesophases
O Jipg ! (Akima Yamamoto), ¥4 HLJE ! (Satomi Shibumura), HJI] 58 ! (Atsushi Nakagawa).,
PrF % " (Kohei Takeshita)
'K - BEAWE (PR, Osaka Univ.), *JST, & & 7513 (PREST, IST), *#fjf , RSC (RIKEN RSC)

Kumaglobin: a hexacoordinated heme protein unique to anhydrobiotic tardigrade,
Ramazzottius varieornatus

O4mE ! (JeeEun Kim), ##H Ji§ K 2 (Yohta Fukuda), ¥ — 2 (Eiichi Mizohata), I+ ¢ 2 (Tsuyoshi Inoue)

WA + 10+ iAL (Dept. of App. Chem., Sch. of Eng., Osaka Univ.),
ZBRKBE + 10+ AL (Dept. of App. Chem., Grad. Sch. of Eng., Osaka Univ.)
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2P-007*

2P-008*

2P-009*

2P-010*

2P-011*

2P-012*

2P-013*

BEERRT7IVH 2 KEELEES AlB DR S UERFBEFR
Crystallization and mutational analysis of integral membrane alkane hydroxylase AlkB
ORA Ha! (Takaki Okamoto), 5N #ifi 2 (Yuuki Miyauchi), 7T} FLE: 2 (Shingo Nagano),

H ¥ %4y 2 (Tomoya Hino)

VEHUK - BeRisetl &A1 - {b%25 4 4 (Dept. Chem. Biotech., Grad. Sch. of Sus. Sci., Tottori Univ.),
ZEEUCK - BT - {b%22EM (Dept. Chem. Biotech., Grad. Sch. Eng., Tottori Univ.)

YEZ+EFRAIEZ VNI EF /B3 F TIP60 O X #/ A EREL#RR

Small-angle X-ray scattering analysis of the nano-building protein supramolecule TIP60

Offe )5t il ' (Kenji Sasahara), JI] . T4 * (Norifumi Kawakami), %4 % * (Kenji Miyamoto),
P 55— (Ryoichi Arai)

UMK - HE - SR (Dept. of Appl. Biol., Fac. of Tex. Sci. Tech., Shinshu Univ.),
2%’@7{ < BT - ATl (Dept. of Biosci. Info., Fac. of Sci. Tech., Keio Univ.), WE‘”U{ - WHEiMAEY £ (CFMD, Shinshu Univ.)

BESFREEXBEREOS B2 NVEZN U7 IVREREICSIBEEMEEE
Mechanism of intestinal colonization by type IV pilus via secreted protein of Enterotoxigenic
Escherichia coli
O Kt ! (Hiroya Oki), 5L —} ! (Kazuki Kawahara), AP 223k 2 (Takahiro Maruno),
A ok ? (Tomoya Tmai), & 7 ! (Yuki Muroga), ¥R 2§ 4 (Shunsuke Fukakusa),
Al (Takaki Iwashita), /]NFR #idk 2 (Yuji Kobayashi), FH 4 (Shigeaki Matsuda),
WHE AR (Toshio Kodama), % HI 351 4 (Tetsuya lida), 7 H ¥l ! (Takuya Yoshida),
KA B! (Tadayasu Ohkubo), Hi# &K 4 (Shota Nakamura)

‘K)ij:ll;—; « 3% (Grad. Sch. of Pharm., Osaka Univ), zli)ij(&:ﬁ « T. (Grad. Sch. of Eng., Osaka Univ),
SRR - ZEAEWE (RISH, Kyoto Univ), “Br K + #%WF (RIMD, Osaka Univ)

WIERASREEE N X1 > DEBERR
A structural study of tetanus neurotoxin transmembrane domain
Ot =ik ! (Yoshihiro Imoto), ## I Ji & ! (Yohta Fukuda), % 4¢— ! (Eiichi Mizohata),
o itk (Takeharu Minamitani), %) HEA 2 (Teruhito Yasui), Jf_I 5¢ ! (Tsuyoshi Inoue)
"W KBz - T. (Dept. of App.chem., Grad. Sch. of Eng., Osaka Univ.), [ 3452 - CDDR (Natl. Inst. Biomed. Innov. CDDR)

BRINEFF 2 S- GisEEFHE Noppera-bo DISEEMFERT - £ LFRERIF
Structure biological and biochemical analysis of insect glutathione S-transferase Noppera-bo
Offse fuk ! (Kazue Inaba), /NPL ZEKHR 2 (Kotaro Koiwai), #ff &% ! (Kana Morohashi),
WA KR! (Sora Enya), JEif T4 ! (Reina Arai), /N 2 3 (Hirotatsu Kojima), ¥ P& 3 (Takayoshi Okabe).,
BT P (Tetsuo Nagano), Ff: I &5 4 (Hideshi Inoue), JHEJII K 4 (Yuuta Fujikawa),
BuAR saB 2 (Fumiaki Yumoto), -H #2#k 2 (Toshiya Senda), J}J] B " (Ryusuke Niwa)

lfﬁ(ﬁ}\ﬁiﬁ%fﬁiﬁ (Grad. Sch. of Life and Environmental Sciences, Univ. of Tsukuba),
25 T A PRSI 3 25 (Structural Biology Rescarch Center, IMSS, KEK), B - B3 HHE (OCDD, Univ. of Tokyo),
YIRS - ZEAYRLSE (Tokyo Univ. of Pharmacy and Life Sciences)

BT NIRERRD ) N—ED X RiERIBERN
X-ray crystallographic analysis of Staphylococcus aureus lipase
OMrp 2! (Mutsumi Tanaka), ffi% FEHY 2 (Shigeki Kamitani), JLHT et ! (Kengo Kitadokoro)

o8 5+ 1+ BRR raduate School of Functional Chemistry, Kyoto Institute of Technology),
"RORR TAROKEE -+ T - BRBEMED (Graduate School of Functional Chemistry, Kyoto Institute of Technol
SRBUFEK - #8471 7NE Y (Graduate School of Comprehensive Rehabilitation, Osaka Pref. Univ.)

BRERFRTSF CD1d ICKBRERHICH T 8=
Species difference in antigen recognition of lipid antigen presenting molecule CD1d
OHT ##! (Hiroki Kusaka), % 24 ! (Shunsuke Kita), Imran Hossain®. B 195 2 (Shinya Hanashima).,
FE (Shinsuke Inuki), Frill B3 2 (Mayumi Niiyama), 4211 K, 4 (Shigeru Sugiyama),
A 222 * (Toshihiko Aiba), FEH 22 ° (Toyoyuki Ose), HLAK 3T ' (Kimiko Kuroki),
VEWR 1k 2 (Koichi Fukase), HEA @A 1 6 (Yukari Fujimoto), A¥ I & i 2 (Michio Murata).,
B Bygz ! (Katsumi Maenaka)

14tk - 3 (Fac. of Pharm. Sci., Hokkaido Univ.), 2PRA + Bl (Grad. Sch. of Sci., Osaka Univ.),
SHETK - Bl (Grad. Sch. of Sci., Kyoto Univ.), *EHIK - FIZAFIY: (Nat. Sci. Clus., Kochi Univ.),
SJEK - SEUR Ay (Fac. of Adv. Life Sci., Hokkaido Univ.), °B#J - BET. (Dept. of Chem., Keio Univ.)
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2P-014*

2P-015*

2P-016*

2P-017*

2P-018*

2P-019*

2P-020
(2WE-03)

ZBEHREFOS 37—+t (FGFR) OBREAIfES K URBIREO S FEEOBEAANG T =5 FREBEER
Ok 3 &=2:p) 2 i
Biophysical evaluation of inter molecular interaction between receptor tyrosine kinase FGFR4 and
its inhibitors
OMH N ! (Hiroki Hayashida), %5-J #g <} ! (Kaito Yoza), FHEl Z% 2 (Shun Amemiya),

mH ER (Natsuki Fukuda)s, SR Jn A (Chika Sakasegawa), fc e Bigh 3 (Takashi Sato).,

I Akt 3 (Yoshihiro Kobashigawa), £ 5Ai& 3 (Hiroshi Morioka)

lﬁﬁﬂiﬁi o REEEE A5 50HT (School of Pharmacy., Kumamoto Univ.),

ZREAR K - KFPedk 8 H 5 (Graduate school of Pharmaceutical sciences., Kumamoto Univ.),
Bﬁgﬁ:i? . i?hékﬁﬂiﬁ)f%‘ﬁ;}& (Graduate school of life science study., Kumamoto Univ.)

779/ 2704 FESKICHTH#EER CYPIOB1 DIERBERVHEMATO—IVOALE - SLAFRFRE
LBIKEEX D= L
Crystal structures of CYP90B1, a key enzyme in brassinosteriod biosynthesis, reveal regio- and
stereo-specific hydroxylation of phytosterol
Ol 8 ' (Keisuke Fujiyama), [ % %'l ' (Tomoya Hino), Hyoung Jae Lee’.

K4 IER 2 (Masaharu Mizutani), 7k ¥ B.& ! (Shingo Nagano)

VESHUK « B2 T+ {b%# 4 (Department of Chemistry and Biotechnology, Graduate school of Engineering, Tottori University),

K - B - A 4HERE (Func. Phyt., Grad. Sch. of Agr. Sci., Kobe Univ.)

Day 2 (June 27)
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7 I UBRILEROEET I VESHEBEICE D EERERIBORIN
Insight into recognition mechanism of copper amine oxidase for substrate amine on the basis of its
complex structure
O%) #H4! (Satoshi Kanagawa), I i 2 (Takeshi Murakawa), £33 04T ! (Katsuyuki Tanizawa),
B J&5 #2395 ' (Toshihide Okajima)
lli)ijt « JEMJE (Inst. of Sci. and Ind. Res., Osaka Univ.), 27([9%7: « 4t (Dep. of Biochem., Osaka Med. Col.)

AVFNG T THEZA 7 1 XERRIGHRODEEREERRIT

Structutal and functional analysis of the type 1 reaction center from Heliobacterium

modesticaldum

OZME A~ 12 (Shunsuke Ando), fijijig #5H:1- 2 (Tetsuko Nakaniwa), /N B ! (Risa Kojima),
N A (Kokoro Fushimi), FH " F5H 2 (Hideaki Tanaka), KR %53 ! (Hirozo Oh-oka),
T 5 i 2 (Genji Kurisu)
"B KB + B (Grad Sch. of Sci., Osaka Univ.), K - #EIHF (IPR., Osaka Univ.)

AFEET —AN—ARTOYIN—TEF—T7OHBEEDR ) DER
A skewed distribution of psi-loop motifs in the protein structure database
OfF I # ¥ (Koki Fukuda), -} 5134 (George Chikenji)

2K+ 1.+ I8 (Dept. of App. Phys., Nagoya Univ.)

BRI 2 RERIR - FAHBINSEEZRAV—BREBRETERICE TS NO ExXRIEBEEDEZERHA
Direct observation of the NO reduction reaction of Nitric Oxide Reductase using time-resolved Vis/
IR spectroscopy
O#R I g 12 (Hanae Takeda), AAY 5 5t 3 (Tetsunari Kimura), ¥4 54 2 (Takashi Nomura),

Ve X (Shoko Tshii), Ak i i T ! (Akiko Matsubayashi), ffH &3 & ! (Azusa Yokota),

R WA (Takehiko Tosha), AfR & 2 (Minoru Kubo), 3% ‘. fiil ! (Yoshitsugu Shiro)

VR - B2 - 424 FL (Grad. Sch. of Life Sci., Univ. of Hyogo), “BERAJF « #§}% (SPring-8 center, RIKEN),
3K - B - {b (Dept. Chem. Grad. Sch. Sci., Kobe Univ.)

BZ{LE! NADH ¥ b/ 0L b5 BxEROPEFIEERR
Neutron structure analysis of the oxidized form of NADH cytochrome b5 reductase
OO0 18 2 (Yu Hirano), ZEJ50 153 ! (Kazuo Kurihara), HF JB5A 3 (Katsuhiro Kusaka),

A i Ad 4 (Shigenobu Kimura), =K Xk 5 (Kunio Miki), FH KHR ! (Taro Tamada)

RAF - B T-¥—2A - U7 (Tokai Quant. Beam Sci. Center, Quant. Beam Sci. Res. Direct., QST),

BRI - X X ASIF (ST, PRESTO), *%kK - 71T >~ F 4 7 (Front. Res. Cent. for Appl. Atom. Sci, Ibaraki Univ.),
SRR - PR - BEFRUFL (Dept. of Quant. Beam. Sci., Grad. Sch. of Sci. and Eng., Ibaraki Univ.),

SHUK - BBl - {b%% (Dept. of Chem., Grad. Sch. of Sci., Kyoto Univ.)
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2P-021

2P-022

2P-023

2P-024

2P-025

2P-026

2P-027

2P-028

Molecular basis for the intramolecular regulation of DGK a : analysis of Ca** induced
conformational changes in N-terminal EF-hand motifs

OEfE Kiig ! (Daisuke Takahashi), $5A fE% ! (Kano Suzuki), LA Zz— 2 (Taiichi Sakamoto),
F=v N v (Takeo Iwamoto), A% H X1 ! (Takeshi Murata), JHR fif 9 ! (Fumio Sakane)

IF-3 K - B - {2~ (Dept of Chem, Grad Sch of Sci, Chiba Univ),
Zﬁ"%Iﬁ - JeHET. - A4y (Dept. Life Sci., Fac. Adv. Eng., Chiba Inst. Tech.),
3EEHHPEK - £ (Div. of Mol. Cell Biol., The Jikei Univ. Sch. of Med.)

Eisenia fetidaHREEF DIBERTE M & KRFEDHER
Relationship between structural stabilities of enzymes from Eisenia fetida and their activities at
lower temperature

SEW B! (Yu Hirano), H #i#i 2 (Yuki Naka), _[H 6% 2 (Mitsuhiro Ueda), OFH KEB ! (Taro Tamada)

R - - — A (QuBS, QST), “KBFF AR « AEAyBRYE (Grad Sch. of Life & Environ. Sci., Osaka Pref. Univ.)

RELRAVN/BEREBRRT— 2 2RI/ B 7=HDIX
Improvement of protein crystal quality and efficient diffraction data collection
OT-H 34 (Miki Senda), T-H #28k (Toshiya Senda)

5 TABE - WU RRRE (IMSS, KEK)

51 AEFHEMIRIC LS V.V, DERFHRIF

Single-particle analysis of V,V, from Thermus thermophilus by Cryo-EM

O 3T-! (Atsuko Nakanishi), JiJI] #— ! (Jun-ichi Kishikawa), <]} & 2 (Masatada Tamakoshi),
Seh %3 (Kaoru Mitsuoka), ALl ! (Ken Yokoyama)

YNURE K - #ALE - A6y A F A (Faculty of Life Sci., Dept. of Mol. Biosci., Kyoto Sangyo Univ.),
ziﬁ:%ﬂ*j{?{tﬁiﬂ'iﬁﬁ (Tokyo Univ. of Phar. and Life Sci., Dept. of Mol. Bio. ),
SRR BB ~ ¥ — (Res. Ctr. UVHEM. Osaka Univ.)

YIUTRERTIC22 ICHTBY) 2 FRBEEERER
Ligand recognition in malaria parasite Tic22 and search for the inhibitors
Ok 1! (Takashi Saitoh), AWz T 2 (Yoko Kimata-Ariga)

Vb iEE R K - 3 (Faculty of Pharmaceutical Sciences , Hokkaido University of Science),
ZINETK - B - BEALS: (Graduate School of Sciences and Technology for Innovation, Yamaguchi University)

¥ M ED 14-3-3 2N B St14f OFEREERA

Crystal structure of 14-3-3 protein St14f from Solanum tuberosum

O fe—"! (Kenichi Harada), % BT ! (Shoko Shinya), LT S48 ! (Eiki Yamashita),
FH e el — Bs 2 (Kenichiro Taoka), 7t $5:2 2 (Hiroyuki Tsuji), 5 ! (Toshimichi Fujiwara),
HIl 3l ' (Atsushi Nakagawa), JEIE FRER " (Chojiro Kojima)

"Wk - AW (PR, Osaka Univ.), “BEIET K « ARJBUERF (KIBR, Yokohama City Univ.),
31&?}? K B# « T, (Grad. Sch. of Eng,, Yokohama National Univ.)

RIVIFLITLT7 85— MK REEEER Cut190 BEBRSHDOHERIBE

Crystal structures of PET degrading enzyme Cut190 in complex with its substrates

OWA %! (Nobutaka Numoto), [LI . 15 2 (Yuri Yamagami), Ffi%% #3% 3 (Satomi Inaba),
e ek (Fusako Kawai), #&MH 537 2 (Masayuki Oda), fHiE Wl ! (Nobutoshi Ito)

"ERFBRE A - HERF (Med. Res. Inst., Tokyo Med. Dent. Univ.),
TROMFR - B4y BREE L4 (Grad. Sch. Life Environ. Sci., Kyoto Pref. Univ.), il BEYGRE 2981 ~ # — (JASRI/SPring-8),
4}?’:%51%)\ . ﬁ&'*ﬁﬂ'?{’ v % — (Center for Fiber and Textile Sci., Kyoto Inst. of Tech.)

NAERRDF vV THEE

The cap structure of the bacterial flagellar filament

O%e¥r 3045 ! (Fumiaki Makino), A 3% * (Aoi Kida), AT 924! ' (Miki Kinoshita),
EiRi (Tomoko Miyata), JIE 2 ! (Takayuki Kato), 4% f ! (Tohru Minamino),
B E— ! (Keiichi Namba), 4 [ JBE 2 (Katsumi Imada)
URBROR R e A i B R RIFZE R AL B BE 0 (School of Frontier Biosciences, Osaka University),

KRB R R B B S B 5 2 R B B0 (Department of Macromolecular Science, Graduate School of Science, Osaka University)
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2P-029

2P-030

2P-031

2P-032

2P-033

2P-034

2P-035

J-PARC, MLF shiE-F B 5 R EIHF S iBIX DRIKEFKRE
Future prospects and current status of single-crystal neutron diffractometer iBIX at MLF, J-PARC
OHT MBih! (Katsuhiro Kusaka), [LJFH AR ! (Taro Yamada)s, e g ! (Naomine Yano),

Wi 28! (Takaaki Hosoya), KJ5 g5 2 (Takashi Ohhara), [ fJHA15A ! (Ichiro Tanaka),

Pt Bkt ! (Masaki Katagiri)

'YK - iIFRC (FRC, Ibaraki Univ.), *Ji{§-JJ4#%H - J-PARC * > ¥ — (J-PARC Center, JAEA)

NMR ZRW=7 2041 NRISEEBE C99 DIEiERFT

NMR analyses of the amyloid precursor protein C99 fragment

Oy F36! (Masayoshi Sakakura), FLIE fdt K ! (Takehiro Mashima), =& FlI5A 1.2 (Kazuhiro Mio),
Charles Sanders’, #ffi 2k ' (Hideo Takahashi)
YRRV K - ZE@TPE (Med. Life Sci., Yokohama City Univ.), *BE#MF (AIST), *Vanderbilt Univ.

1V R=IWT L ZIWVEGBER IptA OBEICEDVWEEEREDILER
Crystal Structure of an Indole Prenyl Transferase IptA
PaA) 45 (Doukan Nishimura), PG4 —#j (Kazuki Nishimoto), H¥f %444 (Tomoya Hino),
O ¥ B.E: (Shingo Nagano)
BIUK - BT - 1b2#4:9) (Dept. of Chem. Biotechnol., Grad. Schl. of Eng., Tottori Univ.)

RERBEEFEEICEDS NDH-1 BEHDOIBES KU EEARHR
Structure and interaction studies on the cyanobacterial NDH-1 complex involved in the
photosynthetic cyclic electron flow
OMp ! (Hideaki Tanaka), HE¥F BOK ! (Keita Umeno), =i #i1 ! (Yuko Misumi),
4w (JuYaen Kim), L7} — <754 T A 2 (Matthias Rogner), bl B (Takahisa Ikegami)‘
)% 7 F 2 < —2 * (Marc Nowaczyk), FiHi il ' (Genji Kurisu)

"Bk - BFRE (PR, Osaka Univ.), *Ruhr University Bochum,
SRR« A4 EERLY: (Grad. Sch. of Medical Life Science, Yokohama City Univ.)

PlexinB1- BEEXTF FBA & NI BEEHROBIBERBARSHT — 4 v —JIC K D5 FRMEEERF IR
High-resolution structure determination of PlexinB1-peptide complex by merging multiple
datasets obtained from micro-crystals
Opy 7! (Nozomi Nakamura), [LI'F KRR 2 (Keitaro Yamashita), ~}~H #4E 2 (Kunio Hirata),

i e’ (Nasir Kato), # #H] 3 (Hiroaki Suga), LA H# 2 (Masaki Yamamoto),

BA ! (Junichi Takagi)

WK - B FAMF (Inst. Protein Res., Osaka Univ.), B SPring-8 (RIKEN SPring-8),
3%}\ < B 'ﬂ_’, (Dept. of Chem., Grad. Sch. of Sci., Univ. of Tokyo)

YFELE V,-ATPase DB FA%EiF — preferred orientation fZiE DA —

Single particle analysis of thermophilic V,-ATPase

O ! (Aya Furuta), P4 Ji ! (Atsuko Nakanishi), J&JI] #— ! (Jun-ichi Kishikawa),
S #%2 (Kaoru Mitsuoka), ALl 7 ! (Ken Yokoyama)

TREK - Ay - My Y AT A (Dept. Mol. Biosci., Kyoto Sangyo Univ.),
2k - WEIEE L >~ ¥ — (Res. Ctr. UHVEM., Osaka Univ.)

EEEE NRPS THBKRV I U EREBRDTTZIMER XA OFEREERIL

Purification and crystallization of adenylation domain from poly lysine synthase

OHW 2! (Tomoya Hino), HIAK #i7& ! (Yuka Kuroki), [LjFft —i 2 (Kazuya Yamanaka),
i (Yoshimitsu Hamano), 7k B F. 3 ! (Shingo Nagano)

VESHUK - BT+ {b%#4:M) (Dept. of Chem. and Biotech., Grad. Sch. of Eng., Tottori Univ.),
ZBQWjC AR T2% - A4y T.2% (Dept. of Life Sci. and Biotech., Faculty of Chem., Mater. and Bioeng., Kansai Univ.),
31‘%#@1&)\ . i%*ﬁ?ﬁ’? (Dept. of Biosci., Grad. Sch. of Biosci. and Biotech., Fukui Prefectural Univ.)

(23)

Day 2 (June 27)
Poster Session



S 19)S0d
(£ aunr) T £eqa

UOISS®

2P-036

2P-037

2P-038

2P-039

2P-040

2P-041

2P-042

2P-043
(28A-01)

HEETXTJ VBEORRBBETHRT S TAST1 KS KX A1 >0 X RfEREERR
Crystal structure of TAS1 KS domain that conducts cyclization step of mycotoxin tenuazonic acid
OWA —7 ! (Kazuki Nishimoto), F Mgk 2 (Choong-Soo Yun), Il &5 2 (Takayuki Motoyama),

EH #2? (Hiroyuki Osada), H ¥} %341 ! (Tomoya Hino), 7KY¥F P& ! (Shingo Nagano)

‘I%'HSU: < BRI 'ﬂj?ﬂ:% (Dept. Chem. Biotech., Grad. Schl. Eng., Tottori Univ.),
2R - BSEEUERLY - 7 I AU NS F 1T YU — (RIKEN CSRS)

BNEHR Ca2+ Fr RIVBEAZHHESEENEMEEREOESHEE
Structure of Ca-ion channel blocker complexed with endogenous serum inhibitor of venomous snake
OWPF & (Takashi Tadokoro), il (HAR) Mz 2 (Narumi Shioi), [i#B HHAL 2 (Yuki Okabe),

B Rk F ! (Haruki Matsubara), % 24 ! (Shunsuke Kita), Filll 22 3 (Toyoyuki Ose),

HAREET! (Kimiko Kuroki), Fijfft [ ! (Katsumi Maenaka), <y .2 2 (Shigeyuki Terada)

ek - Bt - 3 (Fac. of Pharm., Hokkaido Univ.), @K « ¥l (Fac. of Sci., Fukuoka Univ.),
bk - BE - B (Fac. of Sci., Hokkaido Univ.)

ABERRFREZAVEE PR ALT T/ Y ORBHORER - BRI
Expression and purification of human A,, adenosine receptor in E. coli expression system
Ok i ! (Nanao Suzuki), 54 53} ! (Yuuki Takamuku), %5H T-& ! (Chika Yoshida),

A s 2 (Takeshi Murata)

"%k - B - {b (Dept. of Chem., Grad. Sch. of Sci., Chiba Univ.), *T-ZEK « 4 T-F 5 Y 5 4 (MCRC, Chiba Univ.)

BERY 74 FEFHEMBREIC K S EFETFIRERFITOZIRRME

State-of-the art cryo-EM to facilitate drug discovery

OR&#i A4 (Mika Hirose), G [H 3% (Naoyuki Miyazaki), JI[AX &K (Akihiro Kawamoto),
A AEZ (Yukihiko Sugita), F 1 BUY (Kiyo Tsunezumi), ZIR iR (Kenji Iwasaki)
PR K - 8% FAWF (IPR, Osaka Univ.)

EX b>P+A0O2 HIRA OiEiEREEIERS
Structure-function relationships of histone chaperone HIRA
Offcitg Efp ! (Yukari Sato), T-H #1 2 (Toshiya Senda)
"B K - B - AEAY (Grad. of Life Sciences, Tohoku Univ.), 25T 2 H$HE - WAEWE - HE3E 421 (KEK IMSS SBRC)

Q) XBHBERRTEFIV CoOA ANVEXSF—+H Acc a7 1y bOIERIBERN

Crystal structure analysis of acetyl-CoA carboxylase Acca subunit derived from Corynebacterium
glutamicum

Olne i ! (Yuki Kato), 44F FUe 2 (Mio Imamura), JIIIG 7 2 (Hisashi Kawasaki), X H 5¢ 2 (Ryo Natsume)

T KR - SEu R - W ZEPE T, (Grad. Sch. of Adv. Sci. and Tec., Tokyo Denki Univ.),
B KF% - T (Grad. Sch. of Eng., Tokyo Denki Univ.)

INGLARDYHY) VEEL I F > PPL3 DEE
Structures of jacalin-related lectin PPL3 regulating pearl shell biomineralization
Oy 8! (Setsu Nakae), 34z FLH1 ! (Masafumi Shionyu), /I A 2 (Tomohisa Ogawa),
=B (Tsuyoshi Shirai)
'R S A K - N4 FH 4 T2 R (Nagahama Inst. Bio-Sci. Tech.), “HEIL KPR « ARk~ (Grad. Sch. of Life Sci., Tohoku Univ.)

AFA I——DERBEDP SHOSPICE > TEEEFHBOX DXL

Core Mediator structure at 3.4 A extends transcription initiation complex model

O%Fi# i ' (Kayo Nozawa), R. ¥ 2+ 4 #— b —~ 2 * (Thomas R. Schneider),
ZULA—= I8 Y v 73 (Patrick Cramer)

"RAR RS - BT 2240 B% (Research Institute for Science and Engineering, Waseda University),
N4 VBT 27U bu v (Deutsches Elektronen Synchrotron),
32y Z A T T v 7 WEALEIIZET (Max Planck Institute for Biophysical Chemistry)
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2P-044 ')/ ) —LIZHITD mTORCT (LD BIZZ1R#T B Ragulator-Rag GTPase {#EA DI EERE
(2SA-04)  Structural basis for Ragulator-Rag GTPase complex providing a platform of mTORC1 activation on
lysosomes
ORJEL i ! (Ryo Yonehara), 4 2 2 (Shigeyuki Nada), Hif: & Fl 2 (Tomokazu Nakai),
didk Bk (Masahiro Nakai), AtAy B 2 (Ayaka Kitamura), /NI] 2 (Akira Ogawa),
el £ (Hirokazu Nakatsumi), Hr[l] #(— * (Keiichi L. Nakayama), Songling Li’. Daron M. Standley’.
T ek ! (Eiki Yamashita), H1JI] 350 ! (Atsushi Nakagawa), [it] FH % A\ 2 (Masato Okada)

'K - B EIWF (Inst. for Protein Res., Osaka Univ.), Bk - fWF (RIMD, Osaka Univ.),
37'[.7( . ﬂ:]gﬁ)f (Med. Inst. of Bioregulation, Kyushu Univ.)

2P-045 Effect of OsBGlu31 Residue 243 on Transglucosylation Activities
O James R. Ketudat Cairns', Linh Thuy Tran'. Sunaree Choknud'

'School of Chemistry, Institute of Science, & Center for Biomolecular Structure, Function and Application,
Suranaree University of Technology, Nakhon Ratchasima 30000, THAILAND,
*Laboratory of Biochemistry, Chulabhorn Research Institute, Bangkok 10210, Thailand

2P-046 Untying the Protein Knots by Circular permutation
O Ping-Chiang Lyu'. Shang-Te Danny Hsu’. Kuang-Ting Ko'. Ya-Chu Chuang'. 1-Chen Hu'

'Institute of Bioinformatics and Structural Biology, National Tsing Hua University, Taiwan.
*Institute of Biological Chemistry, Academia Sinica, Taiwan

2P-047 Insights into the chromosome partitioning system, ParABS
O Yuh-Ju Sun, Chen-Hsi Chu. Cheng-Yi Yen. Lyu-Han Wang

Institute of Bioinformatics and Structural Biology, National Tsing Hua University, Taiwan

| sta#% - 1588%% / Computation/Information science (2P-048 ~ 2P-067)

2P-048 T654 REMN') VELH EGFR BiREEEO_BHIBEICEAHE
Impact of T654 phosphorylation on the dimer structure of EGFR JM region
OB K ! (Daisuke Matsuoka), 27K HEffi 2 (Yasuhiro Matsunaga), #H i 1.2 (Yuji Sugita)
YRR - RS BER 5 T-FH4® (RIKEN Theoretical Molecular Science Lab.), 2R « MBI =W Sei$HE (RIKEN AICS)

2P-049 MM/3D-RISM iEZRLEK - T4/ —IVBEBRPTOHP- B /OFF AN L ETAFATAVE
DH/REEHIRXNF—FRAETI LR/ —IHROFME
Binding free energy calculation between fluasuterone and HP-b-cyclodextrin in water-etanol
cosolvent and estimation of ethanol effect

Ol — g ! (Kazuma Kondo), VALRES R (Masatake Sugita), i 3] ! (Takeshi Kikuchi),
SEH 2 (Fumio Hirata)

lﬁ'ﬂﬁj{ « Hfiiy + A1 (Dept. of Bioinf., Col. Life Sci., Ritsumeikan Univ.), 2%}[}3@@]: (Toyota Phy. & Chem. Res. Inst.)

2P-050 BAF 22 /NNJHEDERICKZBEXLDOREI
Structural change analysis by mutation of Barrier-to-autointegration factor
O 5! (Chiaki Yamaguchi), Y A ¥ F 2 (Siyao Li), #ZH 85! (Masatake Sugita),
AR KR 2 (Taro Mannen), HL8f 223 2 (Toshiya Hayano), Z§Hh i F] ! (Takeshi Kikuchi)

ST K - 2By + 2421 (Dept. of Bioinf,, Col. Lif sci., Ritsumeikan Univ.),
2N K - Hefy -+ AEPE (Dept. of Biomed., Col. Life Sci., Ritsumeikan Univ.)

2P-051 A~AXHEIZES On-the-fly MD & X 21 L—2 3 Y FIBERER UBIKRET A%

On-the-fly determination of averaged structure of proteins and the analyses using Baysian
inference method

O HEwgs (Yasushige Yonezawa)
JEK + SEMEHF (Inst. of Adv. Tech., Kindai Univ. )
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2P-052

2P-053

2P-054

2P-055

2P-056

2P-057

2P-058

2P-059

2P-060

BFENFESI 21— 3 &AVE CENP-T XAX M EHOBREEHISBESHBEARIZTZEOMRR
Theoretical study of the effect of phosphorylateion of an intrinsically disorderd region of CENP-T
on binding mechanism to Ndc80 complex

Oy 18! (Yu Yamamori), P§%} 3##E 2 (Tatsuya Nishino), &I fé K HR ! (Kentaro Tomii)
ERAIE - N TJNBEMFSe € >~ # — - IBRT (AISTAIRC IBRT), “HHIk - JLBET. - ZEW T2 (Bio. Sci, and Tec., TUS)

77—=30A7A7BIAICEBEAI D ZREOTIZAM /| 7 AAZ X MEEFEEBOME
Regulation mechanism of agonistic / antagonistic activities of vitamin D receptor studied by
pharmacophore analysis

O £43C (Takafumi Kudo), #¥7% % (Toru Ekimoto), LR %% (Tsutomu Yamane), {thI] {iif# (Mitsunori Tkeguchi)

BEIETT K « A2 € (Grad. Sch. of Med. Life Sci., Yokohama City Univ.)

BEFRERZR Y b7—7FRICEG 7=3E/NREREE R FEORE

Identification of non-small cell lung cancer related genes for gene network analysis

O=/H B! (Kohei Misu), #74 EA 2 (Masahiro Sugimoto), /i & A F#l ! (Takanori Sasaki)
YWHIEK - BE - SEUE B (Grad. Sch. Adv. Math. Sci., Meiji Univ.), 2B EEFl « K28 (RDCMIT, Tokyo Med. Univ.)

HWFE % AU =R AX RIS R O R EEER AL TR
Prediction of functional sites in intrinsically disorder regions by the machine learning methods
Ot B\ (Hiroto Ambo), K ZH} (Hiroki Amagai), fHh #£}7 (Satoshi Fukuchi)

W TB% « 1.« A4y (Dept. of Life Sci. & Informatics. Maebashi Inst. of Technology.)

HELETINEEREFET N ZAWEREREGH I aL—Ya Yy
Simulations of Protein Dimers using a Coarse-Grained Model and All-Atom Models
O B e (Takao Yoda), 111 i34 (Takuya Yamada), sk .2 (Toshiyuki Tsuji). FJ: [l (Tsuyoshi Shirai)

RIENA K- 32— 34 F 4 4 I A (Nagahama Institute of Bio-Science and Technology)

) VERLERL & S O RAK MR

Intrinsically disordered regions including phosphosites

O/t 5 AcHp ! (Ryotaro Koike), K [l 2 (Mutsuki Amano), H il A= 2 (Kozo Kaibuchi),
KH TH ! (Motonori Ota)
"2,K + 1§ (Grad. Sch. of Info., Nagoya Univ.), 44K « & (Grad. Sch. of Med., Nagoya Univ.)

DUVBALICEK > THEINBZA A MO RDF R T+ —7 v b
How to describe biological events induced by phosphorylation in RDF

A mET! (Yumiko Kado), il F1Y%5 2 (Kazuo Hosoda), A k32 3 (Shigetaka Sakamoto).,
sl SEACER ! (Ryotaro Koike), ###h 1 3}-7& 2 (Satoshi Fukuchi), OKH JCHl ! (Motonori Ota)
'%,K + 1§ (Grad. Sch. Info., Nagoya Univ.), “Bif T.K + T (Facl. Eng., Maebashi Tech.), *8 T =% Z (Holonics)

AALFAVETIV: E NI EOBEGEBIERO/=HDERDODXRABEZH = Go ETIINDIER

Chameleon Model: An extension of the Go model based on multiple reference structures for
understanding protein structure transition

Ot &M (Mashiho Ito), i P/l (Masaki Sasai), =fH %4 (Tomoki Terada)
ZHiBK + L% (Grad. Sch. Engr., Nagoya Univ.)

BUNVE - BN BRABBUDTFRHEIEN—TYVEDY

Prediction of Protein-Protein Binding Sites and Epitope Mapping

John Gunn', Elizabeth Sourial'. OHH Jkil * (Kinya Toda), Paul Labute'
'Chemical Computing Group ULC. *Hal&4EE L ¥ A (MOLSIS Inc.)
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2P-061

2P-062

2P-063

2P-064

2P-065

2P-066

2P-067
(2SA-05)

HODLICBAIRNF—ZEFREZERLEPim-1 FF—€ - V2 FEAGAEOEMMEHZEEEHEI RN
St
Calculation of Relative Binding Free Energies of Pim-1 Kinase-Ligand Complexes Explicitly Based
on the Free Energy Variational Principle
O3 H M1 (Takeshi Ashida), Z§#l #7F] (Takeshi Kikuchi)
AR - A FEF - A2 (Dept. Bioinf, Col. Life Sci., Ritsumeikan Univ)

N TV REFHFENFHEICKS D b y0OL c BRLEER DBEEE X H = X L OIBHEFI

Theoretical analysis of functional mechanisms of cytochrome c oxidase employing hybrid ab initio
molecular dynamics calculations

O M B—p! (Ryu-ichiro Terada), Kang Jiyoung]’z‘ Gy B! (Masaru Tateno)

URIHOK - 2 - ZE 4 PISE (Grad. Sch. of Life Sci., Univ. of Hyogo),
*Institute of Human Complexity and Systems Science, System Science Center for Brain and Cognition, Yonsei
University College of Medicine

BFEHFEZRVO=H HIV h#lfifk PG & PG16 DIEEXLDLLE
Molecular dynamics study of structural changes in anti-HIV antibody PG9 and PG16
Om#% Eo! (Naoki Tanabe), Ak & ! (Ryo Kiribayashi), T 351~ ! (Hiroko X. Kondo)s,
B AH 2 (Daisuke Kuroda), 77 fiit ! (Toru Saito), I YR ! (Jiro Kohda),
grer ! (Akimitsu Kugimiya), H¥F 354 ! (Yasuhisa Nakano), AR %> 23 (Kouhei Tsumoto),
! (Yu Takano)

UETHK - 1% - M (Sch. Info. Sci., Hiroshima City Univ.), HUK + B » T. (Grad. Sch. Eng., Univ. Tokyo),
3%7{ « ERMF (Inst. Med., Univ. Tokyo)

B E Z A0z HIV-1 S PREH] i E R
Prediction of resistance to HIV-1 fusion inhibitor using machine learning
OEM i (Keisuke Yoshimura), ffi %4 AR F# (Takanori Sasaki)

THIEK - B+ G0 EPR (Grad. Sch. Adv. Math. Sci., Meiji Univ.)

AN EEREERAA D =X LOFAICEIT =7 X / B N-gram HEHERIR
N-gram analysis of amino acid sequences toward elucidating mechanisms of protein-protein
interactions

O JiE R ! (Ryohei Kondo), A% J5{ 5K 2 (Kota Kasahara), &4 .41 2 (Takuya Takahashi)
ISEAFAER « B2+ A4y (Grad. Life. Sci., Ritsumeikan Univ.), 23.#yfii A « ZE4y (Coll. Life. Sci., Ritsumeikan Univ.)

NIy PRATERZT 3=V RF—ZV TRV N EIRERORE : MEEZEEMNICFHE
TEB VI ATRETTINOBEADIGH

Determination of the number of states of a protein using the silhouette score and the manifold
learning for constructing Markov-state models

FiE o (Reika Ito), OFH & (Takashi Yoshidome)
Bt KRE « T, - ¥ (Dep. of Appl. Phys., Tohoku Univ.)

ARBEEGRDTFRICHTDIIFAFAEHRET 4 v T4 72— a OB A
Acceleration of cryo-EM flexible fitting for large biomolecular systems by high-performance
molecular dynamics simulations
O & (Takaharu Mori), 7 1) 27 <)% ! (Marta Kulik), T if ! (Osamu Miyashita),
Varv V! (Jaewoon Jung), ¥ 7 TNV A 1.2 (Florence Tama), #2H 1A ! (Yuji Sugita)
BLZEIESERT (RIKEN), 4 KB - B (Nagoya Univ.)
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VRHERRIR - MR - A X =2 T/
Protein/cellular functions, Imaging (2P-068 ~ 2P-079)

2P-068
(2WD-06)

2P-069

2P-070

2P-071

2P-072

2P-073

2P-074

2P-075

2P-076

2P-077

High-speed atomic force microscopy visualization of the spatiotemporal dynamics of the
nuclear nanomachine- the nuclear pore complex

O *+ ¥ Y F v — F (Richard Wong)
4K - F J BB AP (WPL NanoLST, Kanazawa Univ.)

Dehalococcoides RHIEHFETRIBL/ \O 7 I LEER D FIR L HEEERRIR

Expression and Characterization of Reductive Dehalogenase from Dehalococcoides sp.

Om B! (Yoshihiro Tanaka), /NI % 5A ! (Tomohiro Obata), HA} HE# ! (Ryuuki Nakamura),
Sarah Meinhold’. He Jianzhong®. #&F.H 1E3 ' (Masafumi Yohda)

ke - T - H: 4y 1. (Grad. Sch. Eng., Tokyo Univ. Agric. Technol.), 23auA v TR K% (Technical Univ. of Munich),
33 U AR — OV E LK ER T BB T8 (National Univ. of Singapore)

hBMALT1a, a splice variant of human BMAL1 acts as a dominant-negative regulator of the
molecular circadian clock

O Jiwon Lee. Ga Hye Kim. Ilmin Kwon
Sch. of Med., Sungkyunkwan Univ.

Reversible polymerization of histone N-terminal tail
O Ga Hye Kim. Jiwon Lee. Ilmin Kwon
Sch. of Med., Sungkyunkwan Univ.

MNEFRICHEITZD AT EZORENGF I r NOVEOHEFRAOKRE ERE

Detection and inhibition of the interaction between collagen and its specific molecular chaperone

in the ER
Ot Al ' (Shinya Ito), 7K %2 2 (Kazuhiro Nagata)

MEK - & V%87 BE)IEAT (Institute for Protein Dynamics, Kyoto Sangyo Univ.),
THUREK - B EAY (Fac. of Life Sci., Kyoto Sangyo Univ.)

Siwi &V Vasa 85 piRNA £ SHEROEEHRDEE

Reconstitution system of Siwi- and Vasa-coupled piRNA biogenesis

O/ % & (Tomotaka Komori), A% I+ € (Ryo Murakami), & %154 (Tomohiro Shima),
¥ b 3EET- (Mikiko C. Siomi), Ay KA (Sotaro Uemura)

WK - B2 - 2WFFF (Sch. of Sci, Univ. of Tokyo)

FTIR studies of a putative sensory [FeFe] hydrogenase

Nipa Chongdar'. James A. Birrell'. Krzysztof Pawlak'. Constanze Sommer'. Edward J. Reijerse'.

Olaf Rudiger'. Wolfgang Lubitz'. O#Ji 38 '* (Hideaki Ogata)
'MPI CEC. *tK - fiKi&#f (ILTS, Hokkaido Univ.)

HRAXREEIC XS LFBRBAEOEFHEEER O

Analyses of protein-protein interactions in yeast by in vivo photocrosslinking

P I %8 % (Yasutaka Nishida), K& S M (Masaki Ohsumi), OJ5BE F5& (Hidetaka Torigoe)
HUPOK - P (Fac. Science, Tokyo Univ. of Science)

The binding mechanism of HBx to Smc5/6 complex
ORM vl (Katsumi Omagari), Hrp 35 A (Yasuhito Tanaka)

2K - &« 7 4 )V A (Dept. of Virology, Med., Nagoya City Univ.)

DNA & & VNNV HEOESFHABRTE—DNA LICH T ZEEYEE—

Single-molecule fluorescence imaging of DNA-binding proteins -how to skip obstacles on DNA-
O8I i A ' (Kiyoto Kamagata), % #2547 ' (Eriko Mano), Sridhar Mandali’. AP fli%s ' (Kana Ouchi),

i 3 ' (Yuji Toh), Reid C. Johnson®
"B K - % JeHF (IMRAM, Tohoku Univ.), 24 1) 7 # V=7 KT H ¥ ¥ )V A (Univ. of California, Los Angeles)

(28)



2P-078 7 DOHEWEAHEICL > THBERI N RSHEOBEBHX
(2SA-08) Membrane-to-membrane transport of lipopolysaccharides reconstituted from seven purified
proteins forming a protein bridge

OB # ' (Suguru Okuda), David Sherman’. Daniel Kahne’
"BRK -« B ¢ BE (Grad Sch. of Med., Osaka Univ.), *Dept. of CCB, Harvard Univ.

2P-079 Vms1 is a cytosolic CAT-tailing antagonist to prevent aggregation of mitochondrial proteins
(25A-03) O {21 '? (Toshiaki Izawa), Sae-Hun Park’. Liang Zhao’. Ulrich Hartl>, Walter Neupert'?

'IZUANVRY - NL F AF 4 Ak v ¥ — (Biomedical Center, Faculty of Medicine, University of Munich),
229 7 AT T v 7 EALFEWISEIT (Max Planck Institute of Biochemistry)

| WtE - 74—IF 1 ¥ / Biophysics, Protein Folding (2P-080 ~ 2P-111)

2P-080* ANV T7SXLHBAREBRZMES + O HdeA IC&BTEM7 I 01 REGHARK
The acid-activated periplasmic chaperone HdeA forms reversible fibrils
O W S2#% (Shiori Miyawaki), A 52 (Yumi Uemura), AH$ JFJA (Kunihiro Hongo),
[ BE& (Yasushi Kawata), {# ¥ %1% (Tomohiro Mizobata)
Bk - Hi%etk A 812 (Grad. Sch. of Sus. Sci., Tottori Univ.)

2P-081* Mechanistic basis of GPx7 and GPx8 catalytic cycles for PDI oxidation in concert with hydrogen
peroxide

O Elza F Sofia'. 44) #E 2 (Shingo Kanemura), BRI 2 (Masaki Okumura), o ek (Kenji Inaba)
"HALK « % CHF (IMRAM, Tohoku Univ.), “HUALK « 22BRHF (FRIS, Tohoku Univ.), *CREST, JST

2P-082* Trypanosoma bruceita¥ GMP reductase IZ#13 5 cystathionine B8 synthase domain RiB{EDEE
ErAnedi 1) 20

Enzymatic characterization of cystathionine 3 synthase domain delation mutant in Trypanosoma
brucei GMP reductase

OHAY ¥LE (Manatsu Tamura), 474 & (Akira Imamura), [ B #58 (Tetsuya Okada), ¥z P& (Takashi Inui)

KBRFK - B » 2 ArBR3E (Grad. Sch. of Life & Envi. Sci., Osaka Pref. Univ.)

2P-083* 7O—a Xx—2 U JRERAVWVEREGER 7 OEADIRGE
Verification of formation process of aggregates by flow imaging method
OXH B! (Saki Yoneda), FLBp k! (Takahiro Maruno), P s 2 (Susumu Uchiyama)
Wik - T - HEArSEus (Dept. biotech. grad. sch. eng. Osaka. univ), [RIS#: 454 % (OlIB)

2P-084* S RATA VBREDELHEET S SOD1 ZVINJEADIRTA—NT 12T
A misfolding mechanism of SOD1 proteins controlled by oxidation of cysteine residues
ORE5 #} (ltsuki Anzai), fEFH 2&— (Eiichi Tokuda), )l ELHBH (Yoshiaki Furukawa)
BEHE - PET. - {L.%% (Dept. of Chem., Keio Univ.)

2P-085* SOD1 ZUINVEADRA F U BHIGICER + A0 CCS HBRAT&RE
Roles of metallochaperone, CCS, in the copper supply to SOD1
O¥fa K (Tomoaki Hagai), R B9 (Mami Fukuoka), T — (Eiichi Tokuda),
W)l BB (Yoshiaki Furukawa)

BEE - BT - 'ﬂj’? (Dept. of Chem., Keio Univ.)

2P-086* HEMO 2V POEEBMICEZEETIL XY FOFH
Structure elements are closely related to intramolecular residue-residue contacts
ORG24 (Yasumichi Takase), #f 45 (Yugo Hayashi), [LJIR ¥¥— (Yoichi Yamazaki),
AR (Hironari Kamikubo)
ZLRGEHK - P AK (MS, NATST)
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2P-087*

2P-088*

2P-089*

2P-090*

2P-091*

2P-092*

2P-093*

2P-094*

2P-095*

BEFE7 L) FUOERDORAHA
An attempt to create negatively supercharged ferritin variants
OZm 15! (Takumi Kuwata), {5 Kl 2 (Daisuke Sato), HLFR 5 ! (Atsushi Kurobe),
ik sl ! (Satsuki Takebe), JHEJE 1 1.2 (Kazuo Fujiwara), T H & 1.2 (Masamichi Ikeguchi)

lﬁl”ﬂﬁj( + I. (Graduate school of Engineering, Soka University), Zﬁﬂﬁﬁjc « BT, (Faculty of science and engineering, Soka University)

HEEERARELEICRS5N3 SOD1 2 UNJEDREZNMHTEIA DXL
A mechanism suppressing protein aggregation of SOD1 in amyotrophic lateral sclerosis
OB B (Kyoka Matsumoto), hA) B (Kouhei Nakamura), fHH S— (Eiichi Tokuda).,

S BB (Yoshiaki Furukawa)

BEJE - BT, - {b2% (Dept. of Chem., Keio Univ.)

P1-P1’ cleaved BZFIA L 7= S- AR T7IN T I O ORMETEHERDRER

Analysis of contributing factors to the thermostability of S-ovalbumin by use of the P1-P1' cleaved form

OVl B4 (Yuki Nishikawa) SRUH #EFT T (Eriko Kitou), *E AT (Mone Yonekura), & H Hofd (Maki Onda)
KIRFAEH « B - A3 (Dept. of Sci, Biol. Sci., Osaka Pref. Univ.)

BIERMESRMHCHITB A B 1,0 D7 I OA FIRHER K & IR EIRRIE
Disruption of lipid membrane induced by AB,_, fibrillation under weak acidic conditions
Ohifim T ! (Kaori Mageshi), LA A ! (Naoki Yamamoto), FRIH #H— 23 (Kenichi Morigaki),

p g s (Eri Chatani)

"l Kt + B (Grad. Sch. of Sci., Kobe Univ.), *ffiji K + /¥4 % 3 7 F )L (Biosignal Research Center, Kobe Univ.),
31‘$)ij|& * J (Grad. Sch. of Agri., Kobe Univ.)

MITOURBERWI=ARTIVT I 2 DR

Fibril formation of ovalbumin coupled with trypsin digestion

OBy E)5 ! (Masahiro Noji), 5% 1IE%] ! (Masatomo So), LA #ifF ! (Hironobu Hojo), JRH Hid 2 (Maki Onda),
R BT (Yoko Akazawa), #JE FEA 3 (Yoshihisa Hagihara), %] #fiJd ! (Yuji Goto)
Wk« B EAMWF (PR, Osaka Univ.), 2KBRHFIEA - BE - ZEWF}~ (Biol. Sci., Grad. Sch. of Sci., Osaka Pref. Univ.), “PERSHF (AIST)

HRO7I0OA N BHHEFREICEIH S NLRP3-LRR R XA > DI &5 DfZEA
Analysis of structural properties of NLRP3-LRR domain that is involved in cellular recognition of
amyloid-f fibrils
OBtz Zi ! (Rio Masayasu), [LJAX HK ! (Ryota Yamamoto), 44 Jb ik 2 (Hiroshi Imamura),
1A R (Naoki Yamamoto), #3A J:p% ! (Motonari Tsubaki), %%+ #&BE ! (Eri Chatani)
YA K - BB (Grad. Sch. Sci., Kobe Univ.), V@ fii + ZE @y FH# (Coll. Life Sci., Ritsumeikan Univ.)

The effects of salt concentration on a -Synuclein aggregation near isoelectric point
O Nl ot ! (Kouki Furukawa), 5% 1E4Y ! (Masatomo So), i J5 fdt — ! (Kenji Sasahara).,

T FH B * (Yasushi Kawata), 2 #iJ2 ' (Yuji Goto)

YW + B FAMF (Inst. for Protein Res., Osaka Univ.), 2Bk « T« {b2A W] (Grad. Sch. of Eng., Tottori Univ.)

BUNVEICHT DM A REDFEIRFBENMEDRE
Preferential solvation of ionic liquid for protein
O # K (Shota Nakamori), #fi[L] £ (Tadashi Kamiyama)
WEKBE - MAFLLMFZeR}E - 42 H 5L (Dept. of science and engineering, Kindai Univ.)

Lysozyme DBAREM - BREMEICRIET 1-Alkyl-3-methylimidazolium DFIN%HE
Thermal stability and aggregation of lysozyme in aqueous 1-Alkyl-3-methylimidazolium solution
OB FLHL (Masato Noma), [ FJ&F (Madoka Okabe), Ffi[L] £ (Tadashi Kamiyama)

Jr KB « P T, (Grad. Sch. of Sci. and Eng., Kindai Univ.)
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2P-096* BI—bEUNIBEOT ) RFHA UICH D EHBERTEDBIREE
The criterion for selecting designable blueprints in de novo protein design
O%4 ) B! (Hayao Imakawa), 117 15K 2 (Nobuyasu Koga), -} 5134 ! (George Chikenji)
129« 1.+ I5¥ (Dept. of App. Phys., Nagoya Univ.), 2% T-BF + CIMoS (CIMoS, IMS)

2P-097* #4 % pHICHIBCL AU Y BHEHOTIOA FEEBRRIGHREFDERR
Investigation of the formation of amyloid nucleation intermediates of insulin B chain
O #i# (Yuhki Yoshikawa), LA [EA (Naoki Yamamoto), HIAS JEJE (Atsuo Tamura), 54+ #Z¥H (Eri Chatani)
fhK - B - {k (Grad. Sch. Sci. Kobe Univ.)

2P-098* FZUAYALFUOREERICHTBMRESF S v AO OEERERIBORBR
Substrate discrimination of the chaperone BiP for quality control of transthyretin
OMH #it! (Yuki Inada), R F.52 2 (Takashi Sato), JH {E¥ ! (Shingo Kawano)s,
NG A 2 (Yoshihiro Kobashigawa), FZE J5 3L 2 (Hirofumi Kai), #EM 5AR& 2 (Hiroshi Morioka)
REK « B - % (Kumamoto Univ), 2REK « B + A:4wRb2% (3 ) (Kumamoto Univ.)

2P-099 MOAG-4 promotes the aggregation of a -synuclein by competing with self-protective
(2sA-07) electrostatic interactions

OWiAf #— ' (Yuichi Yoshimura), Mats A. Holmberg®, Predrag Kukic’. Camilla B. Andersen'.
Alejandro Mata-Cabana’, S. Fabio Falsone*., Michele Vendruscolo®’. Ellen A. A. Nollen,
Frans A. A. Mulder"’

'} —7 A K% (Aarhus Univ.), 27 0 —= ¥4 ¥ K% (Univ. of Groningen), >4 ¥ 71 v Y K% (Univ. of Cambridge),
425 — K% (Univ. of Graz)

2P-100 mMIEBARHCH I BREMEIhEY VBILREORETRE
(2SA-02) Design principles of temperature-compensated phosphorylation in the mammalian circadian clock

OfEE B! (Yuta Shinohara), /I ¥ ! (Yohei Koyama), F #&cL 1.2 (Hiroki Ueda)
YBE - Ay AT AWF%E ¥ — (RIKEN, QBIC), ¥k + B2 (Med., Univ. of Tokyo)

2P-101 /MEERIEICHTIHMEHD S ANT « FEAT B REDRER
Analysis of disulfide bond formation of nascent chains in the endoplasmic reticulum
O4H) ¥ ' (Shingo Kanemura), YLAY IEA ' (Masaki Okumura), Neil Bulleid®. Ffi#E #k ** (Kenji Inaba)

LK - SEBRHF (FRIS, Tohoku Univ.),
2G5 AT—K TR Y AT A HAYFWE (Inst. of Mol. Cell and Syst. Biol., Univ. of Glasgow).
HUILK - £ JCHF (IMRAM, Tohoku Univ), ‘CREST, JST

2P-102 RERBHENEERZEALETLIBRENGETAH=TIFTaT
Array-based protein fingerprinting utilizing cross-reactive interactions
OFH gt (Shunsuke Tomita), £7 )5 &% & ! (Sayaka Ishihara), ZELFH 46— 1.2 (Ryoji Kurita)
"ERSHE - /N4 o+ A F 4 AL (Biomed. Res. Inst., AIST), 4 KI5 - B (Inst. Appl. Phys., Univ. of Tsukuba)

2P-103 EaoN/8NOORTOVOLFF—IVERBICEIBRBEZENI T VAN UitGieE DRBF
Correlation between structural changes accompanied by retinal detachment from protein
halorhodopsin and binding ability with bacterioruberin

OZBp 122 (Shun Yano), {4 AR EHBl (Takanori Sasaki)

VAR - B2« Jes B (Grad. Sch. Adv. Math. Sci., Meiji Univ)

2P-104 Pin1 ARV NI BARERDMEBRUDBE I 1T IV R
Structural dynamics on the catalytic site of a protease derived from Pin1
Ot 5! (Teikichi Tkura), >K{# HE# 2 (Yasushige Yonezawa), i IHHE ! (Nobutoshi Ito)
"ERF ALK - MERF (Med. Res. Inst., Tokyo Med. Dent. Univ.), &K + JGHMF (Inst. of Adv. Tech. of Kindai Univ.)

2P-105 =®B&WELN/ETOTFIT)HOBRDME
Solution properties of a food glycoprotein proteoglycan
O # HE (Yasushi Watanabe)

FAWFBERE - £T05 (Food Research Inst. NARO)
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2P-106

2P-107

2P-108

2P-109

2P-110

2P-111

YOdmkEL I F %2 N EOFMEKEEEE DR

Analysis of the haemagglutination assay of lectin-like protein from coral

O#bil 5 (Ryo Toyama), b 4J (Shun Kita), T.J# #¥ (Akihiro Kudo), 7~ i} (Yuki Ushijima),
97 JEHY (Hideaki Unno), & I 4578 (Tomomitsu Hatakeyama), #IH 5—Hf (Shuichiro Goda)

E“%j(]% - BAL (Dept of Adv Eng, Grad Sch of Eng, Nagasaki Univ)

HOF7 /A FRIBEADEHLESRIEFTNOORT S - NI T VAR VBREBHRADEE
Effect of modification of carotenoid end group on halorhodopsin-bacterioruberin complex
formation
OMRER SCHE (Fumiya Hattori), AR BB (Takanori Sasaki)

BIIEK « B+ SE AR (Grad. Sch. Adv. Math. Sci., Meiji Univ.)

FIWAVERETICEITDZNITIFANANY) Y ROGSHEREOHESICES/ OO F TV ORREL
Thermal stabilization of Halorhodopsin by binding Bacterioruberin and archaeal lipids under
alkaline condition.
O fee—! (Kenichi Takeda), Z§)1] & 2 (Takashi Kikukawa), A 5% 2 (Makoto Demura),

iz A BB (Takanori Sasaki)

lmfﬁ‘j: < B - JeuiEAP (Grad. Sch. Adv. Math. Sci., Meiji Univ.), Zjljj( < B - Jedi Ay (Fac. Adv. Life Sci., Hokkaido Univ.)

HH#lE N.PharaonisBRDER > NoBNOO R 7L DEFRACEMEFETICH T HRENE
Thermal stability of halorhodopsin from N.Pharaonis in the presence of heterocyclic compound
O#k fE—RB (Shinichiro Hayashi), {4 A ¥ HBl (Takanori Sasaki)

YRR - Bt » Jeo B (Grad. Sch. Adv. Math. Sci., Meiji Univ.)

BT F> EGCG IC KB 5F L $HERMAE Wil D7 I O FiRiELRRERE
Inhibition mechanism of amyloid fibril formations in light chain mutant Wil by epigallocatechin-3-
O-gallate
OPBT#k 38N ' (Yoshito Abe), /INHHJE A ' (Naoki Odawara),
FTIALLCVYHIALT FFTo 8y 2 (Nantanat Aeimhirunkaila), VAL e (Hirofumi Tachibana)‘
T O ! (Tadashi Ueda)

lf[.)\ . % - H (Lab. of Prot. Stru. Func. and Des., Grad. Sch. of Pharm, Sci., Kyushu Univ.),
‘Fagurvavk- 3K (Dept. of Food and Pharm. Chem., Fac. of Pharm. Sci., Univ. of Chulalongkorn),
UK - B - £l (Lab. of Food. Chem. Biol., Grad. Sch. of Agr, Sci., Kyushu Univ.)

ERETIRaIRT LA VIETNHETFR). IEERFHICREDREAFEHKT S
Human and Mouse alpha-synuclein form different aggregates in sequence-dependent and
-independent manners
OMp W& ! (Goki Tanaka), [lIH 47 ! (Tomoyuki Yamanaka), ¥JI] KB 2 (Yoshiaki Furukawa).,
B4 247! (Nobuyuki Nukina)

YK« B - E20 (Lab. Struct. Neuropathol,, Grad Sch. of Brain Sci., Doshisha Univ.),
B - BT - LA (Lab. Mechan. Chem. Biomol., Dept. of Chem. Fac., Keio Univ.)

7a7#*—L - BEEETE/
Proteomics / Protein Engineering (2P-112 ~ 2P-133)

2P-112*

RILAL Y -FoTUA VRILERORILE : FOT LA VIBRAIL LS ZDO0E®REZEBAL T—
DOERICEVEREND
Creation of squalene-ambrein cyclase : Ambrein can be synthesized from squalene by one enzyme
through two pathways
OWl138 Bk (Yota Yamabe), BLEF Z23% (Kotone Okuno), F: 1= EA# (Mao Inoue), | KIKHE (Daijiro Ueda),
i %% (Tsutomu Sato)
B K - B - ISR (Niigata Univ.)
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2P-113*

2P-114*

2P-115*

2P-116*

2P- 117"

2P-118*

2P-119*

AT LT Feld 4 DRRESUCT7 LISV EEOFE

Purification and evaluation of allergen activity of cat allergen Fel d 4

@A ES R (Miki Ubatani), #5{fi BE58 ! (Keisuke Sugiura), L7 Bf5 ! (Kenji Yamamoto),
it Ege 2 (Masatoshi Nakatsuji), & &% 3 (Yuma Fukutomi), 145 5% ! (Osamu Ishibashi),
W W ' (Takashi Inui)

"KBOER - Be + A4y Brs% (Grad. Sch. of Life & Envi. Sci., Osaka Pref. Univ.),

2H AR AR MFZE B (DC / ISPS Research Fellow),

ST AT B N JE] N B KR AR U B R R I 98 & o & — (Clinical Research Center for Allergy and Rheumatology, National
Hospital Organization Sagamihara National Hospital)

HAGHRRZFALUEZXERRARICEVTREANTF N cryptdin family DEEY & RET SEF OB
Analysis of factors for over-expression of antimicrobial peptides in the cryptdin family by
coexpression with inclusion body
OffA EfiT-! (Mihoko Yasumoto), Pl HL3E ! (Rina Hiramine), %% W% ! (Yuchi Song),

etk B! (Yuji Sato), AR H 1.2 (Takashi Tsukamoto), Z§JI[ gk 1.2 (Takashi Kikukawa),

HA 3% 2 (Makoto Demura), HiFf 23 HI ! (Kiminori Nakamura), #£#B D5 ! (Tokiyoshi Ayabe),

FHIR J e 12 (Tomoyasu Aizawa)

ek ke - JeiAzfy (Fac. Adv. Life Sci., Hokkaido Univ.),
2tk - GI-Co-RE - V7 b= % — GS (Soft Matter GS, GI-CoRE, Hokkaido Univ.)

KIZE OmpA, PelB & JFIIVESIZRAWED 7 /N TV F7F 74 FEEESN\DEEFHIGZA RS >
NI DER
Protein accumulation in thylakoid membrane fraction of cyanobacteria using signal sequences of
Escherichia coli OmpA and PelB proteins
O$iA 4475 (Takaaki Suzuki), AA) BifH (Shigenobu Kimura)

IR - BT - %84 (Dept. of Qua. Sci., Grad. Sch. of Sci. and Eng., Ibaraki Univ.)

F27 SAM % QhpD OANTF R - FFAI—FIEEMRRIGICE T B EEN—TERIIRIKFES &
VRIS YIE L DR

Dependency of loop length and ability of repetitive crosslinking on peptidyl thioether bond
formation catalyzed by radical SAM enzyme QhpD

OB te#t' (Toshinori Oozeki), /MEFH: — ! (Kazuki Kozakai), H1Jf: Bk 2 (Tadashi Nakai),
R T (Katsuyuki Tanizawa), [ 55 2 3% ! (Toshihide Okajima)

KBRS » PEEFFIEZEIE (Institute of Scientific and Industrial Research, Osaka University),
2[2: %Ij( . ﬁiﬁ (Life Sci., Hiroshima Inst. of Tech.)

AT ) PRAREEICH TS E-cadherin-InlA BHEERZBET 3E3FXRU VHH ORFE

The development of the inhibitors of the E-cadherin-InlA interaction causing listerial invasion

O A—"! (Taichi Yamazaki), £ ["f1 & 1,23 (Satoru Nagatoishi), FIA)T Fif ! (Makoto Nakakido),
ATRA T Fk? (Jose Caaveiro), —5% {32 3 (Hitomi Mimuro), 7% {f°F 1.2.3 (Kouhei Tsumoto)

"UOKEE - T+ 284 F T2 Y (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo), “HUK « BERMHIF (Inst. of Med. Sci., Univ. of Tokyo),
3%j¢|ﬁ « T. - {bE (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo), AijCKﬁ « 3% (Grad. Sch. of Pharm. Sci., Kyushu Univ.),
SBRAK - BAEMIWE (Res. Inst. Micro. Dis., Osaka Univ.)

RIEQARZBRELEFA T —&E o EFNBIRE

Application of non-stopped library to phage display method

Oftl 2! (Tomoyuki Ito), P4 I3 2 (Hafumi Nishi), & H A5 3 (Tomoshi Kameda),
T EE! (Teppei Niide), H1{ b ! (Hikaru Nakazawa), it SE9e ! (Mitsuo Umetsu)

"Btk - BT - 234 %+ 1. (Dep. Biomol. Eng., Grad. Sch. Eng., Tohoku Univ.),
ZK'":)\ . [‘?ﬁl’%"iﬁi}? (Grad. Sch. information Sci., Tohoku Univ.), }E,%'ﬁﬁ)f < N5 ﬁ"éﬁ)f';‘ﬁ*b (Comp. Omics Res. AIRC Res., AIST)

B FEERAEIFORMEM LZBIE L EZREMHNTF FRR7 77— 71477 -0kl
Chemo-bio phage library approach for generating high affinity peptide-aided organic molecules
OB AN (Takuto Takahashi), —J}F* F13F ! (Teppei Niide), F{# )G ! (Hikaru Nakazawa).,

Lt PEAT 2 (Hiroyuki Imanaka), Hgit S0 ! (Mitsuo Umetsu)

"Bk k - BE Tl - 234 4 T (Dept. of Biomol. Eng., Grad. Sch. of Eng., Tohoku Univ),
2RI AR - ERE (Div. Chem. Biotech., Grad. Sch. of Nat. Sci. & Tech., Okayama Univ.)
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2P-120*

2P-121*

2P-122*

2P-123*

2P-124*

2P-125*

2P-126
(2SA-06)

B - \T7EVIEEILEB LIERTF FERXE ERAFEEDE IS

Development of peptide and antibody drugs based on B-hairpin structure

Ot B! (Masahiro Kikuchi), —J}F ¥ ! (Teppei Niide), H133 S ! (Hikaru Nakazawa),
Lovh VAT 2 (Hiroyuki Imanaka), HEidt Stue ! (Mitsuo Umetsu)

"Bibk - BTl - /N4 4 1. (Dep. Biomol. Eng., Grad. Sch. Eng, Tohoku Univ.),
2Rk « FRF (Grad. Sch. Nat. Sci. Technol., Okayama Univ.)

Al ZFIALERAY—bKRY bZA4TFV—FH1 2 Al |3 GFP % YFP{LTZ%H?
Can machine learning guide us to a library place with an abundance hot variants ?
OFN k%! (Misaki Oikawa), H1{% )t ! (Hikaru Nakazawa), —J}F F5F ! (Teppei Niide),
o i 2 (Tomoshi Kameda), 751k #t 2 (Yutaka Saitou), #:FH %R 34 (Koji Tsuda),
M Sy 4 (Mitsuo Umetsu)

"BILK - BT - 284 o+ T, (Dept. of Biomol. Eng., Grad. sch. Eng., Tohoku Univ.),

ERAWE - N TJNRERFZE -+ (Comp. Omics Res. AIRC Res., AIST),
SRR - P4 - A 54 SV (Dep. Comp. Biomol. Med. Sci., Grad. Sch. Frontier Sci., The Univ. of Tokyo),

PR - WH AR A% (Adv. Intell. Pro., RIKEN)

EREAMIT =REL—XRHENAFDEIR

Development of a stable single-chain Fv antibody for practical use

Oy iB—p ! (Soichiro Yamauchi), fiH E A ! (Natsuki Fukuda), <A HF& 2 (Manaka Teramoto).
etk wadh 3 (Takashi Sato), /IVE)II 45t 3 (Yoshihiro Kobashigawa), ¥FJ} fdt A HR 4 (Kentaro Not),
IR G (Teru Ogura), F% BA 3 (Hiroshi Morioka)
'HEK - B - 3E (Grad. Sch. Pharm. Sci., Kumamoto Univ.), 2AEA « 3% (Sch. Pharm., Kumamoto Univ.),

SHEK - B - @Rk (Fac. Life Sci., Kumamoto Univ.), *BK + B2 + T. (Grad. Sch. Engineer., Osaka Unv.),
SHEK - Z84:MF (Inst. Mol Emb. Gene., Kumamoto Univ.)

RERENTF ROXI/OR) VLK BDRARFEOEINNT AP —(L

Making fluorescent biosensors by photocrosslinking of an antibody binding peptide to natural
antibodies

O%H B2 ! (Takanobu Yasuda), # 43 23 (Jinhua Dong), _I~H % 4 (Hiroshi Ueda)

"R - ZE (Life Sci., Tokyo Tech.), *HET.K - AFJERE (Res. Inst., Tokyo Tech), *Weifang P&k (Weifang Med. Univ.),
TR - {LZEWF (Res. Inst., Tokyo Tech)

5T NFAT- #l{H1EF PTIP MEEEA DOFHT$H & U PPI(Protein-Protein Interaction) BEEAN7F K
(O} 33
Analysis of interaction between transcription factor NFAT and its regulation factor PTIP
Ok Wy ! (Ayaka Saito), I FI13% ! (Kazumi Morita), A% & 3 (Masashi Muramatsu).,
R - (Takashi Minami), i H5 2 (Takashi Sato), /M1 45t 2 (Yoshihiro Kobashigawa),
TR BhE 2 (Hiroshi Morioka)
"REK - i - 3% (Kumamoto Univ), “HEA + B + ZEfRl42 (3) (Kumamoto Univ), *REK « A&+t (Kumamoto Univ.)

GA-pyridine Z B9 2 ADOHFREEEICRHT 2MBLFHS KUEEEMFRRBER
Physicochemical and structural biological analysis on the antigen recognition mechanism of
antibodies recognizing GA-pyridine

W ! (Yuya Toyota), KJE #E L ! (Toshiya Ohara), FxH Joifi ! (Kosuke Morita).,

A% Bk (Takao Arimori), i HLHY 3 (Takashi Sato), /& # Tk 3 (Yoshihiro Kobashigawa),

by IR 3 (Teruya Nakamura), [L[}if @ 0 f- 3 (Yuriko Yamagata), A #E— 2 (Junichi Takagi),

Pk Bh&? (Hiroshi Morioka)

"REK - B2 - # (kumamoto Univ.), 2PK « ZZEIWF (Osaka Univ.), SREK - Bt - ZE@Fle2 (38) (Kumamoto Univ.)

A designed L-lactate dehydrogenase derived from L-lactate oxidase by engineering of oxygen
accessible channel
OF# HKHE ' (Kentaro Hiraka), /NI JB1% * (Katsuhiro Kojima), Chi-En Lin’, # H #i3% * (Hiromi Yoshida),
HOI 757 ' (Wakako Tsugawa), {R¥F #AKHE ' (Ryutaro Asano), Jeffrey La Belle’, F.H JE 7] " (Koji Sode)
YRR TR » Bt - 1. - A4y T. (Dept. of Biotechnol. & Life Science, Grad. Sch. Eng., Tokyo Univ. of Agri. and Technol.),
zﬁ BR&tt 7 VT 4 A A - £ % —F ¥ 3 F )b (Ultizyme International Ltd.), 37 ' F AL KSR (Arizona State Univ.),
SEBINKSF - E LR Age e ~ ¥ — - K48 (Life Science Research Center & Faculty of Medicine, Kagawa Univ.),
S)—AH 154 FKEFEF ¥V VK (Univ. North Carolina at Chapel Hill)

(34)



2P-127 #SEEMITZBELE Wise EHEOXESRIAEERIEDHEL
Large-scale production of Wise protein for structural and functional study
O= ) hxTy! (Emiko Mihara), kG 2 (Katsu Takahashi), @A E— ! (Junichi Takagi)
"W KB FIWF (IPR, Osaka Univ), 25iABz. & (Grad Sch. of Med., Kyoto Univ)

2P-128 EBEASFRFBEERAT7 71 =71/03 I 571« —1BFOKH - AREAR
Application/improvement study of affinity chromatography resins for purification of antibody
fragments
EHH o2 (Shinichi Yoshida), 44 K ! (Dai Murata), P& /A5 1E 5 ! (Masakatsu Nishihachijo),
P ! (Fuminori Konoike), KT F11§ ! (Kazunobu Minakuchi)

U (Bk) # % 7 (Kaneka Corporation), 2¥R G/ £ o 2636 0 BLE H AT J841 & (Manufacturing Technology Association of Biologics)

2P-129 #E#HMMICKZ 74V L7 Fab OBEEMEOMF]
Inhibition of aggregation of Adalimumab Fab by glycosylation
Opy 2! (Hitomi Nakamura), <[ & F- ! (Naoko Oda-Ueda), Wi IF 2 (Tadashi Ueda),
KB 24 ' (Takatoshi Ohkuri)

l%i}ﬁj{% (Dept. of Pharm. Sci. Sojo Univ.), Zij(F)':ﬁi (Grad. Sch. Pharm. Sci. Kyushu Univ.)

2P-130 #HHEEAMERICEF /= NanoDisc DBEIELFEDRE
Immobilization of NanoDiscs on sensor chips for the analysis of interactions
OB & =T (Ayako Okabe), AfR #1.2 (Hiroyuki Kubo), Jiljf# &% (Masahiko Kato)
VAR Y T A (Sysmex)

2P-131 Molecular Interaction & Kinetics Mass Spectrometry (MIK-MS) (= kK 2RI RFH L S DBEIR
Analysis of drug discovery candidate compounds by Molecular Interaction & Kinetics Mass
Spectrometry (MIK-MS)
OfEm ¥t ! (Tetsuya Fukuda), /NE& Z5# T 2 (Naoko Obi), Hr[I| & 1.3 (Noboru Nakayama),
John Ervin®., MR %% ! (Yasuhiko Bando), ["[f1 Jigg 567 (Satoru Nagatoishi),
AT e 3 (Toshihide Nishimura), A {53 56,7 (Kouhei Tsumoto), JI[4) %& 8 (Takeshi Kawamura)

INAF 3R -5 1Y — X (Biosys Technologies, Inc.), “NISSHA (Nissha Co., Ltd.),

M) 7 U FEK ¢ 4 FHNRE (Trans. Med. Info., St. Marianna Univ.), *Silicon Kinetics, Inc..

Sﬂjilzm « 1. - {b4: (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo),

SRRz - T+ /N4 + =~ ¥ (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo), "HEK  EFHF (Inst. of Med. Sci., Univ. of Tokyo),
Sk - 74 Y b —"7 (sotope Sci., Univ. of Tokyo)

2P-132 /MLEEL 7 F 2 CEL-I OFEHEFIHEHEOEAICET MR
Study on introduction of activity control mechanism of pore-forming lectin CEL-III
OBA 97 J54E (Nonoka Enomoto), [+ 3% HH#E (Yoshiaki Kouzuma)

jﬁ‘i}\ﬂ)’:ﬁ . )% (Grad Sch. of Agri., Ibaraki Univ.)

2P-133 Inhibiting Canine Distemper Virus infection by generating monoclonal antibodies targeted for
Hemagglutinin Protein

O Mwila Hilton Mwaba
Biosci, Grad Sch. of Life Sci., Hokkaido Univ.
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