3P RAZ—FBREE (2B X1 >7K—J) / Poster & Exhibition (2F, Main Hall)
6 A28H (K)/June 28 (Thu.) 12:45~ 14:45

FIEREER] - MBS 12:45 ~ 13:45 / BHES 13:45 ~ 14:45
Discussion : Odd Poster Number 12:45 ~ 13:45 / Even Poster Number 13:45 ~ 14:45

W O

o 2 . .

% » | EEH#BE / Protein Structure (3P-001 ~ 3P-047)

D

- -

v 5 3P-001 ERMES AGEMRICLSY HEEEH®

“" N (3WE-04) Reconstitution analysis of the ERMES complex in the lipid transfer
3' e O¥ {5 (Shin Kawano), sk }- 7 (Toshiya Endo)

=

LK - #4 A4y (Dept. of Sci., Kyoto-Sangyo University)

3P-002 ZHIMEETHIEOEHEIBIEEERT
(BWE-05)  Structural and dynamic analysis of multidrug resistance transcriptional regulator
O e ! (Koh Takeuchi), W&H —J% 2 (Ichio Shimada)
VBERAHF - BISESST- (molprof, AIST), 2HUK - B33 (Grad. Sch. Pharm. Sci., The Univ. of Tokyo)

3P-003 VSAABFMRINEITF7 14 —KICLD I9G & IgM DIBEREIR
(3WDp-05) Visualizing 1gG and IgM molecules using Cryo Electron Tomography
O= &t ! (Takeshi Mise), HijJIl & W3 ! (Ayumi Maegawa) TUYFLA VE—! (Ruby Andales),
ik 12 (Hibiki Fukunaga), A 27 F ¥ F 2 7?2 (UIf Skoglund), #&JF By (Akira Kamei)
WS T 74 ¥ NEZ T 74— (Bk) (Okinawa Protein Tomography Ltd.), “iRlAFHAR K2£BE K (OIST)

3P-004 7—FT70#HEEALEERBRBICEEOFF—ENERIEERF
Crystal structure analysis of kinase in CoA production pathway in archaea
O=m B! (Akiko Kita), AR JiR1- 2 (Asako Kishimoto), T3¢ K 3 (Takahiro Shimosaka),
fE a3 (Takuya Ishibashi), & FH %5 3 (Hiroya Tomita), K #Hi 3 (Yuusuke Yokooji),
Lovpr AT ¢ (Tadayuki Imanaka), B b, =% 3 (Haruyuki Atomi), =K FFX 2 (Kunio Miki)

MUK HF (Research Reactor Inst., Kyoto Univ.), “H{A 2B (Grad. Sch. of Sci., Kyoto Univ.),
SHIKBE T, (Grad. Sch. of Eng., Kyoto Univ.), *3fivfili K E A FF (Dept. of Biomed. Sci., Ritsumeikan Univ.)

3P-005 FEEHIFEEICKY RN CK2a1 OFREIFTENKRT v b
A novel allosteric pocket in CK2a1 induced by the potent inhibitor
O FEANT (Masato Tsuyuguchi), APy i) (Isao Nakanishi), AT 25 (Takayoshl Kinoshita)
"KBOfE AR - B - ZEW) (Dept. of Biol. Sci., Grad. Sch. of Sci., Osaka Pref. Univ.), 23T &%) + 3£ (Sch. of Pharm., Kindai Univ.)

3P-006 CHO #iFEE3E HspB1 M7 1) dv—i8iE DR
Study on the oligomeric structure of the small Heat Shock Protein from CHO cell, CgHspB1
O%etig —8 ! (Kazuya Ankai), f#J5 T ! (Kyosuke Shinohara), ¥f[] W2 (Keiichi Noguchi),
i AR (Kentaro Ishii), JIiE &— 3 (Koichi Kato), F I+ A ER (Rintaro Inoue),
S (Ken Morishima), #Z[1 1EH] 4 (Masaaki Sugiyama), #&FH 1E3 ! (Masafumi Yohda)

- 38 0 NI R ¥ ] 7. (Dept. of Biotechnol., Tokyo Univ. of Agric. and Technol.),
2%]:7( ﬁ%ﬁ\'fﬁ'jﬁu (Instrument analysis. Tokyo Univ. of Agric. and Technol.),
SHARPBL AW Te R - B IER £ ~ # — (Natl. Inst. Nat. Sci.), B K2 E T-H9ZER T (Research Reactor Inst., Kyoto Univ.)
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3P-007

3P-008

3P-009

3P-010

3P-011

3P-012

3P-013

PFTFEVIAMEDZH 7 VEBEECSRICHAETHEHREEND S- 7T/ VA FFZARTFH-XFI
ERBEBROBREERL

Purification and Crystallization of SAM MTase that is presumed to be involved in biosynthesis of
ladderane lipid in Anammox bacteria
O BE! (Shuhei Yamaguchi), W% I$E 2 (Syogo Hachiya), PEA —7 2 (Kazuki Nishimoto),

H B %0 2 (Tomoya Hino), 7K¥f FL: 2 (Shingo Nagano)

‘%Hx(j: - Bkt & - {b%% /34 I (Dept. Chem. Biotech., Grad. Sch. Sus. Sci, Tottori Univ.),
ZEEUCK - BT - {bS22EM (Dept. Chem. Biotech., Grad. Sch. Eng., Tottori Univ.)

TRPV3 @ nanodisc BiEMICH T B IEEFTMEDRE

Effect of lipid contents on the reconstitution of human TRPV3 into nanodisc

ORI I ! (Tomoki Maeda), /N % ! (Kaname Ojima), 7K ¥ FLf: 2 (Shingo Nagano),
H B %84 2 (Tomoya Hino)

VBIUK - Beiibititt 4 - B354 F (Grad. Sch. of Sus. Sci., Tottori Univ),
ZEEUCK « BT - {b%2:M (Dept. Chem. Biotech., Grad. Schl. Eng., Tottori Univ)

I/ BEUCET/HFORATFXAEVHEBZAWEZ N EDOfE&AIL
Crystallization of lysozyme induced by surface plasmon resonance of silver and gold nanoparticles
Offt i B HFF (Asuka Ito), Z27L ¥ (Taku Yasue), JiPN Z2HH (Hiroaki Horiuchi), BLHE #5 ¢ (Tetsuo Okutsu)

B - PRI - M2E (Grad Sch. of Sci. Tech., Gunma Univ.)

Sphingobium sp. SYK-6 B3k X F L 7 b T & FOEELETESR (MTHFR) O#EEERRIR
Analysis of methylenetetrahydrofolate reductase function from Sphingobium sp. SYK-6
OF 2! (Hongyang Yu), ZkJ5 12 2 (Naoyuki Kuwabara), T-H £ 2 (Toshiya Senda)

SRR, T R BRHE. WRETE. HEXE/EM (SBRC, IMSS, KEK, SOKENDALI),
TR BEHE. WHEWF. HEEAEM (SBRC, IMSS, KEK)

PTFEVIARDTE T VIREDERRICEADZ EHEEIND 7 1 I UFRAMLERORBAFMFOMRE
bt it
Expression and purification of phytoene desaturase that is presumed to be involved in ladderan
lipid biosynthesis of anammox bacteria
OFritig2! (Masayuki Uetsuji), PEA —7FF 2 (Kazuki Nishimoto), #5% Ji# ! (Hironori Suemune)s,

H 5 %54 2 (Tomoya Hino), 7%} H.& 2 (Shingo Nagano)

l‘%mi - BedEitt A4 - k42 54 F (Dept. Chem. Biotech., Grad. Sch. Sus. Sci., Tottori Univ.),
zé\:mﬁ < BTl - AL AW (Dept. Chem. Biotech., Grad. Sch. of Eng., Tottori Univ.)

BBRNMREICEZIEAODTF A L— bk PBE7IVT IV OREERARIR
Analysis of interaction between epigallocatechin gallate and HSA by solution NMR spectroscopy
O% 3 g ! (Teppei Kanaba), EAE a2 (Tomoya Takahashi), H AoH (Daisuke Kuroda),

B e 350 (Satoru Nagatoishi), A< {f°F 3,56 (Kouhei Tsumoto)

YT A — T v 8 R A - N4 o+ A ¥ U FiZEER (BioSpin Division, Bruker Japan K.K.),

HEEMRAHE - ANV A Z 7 EE (Global R&D, Health Care Food, Kao Co.),

SRR « T+ /N4 + v ¥ (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo),

YHOKPKE - T, IR T. RS (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo),

SHKPEE « 10 - fbZEE (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo), °HEK + [ERMIF (Inst. of Med. Sci., Univ. of Tokyo)

ErSLIT2EB 1O UV FIE—D XL OERIEE

Crystal structure of the first LRR domain of human SLIT2

Ovly e ! (Taisuke Nakayama), i Hdx 2 (Maho Shimowaki), %71 S&KHB 2 (Kotaro Taniguchi),
a2 (Yohta Fukuda), Jf I z? (Tsuyoshi Inoue)

VSR ILAERE - B3 - Jl4k (Pharmacokinetic Optimization, CDDR, NIBIOHN),
2B - T - Ifb (Appl. Chem., Grad. Sch. of Eng., Osaka Univ.)
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3P-014

3P-015

3P-016

3P-017

3P-018

3P-019

3P-020

I b FY) 73 CDP-DAG §HE#5E Tam41 DiER{L

Crystallization of mitochondrial CDP-DAG synthetase Tam41

ORK s ! (Keisuke Kimura), /Mg FLRET- 2 (Ricko Kojima), jaji |-l } (Toshiya Endo),
A HE? (Yasushi Tamura)

Y KKE - BET%% - BIl (Graduate School of Science and Engineering, Yamagata University),
zlllj( « Bl « Bl (Faculty of Science, Yamagata University), %@:%ﬁﬁ%jﬁ . %@ﬁﬂiﬁ‘ﬁ (Faculty of Life Sciences, Kyoto Sangyo University)

Large-terpene SR E# DIEE L ke

Crystal structure and its function of a large-terpene synthase

Ol ez (Masahiro Fujihashi), ffH %5 2 (Tsutomu Sato), HH' % ¥ ! (Yuma Tanaka),
A K ! (Daisuke Yamamoto), P§ 2 2 (Tomoyuki Nishi), [ H KZKHE 2 (Daijiro Ueda)s,
N2 (Mizuki Murakami), £R¥ B 3 (Yoko Yasuno), B§Jii &\ 3 (Ai Sekihara),
5 Fig 3 (Kazuma Fuku), i H 358 3 (Tetsuro Shinada), =A FRI ! (Kunio Miki)

MK+ BB (Grad. School of Science, Kyoto Univ.), 2Pk + 2 (Faculty of Agriculture, Niigata Univ.),
SWiTﬁjC « B (Grad. School of Science, Osaka City Univ.)

Rhodococcus erythropolis N771 #kE3k 7/ #:&{F Encapsulin ADH3E S N7 BRI B OREA
The encapsulation mechanism of guest proteins into the encapsulin nanocompartment from
Rhodococcus erythropolis N771
O4 . 22 ! (Kosuke Kanamaru), B T (Motoko Fujii), A ! (Akio Tamura),

WE A (Yosuke Fukutani), ¥FIT f— 2 (Keiichi Noguchi), & L 3 (Masafumi Odaka),

#TFH IE3X " (Masafumi Yohda)

l%Ij{ « B 1. - Ay 1. (Dept. of Biotechnol., Tokyo Univ. of Agric. and Technol.),
2T - BEERHTHiEEE (Instr. Anal. Center, Tokyo Univ. of Agric. and Technol.),
SERH K » BET32% 05 - A4 F} (Dept. of Life Sci. Fac. of Grad. Sch. of Eng. Resource Akita Univ.)

FTFEVIAMBENDT H S VIEBRESKICHAET R EHMEENS 5 VNI SAM BEROFERIL
Crystallization of a radical SAM enzyme, which is likely involved in ladderane lipid biosynthesis in
anaerobic ammonium oxidation bacteria

OFg FE! (Hironori Suemune), I35 .0 ! (Tesshin Uegaki), H % %ty 2 (Tomoya Hino),
&Ik e (Ken Takai), 7K ¥f B 7 2 (Shingo Nagano)

VESHUK - Bedibettth 4y - fb%% 2354 % (Grad. Sch. of Sus. Sci., Tottori Univ.),
ZEEUCK - BT - {bS2EM (Dept. Chem. Biotech., Grad. Schl. Eng., Tottori Univ.), i BHSSWI7eH$HE (JAMSTEC D-SUGAR)

773I)—477F52I)VDNA V) 225 —EIL KB ERMIERIBORRA
Structure study and catalytic mechanism of family 4 uracil-DNA glycosylase
O & BN 2 (Akito Kawai), % H #dA: ? (Norio Yoshida), Ht Mt ¢ (Teruya Nakamura),
TH fIE ! (Kazumi Shimono), [LI}& W b + 5 (Yuriko Yamagata), EA F— ! (Shuichi Miyamoto)

l%i}ﬁ}\ + 3% (Fac. of Pharmaceut. Sci., Sojo Univ.), 2%1331%1’%]“}\ « & (Sch. of Med., Fujita Health Univ.),

SILK - B - B (Grad. Sch. of Sci., Kyushu Univ.), *HEK + K Fese kM (POIE, Kumamoto Univ.),
SHEK - Bt - A2 FF4: (Grad. Sch. of Pharmaceut. Sci., Kumamoto Univ.)

Hta-Hmu Y A7 LIZ K DA\ LEKEXBIBOEBEESR
The structure basis of the novel heme-iron transport by the Hta-Hmu system
OMAR HISL (Norifumi Muraki), ¥ A (Shigetoshi Aono)

EUREL RSB - 20 7-BF « #4754 7 (Inst. for Mol. Sci., NINS)

7747 EM vy FRUZHEEBEEMR E LIREEERFY —EX [Omokage #&% ] NHR
Improvement in Omokage search, shape similarity search for cryo-EM maps and multi-scale
structure data

O$iA 13 " (Hirofumi Suzuki), )13 %& ' (Takeshi Kawabata), b} ##A * (Haruki Nakamura),
A P (Genji Kurisu)
K - BEWF (PR, Osaka Univ.), *PDBj
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3P-021

3P-022

3P-023

3P-024

3P-025

3P-026

3P-027

3P-028

FEAL—Y—ZRVEERNIRTICNT S UEREANDE
Influence on phase determination for crystal processing technology using deep ultraviolet laser
OJiH B! (Ayaka Harada), A& JH % 1.2 (Naohiro Matsugaki), %} F& 3 ((Yoshiaki Kawano),

1A R (Masaki Yamamoto), - 2% 1.2 (Toshiya Senda)

" RN - RIS RL AR R - MRS JE L © & — (KEK, IMSS, SBRC),
AWK bRk - W R SR B (SOKENDAI (The Graduate University for Advanced Studies)),
SHALAEIEZERT - BURERHER A II%E € ~ # — (RIKEN/SPring8)

MetalJet X-ray Source for Advanced Macro Molecular Diffraction applications in the Home
Laboratory

OHirfr &4 (Shiho Tanaka), Emil Espes. Julius Hallstedt. Ulf Lundstrom. Bjorn Hansson.
Oscar Hemberg. Mikael Otendal, Tomi Tuohimaa. Per Takman

Excillum AB

S RAVRITHIERZ2AO07—%2 TOM BEHDIEE - HERR
Structural and functional study of the protein translocator of the outer mitochondrial membrane
Ok B! (Yuhei Araiso), 1 BJA 2 (Akihisa Tsutsumi), A 24> ! (Shunsuke Matsumoto),

A 5! (Kaori Yunoki), /1] #ff 3% 2 (Masahide Kikkawa), &g <} ! (Toshiya Endo)

I)J?:Ej( . %ﬁe\\ﬁifﬁ (Fac. of Life Sci., Kyoto Sangyo Univ.), zﬁjc * & (Grad. Sch. of Med., Univ. of Tokyo)

NMR Z R -BARBEZEE Mincle I & 2 HEREE RSB ORZR
The NMR analysis of C-type lectin Receptor, Mincle, with glycolipid reveals the detail molecular
recognition mechanism

Oy ! (Atsushi Furukawa), ZEZ0 i ! (Yusuke Shuchi), ACKH {42 2 (Hiroyuki Kumeta),
AL Bk (Takanori Matsumaru), P #1: 4 (Takashi Saitoh), RFifijt B2 ! (Katsumi Maenaka)

YLK - Bt - 3 (Grad. Sch. of Pharm., Hokkaido Univ), 2tk - Bi « JGui 2L @ FL4% (Grad. Sch. of Life Sci., Hokkaido Univ),
SEEK - BT - {b (Depart. of Chem., Facult. of Sci. and Tech, Keio Univeristy), *Jb i3k (Hokkaido Pharm. University Sch. of Pharm.)

b PRGIAHEEER T99 O X & RIEERFIT

The structural analysis of catalytic antibody T99 hydrolyzing DNA

O #st ' (Hisashi Yoshida), — = F3% * (Emi Hifumi), 52H] %= * (Taizo Uda), Ml #E— ' (Ryuichi Kato)
VBT R - HESSZEM) (SBRC, IMSS, KEK), K%Mk + (Research promo. Inst., Oita Univ )

R AFEEEVNIEDKRY) A EILBF32EH4EE

Multimeric structure of poly(A)-binding protein on a poly(A) tail

TR s — ! (Ryoichi Sawazaki), 43 BRI 2 (Shunsuke Imai), H#JI] HALF ! (Mariko Yokogawa)s,
M e (Nao Hosoda), 2 Hp F— 3 (Shin-ichi Hoshino), =J& % 4 (Muneyo Mio),

= ik ¢ (Kazuhiro Mio), W§H —% 2 (Ichio Shimada), OXi# Ef 12 (Masanori Osawa)

TBEE K - Bed¥ (Grad Sch. of Pharm. Sci., Keio Univ. ), 2HUK - P& (Grad Sch. of Pharm. Sci., The Univ. of Tokyo ).
34K« B (Grad Sch. of Pharm. Sci., Nagoya City Univ. ). *PERHT « 40 F 7027 7 4 Y ¥ 27 (MolProf, AIST)

EOVE CagA 2 NI EDBET BEIMAEAS J FIVRELESHORERIL
Crystallization of the intracellular signaling derangement complex comprising Helicobacter pylori
CagA
ORI Bp (Lisa Nagase), T-H 34 (Miki Senda), T-H #2#k (Toshiya Senda)
1 A ARA - WA - A (SBRC, IMSS, KEK)

Structural insights into the disease-linked PNPase revealing why they suffer with low RNA
import and degradation activities

Oxy vyamgny! (Hanna S Yuan), #b %45 ! (Bagher Golzarroshan), & M) 2 (Woei-Chyn Chu)
"L RgRE 4>T A IRESEIT (IMB Academia Sinica),

2Rk« BT (Department of Biomedical Engineering, National Yang-Ming University )
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3P-029

3P-030

3P-031

3P-032

3P-033

3P-034

3P-035

3P-036

3P-037

BHRETICBET5a-7VAZVOYTIZy bEIA4FIVR

Subunit dynamics of a-crystallin under crowding environment

O A ARER (Rintaro Inoue), W% A (Yusuke Sakamaki), =5H IR (Takumi Takata), 5P M (Ken Morishima),
1l 157% (Nobuhiro Sato), JHEJF # T+ (Noriko Fujii), 42111 1B (Masaaki Sugiyama)
FUKH (KURRI)

BZEZRNA-EBRICEZIT) VEEE S NV EOEFEREERHAE
Conformations of Myelin Basic Protein interacted with membrane revealed by Vacuum-Ultraviolet
Circular-Dichroism Spectroscopy

OReft =k ! (Munghiro Kumashiro), WOHER 2 (Yudai Izumi), W Je—2 (Koichi Matsuo)
A + Bl - WPE (Dept. of Phys. Sci., Grad Sch. of Sci., Hiroshima Univ.), 2[5k - Jt4$)% (HiSOR, Hiroshima Univ.)

Structures of a large subunit HyhL in complex with a Ni chaperone HypA reveal a key
checkpoint for the [NiFe] hydrogenase maturation

HE BEAE ' (Sunghark Kwon), (%5 J& * (Satoshi Watanabe), PH%+ 8 — ' (Yuichi Nishitani),

5 iR ! (Takumi Kawashima), 4 HF {4 * (Tamotsu Kanai), BfJd W53 * (Haruyuki Atomi),

O=AK # ' (Kunio Miki)
"MikRi - Bl (Grad Sch. of Sci., Kyoto Univ.), “HUAtK + Z JGHF (Inst. of Multidiscip. Res. for Adv. Mater., Tohoku Univ.),
3}41?':)\&% « 1. (Grad Sch. of Eng., Kyoto Univ.)

Streptomyces griseus BCREEFZ B ArpA DiEREERRRT
Crystal structure of the auto-regulator receptor protein ArpA derived from Streptomyces griseus
O¥H #'” (Ryo Natsume), FRZE BE4: 2 (Ryusei Inaba), i #EK ! (Yuta Fujita), I M 3 (Yuki Kato),
I 3l * (Eiji Wada)
"Bi# K + T. (Dept. of Eng., Tokyo Denki Univ.), “HIE&K « [ + T. (Grad. Scl. Eng., Tokyo Denki Univ.),
SR - B2 - SGURAF (Grad. Scl. Advanced Sci. and Tech., Tokyo Denki Univ.)

AFM BT — DRIV INIERBEETNT 1 v T 1 2 TEDRRE
Development of protein structure fitting to AFM image data
O#riifi 5& (Toru Niina), #5H ¥ (Shoji Takada)

Uk - B - AP (Dept. Biophysics, Div. Biol. Kyoto Univ.)

U JF—L - EEAHOPEFEERRICET 727 X MUERR ERRBROMERK
Test measurement result and creation of large crystal for neutron structure analysis of lysozyme-
glycoconjugate
Ok z245 ! (Ryosuke Goto), H T §5A 2 (Katsuhiro Kusaka), 2 1 I 2 (Naomine Yano)s,
Hp ey >3 (Ichiro Tanaka)

‘Kﬁki%L?ﬁf%‘ﬁﬂ%?%ﬁﬂ?%ﬁkEﬂ l’hﬁ}f%‘ﬁﬁ (Graduate school of science and engineering, Ibaraki Univ.),
SRR T 9 VT 4 T v ¥ — (Frontier ctr, Ibaraki Univ.), “YKIR K T.7EB (Graduate school of engineering, Ibaraki Univ.)

N7 F FipigE#sR Sortase A ZFAWVEHEETENS TV v RE VN BEORIRE KUE O EEFEE
Creation of functinal hybrid protein by Sortase A
OMA @k (Shigeru Negi), LM #£1E (Ayaka Sato), 5iili FEHE (Yukio Sugiura)

[fi]ZZ K « #% (Pharm. DWCL)

Structural basis of chaperone-mediated yeast prion propagation
Oik &z ? (Chih-Hao Shen), FpJI] S ! (Yoshiko Nakagawa), [LII7T 54 3 (Yoshiki Yamaguchi),
FHH o (Motomasa Tanaka)

VBB - BRE - & o 7 B{REPE (Lab. for Prot. Conf. Dise., RIKEN Bra. Sci. Insti.),
THGTE MK - BEM§ « Aefiy (Life Sci. and Tech., Grad. Sch. of Med. and Den. Sci., Tokyo Med. and Den. Univ.),
3@5}]‘ - BESHRE S A28 (Struc. Glycobio., RIKEN-Max Pla. Joi. Res. Cent.)

BFERORT O ORREERIL

Purification and crystallization of rhodopsin-enzyme

OEE (Wataru Shihoya), AW EW (Tatsuya Tkuta), TER B (Osamu Nureki)
WK - B - A2 (Dept. of Biol. Sci., Univ. of Tokyo)
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3P-038

3P-039

3P-040

3P-041

3P-042

3P-043

3P-044

3P-045

ERIBERITDPSIHASHER > TELEZ NV EIEEBE—F— SecDF DEINLIEEEL
Dramatic conformational changes of membrane protein SecDF, a protein translocation motor
Wil Hr (Arata Furukawa), FRL {#KER (Shintaro Nakayama), 3531 [E{~ (Kunihito Yoshikaic),

[ K8 (Yoshiki Tanaka), ORI %4 (Tomoya Tsukazaki)

7% BLGHi K (NAIST)

AWALHBARNEST 0DV 74 FBRIBEE X RIBRBEEDE
Difference between cryo-EM structure and X-ray crystal structure of squid hemocyanin
Omrr B! (Yoshikazu Tanaka), &I &2 ! (Takashi Matsui), JIE 514 2 (Sanae Kato),

oI +XT7=A 7Y AR (Christos Gatsogiannis), 77 ¥ H#— X577 7 ¥ 3 (Stefan Raunser)

"Btk - BE - A6 FF (Grad. Sch. of Life Sci., Tohoku Univ.), 2JfE Y2 K « /K (Fac. of Fish., Kagoshima Univ.),
329 7 AT T v 7 WFFEF (Max Planck Inst.)

Refining binding free energies of docked protein-protein complexes by sampling conformations
during molecular dynamics simulations

OfEx = (Ai Shinobu), rrt Fig (Kazuhiro Takemura), JLE (Akio Kitao)
TR » AP T 275 (School of life science and technology, Tokyo Tech.)

NMR study on dynamic properties of cytochrome ¢ bound to lipid bicelles
OEJR IE (Satoshi Nagao), /M il (Hisashi Kobayashi), I 2 (Shun Hirota)
ZZHJeu K« W (Dev. Mat. Sci., Nara Inst. Sci. Tech.)

XBREHEFL—Y—ZHVERFEEBERITICES. FMIOLBRILERED S D—ERILKRFRRMICED
BEE{l
A nanosecond time-resolved XFEL structure analysis reveals the structural changes associated with
CO release from Cytochrome c Oxidase
Ok5H %)k ' (Atsuhiro Shimada), Af# £ * (Minoru Kubo), M35 i#% % * (Seiki Baba),

T8 HiIbk? (Hideo Ago), HJE &k 45 (Tomitake Tsukihara), )1 15 5 (Shinya Yoshikawa)

'K« JBZE (Fac. Appl. Biol. Sci., Gifu Univ.), *PILBF - SPring-8 (RIKEN, SPring-8 Center), i JEEHF (JASRI),
APRK - BEFEWF (Inst. for Protein Res., Osaka Univ.), ST K « Ay « ¥ I (Picobiol. Inst., Grad. Sch. Life Sci., Univ. Hyogo)

Substrate and target N’ atom recognition mechanism of Guanine-specific ADP-
ribosyltransferase

O H 8 (Toru Yoshida), #:T 3B (Hideaki Tsuge)

WK - %ﬁﬁ’ﬂiﬁ’ . iﬁ’éz},ﬁiﬁlﬁ (Dept. of Bioresour. Environ. Sci., Fac. of Life Sci., Kyoto Sangyo Univ.)

771 ABFERMR THREPHD THENAEE— X —EEFOILFIEES & EETE
Structure and rotational symmetry of the rotor of the bacterial flagellar motor revealed by electron
cryomicroscopy
OJIA Bk 12 (Akihiro Kawamoto), #f H 11 2 (Tomoko Miyata), AT JZifd 2 (Miki Kinoshita),
% % * (Tohru Minamino), HlIf§ 2 * (Takayuki Kato), ¥ 7% — > (Keiichi Namba)
Wg K - BEEWF (IPR., Osaka Univ.), 2K - A @y BEBE (Grad Sch. of FBS., Osaka Univ.), PR - ZEéy 3 2 5 2 (QBIC., RIKEN.)

X-ray crystallographic snapshot of SufS-SufU complex in iron-sulfur cluster biosynthetic SUF-
like machinery

Olyk B! (Takashi Fujishiro), <yl #1t2 ! (Takuya Terahata), |3 #i - ! (Kouhei Kunichika),
B g3 ! (Nao Yokoyama), LIl &5 ! (Chihiro Maruyama), 3} & 2 (Kei Asai),
G HEl ! (Yasuhiro Takahashi)

WEEK - B - 55 T2EW (Dept. Biochem. Molbiol., Saitama Univ.),
TR RY - N 4 T2 A (Dept. Biosci., Tokyo Univ. Agriculture)
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3P-048

3P-049

3P-050

3P-051

3P-052

3P-053

9774 7 EM Z B\ = BR TR IC K B V-ATPase DENRIEERZIT

Structural dynamics of V-ATPase via cryo-EM single molecule analysis

OB E—! (Jun-ichi Kishikawa), H1pY ¥ ! (Atsuko Nakanishi), T JE % & 2 (Masatada Tamakoshi),
S %3 (Kaoru Mitsuoka), A% 1L &l ! (Ken Yokoyama)

ISERE R - A Ay - A4y A5 A (Dept. Mol. BioSci., Kyoto Sangyo Univ.),
PP - ALY (Dept. Mol. Biol., Tokyo Univ. Pharm. Life Sci.),
PR - WEIEEH Y ~ ¥ — (Res. Ctr. UHVEM., Osaka Univ.)

Structure and function of proteins involved in targeting of tail-anchored membrane proteins
to the membrane of ER or chloroplast

O Chwan-Deng Hsiao'. Tai-Wen Lin'. Hsin-Yang Chang’. Yuh-Ju Sun’

'Institute of Molecular Biology, Academia Sinica, Taipei, Taiwan.
*Department of Marine Biotechnology and Resources, National Sun Yat-sen University, Kaohsiung, Taiwan,
*Institute of Bioinformatics and Structural Biology, National Tsing Hua University

4% Rab & I7 17 4—FHE JRAB HEL SR L lRaMEE
Different Rab proteins cause various cellular functions via the common effector protein JRAB
Ot1)@E #Hm+'! (Yuko Tsuchiya), B Wi T 2 (Ayuko Sakane), {4 A WAL 2 (Takuya Sasaki),

A BH S (Kenji Mizuguchi)

PR - BREAWF (IPR Osaka Univ.), g5kt « B B 3842 WF 528 (Tokushima Univ Grad Sch of Med), [ 3&4dt 5 F (NIBIOHN)

WEERNEG—=2T4 =TV PEBRFEBILEBENIE-VHRFY XY

Prediction method for complex structures of protein and small molecule with Interaction Pattern
Fingerprint and machine learning

Offe e ! (Fumiaki Sato), A5 J5 5K 2 (Kota Kasahara), 4 .41 2 (Takuya Takahashi)

WA EARMAEE (Grad. Life. Sci., Ritsumeikan Univ.), 237 Al K22 2E @y BF2 0 (Col. Life Sci., Ritsumeikan Univ.)

JB 2 NVEAHEERDZREERT v 7 DEEIR

Swapping of secondary structural elements in homologous proteins

O #pp ! (Tetsuro Shibata), 1 1E AR 2 (Shintaro Minami), /il 58K} ! (Ryotaro Koike),
KH TTH ! (Motonori Ota)
%K - Bt - 15$) (Grad. Sch. Inf., Nagoya Univ), 253 T-fF - 1#4Z& (IMS, CIMoS)

BRDPAREREFHOYA /A7 LA T—2H/RELENA DT 2y NT—VBIFY — IV OER
Application of bayesian network analysis tool for microarray data of bladder cancer related genes
Offefl was! (Yuki Sacki), M 751 2 (Hideko Sone), A A 3 (Masahiro Sugimoto),

AR BB (Takanori Sasaki)

WA - BE - JEUB B (Grad. Sch. Adv. Math. Sci., Meiji Univ.), [EBSWF - 1) A 7 f#tHit (CHEER, NIES),
SHETEF - L4348 (RDCMIT, Tokyo Med. Univ.)

CRISPR CMR @) DNA {78 735

Dynamics of CRISPR CMR

KA 4t (Ryo Ohashi), [T FI¥¥ (Kazuhiro Yamaguchi), O% T ;2 (Naoyuki Miyashita)
YK« BB T (BOST, KINDAI Univ.)

AN EOEERMZBO VIV TIREET VAR
Conformational relaxation pathways of a protein investigated by Markov state model analysis
O I AL HER (Sotaro Fuchigami)

KR KBE - 2 4y (Grad. Sch. of Med. Life Sci., Yokohama City Univ.)
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3P-054

3P-055

3P-056

3P-057

3P-058

3P-059

3P-060

3P-061

3P-062

3P-063

B-a-BEF-TILBITBLIART MDY

The asymmetry of the register shift in the beta-alpha-beta motif

OF R ! (George Chikenji), B HAKM 2 (Shintaro Minami), i 131 2 (Nobuyasu Koga)
"2+ 1.+ I5¥ (Dept. of App. Phys., Nagoya Univ.), 2% T-BF + CIMoS (CIMoS, IMS)

SRELEESTO FUl IEORFEESHIBEL b5 2 AKR— 2 —RRNOER

FUJI FORCE FIELD FOR PHOSPHOLIPIDS AND THE APPLICATION TO ACRB TRANSPORTER EMBEDDED
IN POPE BILAYER

Off I T~ (Keiko Shinoda), B4+ F5# (Hideaki Fujitani)

B - JEIRE - ¥ 2 5 A W PE S (LSBM, RCAST, The Univ. of Tokyo) § g
ONIOM $kiz & B & 7 WBIRISBER Cstll DRISHMARAT g w
ONIOM study of the Sialyltransferase Reaction Mechanism :5‘. Ig
Ot ! (Yusuke Kanematsu), & ¥ UKHR 2 (Yojiro Hamada), 37.J1] {741 2 (Masanori Tachikawa), mM a',

ey g ! (Yu Takano) § ‘:z

YEBTK « 158 (Grad. Sch. of Info. Sci., Hiroshima City University), A% IE1]i /7. k%% (Yokohama City University) g

MFBERRICED S PLP R X U NVEOTFAEDRF
Development of a method for predicting PLP-binding proteins based on 3D structure data
O/l FL53 (Masafumi Shionyu), 1275 H] (Atsushi Hijikata), FJI: [l (Tsuyoshi Shirai)

RN 4 % « N4 FH £ T R (Fac. Biosci., Nagahama Inst. Bio-Sci. Tech.)

Advanced search and visualization tools for the PDB by Protein Data Bank Japan
ONRy A— 7V bX ~ (Gert-Jan Bekker), 453% By (Akira Kinjo), HiA) #HA (Haruki Nakamura),
MG PR (Genji Kurisu)
Bk - 82 FIBF (IPR, Osaka Univ.)

Y71y MREFETNHEEBREYY 7O—8BICERAabESHEDORRE
An algorithm for fitting the subunit atomic models on the partial region of the map
OJN¥ %% (Takeshi Kawabata), HiFf 2K (Haruki Nakamura), ZFEAH 5t (Genji Kurisu)

B K+ B2 FIBF (Inst. Prot. Res., Osaka Univ.)

RAXHAEPICR S B HEFRABLOBEIHRFEICONT

Sequence conservation of protein binding segments in intrinsically disordered regions
Ofiatth 4 2}-35 (Satoshi Fukuchi), KH M (Haruki Ota)

Hif T.K » T. (Dept. Tech. Maebashi Tec.)

EMCEEDEAEZ 2 NI EIAFEED OED
Exploring characteristics of drug response-associated variants with protein structures
O1J #%H] (Atsushi Hijikata)‘ A B (Masafumi Shionyu), F1H: Fil (Tsuyoshi Shirai)

FE N £ F K (Nagahama Institute of Bio-Science and Technology)

E b RNV EORATHEBEEICEH 1T HEREESHHOHIRMER
The appearance tendency of post-translational modification in the intrinsically disordered region
of human protein

OFEL M (Yuki Hayama)

%K - TEH - BE (Dept. of Comp. Info., Nagoya Univ.)

Coarse-Grained Force Field for Molecular Simulations of Lipid-Protein Systems
OwH VT 54 T (Diego Ugarte), {5 H ¥ (Shoji Takada)
Dept. Biol., Sch. Sci., Kyoto Univ.

(43)



UOISS®

S 19)s0d

(82 2unr) € £eq

3P-064

3P-065

3P-066

3P-067

3P-068

DFENEIaAL—2aE 1 FFEHAICES Protein G 74 —IVTF 1 T 44 F XU ADER
Protein folding dynamics of protein G studied by molecular dynamics simulation and single-
molecule measurement
OB Hefti 2 (Yasuhiro Matsunaga), 44 47 {& 1,3:4 (Yuji Sugita)

B - BHSEBERE (RIKEN AICS), 2JST & & 781 (JSTPRESTO), *HUfff (RIKEN), “HEAff - QBIiC (RIKEN QBiC)

“—HAARBBRUETIVICEBEXRZ NV BEOILFEED S5 E—XFBEEDRERF L DL
Structure fluctuations of large proteins with a corse-grained model in torsional angle space. A
comparison with X-ray temperature factors
O%% % ' (Shigeru Endo), Hibl] 1 2 (Hiroshi Wako)

YEHOK - BE - BBE (Sch. of Sci, Kitasato Univ.), 2HAARHK » &R #4 (Sch. of Soc. Sci., Waseda Univ.)

ARy — FRENF I 1 L—2a TRBZ VN EEESDENERFYE
Pressure dependence of protein-protein binding studied by parallel cascade molecular dynamics
simulation
O %219 ! (Hiroaki Hata), P45l 482 2 (Yasutaka Nishihara), P§ 1] HE+# 3 (Masayoshi Nishiyama),
N RE ik 4 (Ikuro Kawagishi), At 2 ! (Akio Kitao)

"W TOK - ZE@ELT. (Dept. of Life Sci. and Tech., Tokyo Tech), *#i K + 43/ERf (IMCB, UTokyo),
SHK - A8 % ~ ¥ — (The HAKUBI Center, Kyoto Univ.), “EECK + A2 6FL4% (Dept. of Frontier Biosci., Hosei Univ.)

BFEED SORGEBRZERT7 I X LOFHRFE

A novel approach for searching molecular structures and reaction pathways

OFEF] Jes ! (Mitsuo Shoji), % B Rt 2 (Takaki Tokiwa), [LIIFF 2 K 2 (Sotarou Yamasaki),
! (Megumi Kayanuma), #E[H & ! (Yasuteru Shigeta)

I5i3% K -+ CCS (CCS, Univ. of Tsukuba), *$EJkK + FLH (Grad. Schol. of Pure and Applied Sci., Univ. of Tsukuba),
SHIL A « B (Grad. Schol. of Sci. and Faculty of Sci., Tohoku Univ.)

BEETF Ets1 RAXMERED ) VEILIIFROMLHEEERAEMKICKY DNA S ZBETS
Phosphorylation of an intrinsically disordered region of Ets1 yields specific inhibitory interactions
from multi-modal interactions
O% e k! (Kota Kasahara), HE4, B 2 (Masaaki Shiina), M Ng— 3 (Junichi Higo),

Wl il 2 (Kazuhiro Ogata), Hi#y FA 3 (Haruki Nakamura)

1ﬁ‘ﬂffﬁ§j{ « H:fiy (Coll. Life Sci., Ritsumeikan Univ.), Ziﬁiﬁfﬁﬁ « B « PR (Grad. Sch. Med, Yokohama City Univ.),
S - BEEBF (IPR, Osaka Univ)

PREERRIR - MR - 1 X =22/
Protein/cellular functions, Imaging (3P-069 ~ 3P-080)

3P-069
(3WD-03)

3P-070
(3WD-06)

Toxic PR poly-dipeptides encoded by the C9orf72 repeat expansion block nuclear import and
export

O#x #E—M] (Eiichiro Mori)
ZRREK - & - RAFILHEPE S (Dept. Future Basic Med., School of Med., Nara Med Univ.)

MNRIFNZA0ATORE VNI EDEEMRICE T BEREET X > FERD 2 DNDEE

Two independent modes of recognition of hydrophobic segment at the endoplasmic reticulum
translocon

OBRIT #ERR (Masao Sakaguchi), R HAG (Michiyo Takahara), JHEH JEff (Hidenobu Fujita)
TR « A A P42 (Grad. Sch. Life Sci. Univ. of Hyogo)
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3P-071
(3WEp-02)

3P-072

3P-073

3P-074

3P-075

3P-076

3P-077

3P-078

b FOSKWRIRICE D B EEBE R IETEROILAEEICED < E X MR T ORI
Structure-guided functional analysis of membrane-integrated ferric reductase for human iron
absorption using living cells

Menega Ganasen'. % I > (Hitomi Fujishiro), Xiaojing Yuan®. Iqbal Hamza’,
A g (Hiroshi Sugimoto), Ji¥F Fk—HB 2 (Seiichiro Himeno), 3% ‘il ! (Yoshitsugu Shiro).,
O = (Hitomi Sawai)

VR IR - B - A4V (Grad. Sch. of Life Sci., Univ. of Hyogo), “fii J5 LBl K - 3 (Dept. of Pharm. Sci., Tokushima Bunri Univ.),
XY =5 k- B4 BH (Dept. of Animal and Avian Sci., Univ. of Maryland), PR - %)% (RIKEN SPring-8)

BTE Y 7)) 7RBRAR PV1 OHEERFIT

Function Analysis of PV1 from Palsmodium falciparum

O BiAsa! (Manami Nakamura), #§HH — % ! (Kazuaki Hakamada), & J5 9&3% 2 (Eizo Takashima),
F T M IE3 " (Masafumi Yohda)

SRR TK - Ef T (Dept. of Biotechnol., Tokyo Univ. of Agric. and Technol.),
2%gk - PROS - 5 Y 7 (PROS, Ehime Univ.)

IREZBFREXEEORAICET =T 7Y ) — 52 /N7 E RTP1S OIS ERFIT
Functional and Structural characterization of RTP1S
O 645! (Ryosuke Inoue), FAR K3 2 (Ryohei Tamaki), % ¥R 2 (Yosuke Fukutani),

b 1 A HR 2 (Kentaro Tkegami), &3 %:HH 3 (Hiroaki Matsunami), #&FH 1E3C 2 (Masafumi Yohda)

"R TR - T, - ZE45 T (Dept of Biotechnol, Tokyo Univ of Agric and Technol),
zﬁﬁ%]:j( « BT« A4y T. (Dept of Biotechnol, Tokyo Univ of Agric and Technol),
35 g — KFEAF 4 IVt v % — (Duke univ. Medical center)

a4V yF)E—MEBRE OMD IC X5 7 —7 AR MRS KU HERFOHIH

Regulation of collagen fibril formation and stabilization by leucine rich repeat protein, OMD
HE rg! (Takumi Tashima), & [f7 BE 1,2 (Satoru Nagatoishi), OHAJT Gk ! (Makoto Nakakido).,

KB E—? (Shin-ichi Ohnuma), #tA ¥ 1.2 (Kouhei Tsumoto)

"BEK Rz + T. (Sch. of Eng., Univ. of Tokyo), 2B  [ERMIF (Inst. of Med. Sci., Univ. of Tokyo),
2=y —3F4 - ALy Y- 1Y K (Inst Opthalmol., Univ. College London)

3A# DNA £EERHED 3 F# DNA REHRIE BT EEADTZEDRER
Mechanism of triplex DNA-binding proteins to recognize triplex DNA and regulate transcriptional
activity
OFrAr BAKT (Maiko Shinmura), #5111 Hi K (Kota Sugiyama), RPN —4 (Kazuki Kiuchi),
il 7K (Norihiro Sato), Jy [l 5 (Takuma Katayama), 5B F5l (Hidetaka Torigoe)

TP « B (Fac. Science, Tokyo Univ. of Science)

ERREEZED 3 BOFFF—EIL K EEFBRICOEERIVEFRT
Kinetic analysis of three processive-type chitinases
PALETER (Mizuki Tada), /NH B 2 (Yosuke Oda), Foi ! (Hazumu Inoura)., AR —th 12 (Kazushi Suzuki),
JEE R (Takeshi Watanabe), OMA 1.2 (Hayuki Sugimoto)
YKk - HAABEY: (Grad. Sch. Sci. & Tech., Niigata Univ.), 2B A% « iZE{L (Dept. Appl. Biol. Chem., Facul. Agri., Niigata Univ.)

2 RAVRYTERI BN E Porl [ESRBBRE TOM ESHDO7E2 7Y —HEBRFE L THET S
Mitochondrial Porin modulates the assembly of the mitochondrial translocator, TOM complex
O I #HAE ! (Haruka Sakaue), 35 $AH0 2 (Takuya Shiota), A4 Tt 3 (Naoya Ishizaka),

A HE 4 (Yasushi Tamura), jaji |t 5 (Toshiya Endo)

NEEK - & v 87 E)RERF (Inst. Protein Dynamics, Kyoto Sangyo Univ.), “F{I A%~ (OPTT, Univ. Miyazaki),

340 - BB - MR PISE (Grad. Sch. Sci., Nagoya Univ), “IIITEK + BEL (Fac. Sci., Yamagata Univ),

SEORER - #/E (Fac. Life Sci., Kyoto Sangyo Univ.)
HIVVif-E3 ZIEXF ) H—EESHEKEBEOHEER
Interaction of HIV Vif-E3 ubiquitin ligase complex with nucleic acid
Ol £4fi (Keisuke Kamba), 7K [ 4% (Takashi Nagata), F*F IE A (Masato Katahira)

UK - T AFH T (Inst. of Adv. Energy, Kyoto Univ.)
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High-speed AFM imaging of membrane protein reconstituted in nanodisc
OF1l KR! (Takamitsu Haruyama), ¥} 482) ! (Yasunori Sugano), i<y ¢ 2 (Noriyuki Kodera),
PIfE 23 (Takayuki Uchihashi), 22§ R 2 (Toshio Ando), [ KA ! (Yoshiki Tanaka),
WP g23n 2 (Hiroki Konno), I %51 ! (Tomoya Tsukazaki)
125 BUAEURK (NAIST), 245HK » 734 %+ AFM (Bio-AFM FRC, Kanazawa Univ. ), 44k + Bll%% (Dept. Phys., Nagoya Univ. )

Molecular mechanism of paramyxovirus pathogenesis mediated by the accessory C protein
O/INH B (Kosuke Oda), [Y35 HESE (Yasuyuki Matoba), A{L 4% (Takashi Irie), 3%IT W IF (Takemasa Sakaguchi)

JERBE - I b AR 42 (Grad. Sch. Biomed. Sci., Hiroshima Univ.)

| WtE - 74 =071 ¥ / Biophysics, Protein Folding (3P-081 ~ 3P-111)

Monomer/Tetramer equilibrium of alpha-Synuclein in solution and its influence on fibril
formation
O Cesar Aguirrel\ M i) 2 (Kensuke Ikenaka), 7% IE%% ! (Masatomo So), LT F£— ! (Keiichi Yamaguchi),
2 H F5H * (Hideki Mochizuki), #% 8 #iJE ' (Yuji Goto)
'K - B FEIWF (Inst. Prot. Res., Osaka Univ.), PR - P& - FiiFEPIF} (Dept. Neurol., Grad Sch. of Med., Osaka Univ.)

MFEEERERD OERTE M) H—T7 70 5— v NOVOEERRHEE

Structural and kinetic insights into chaperone activities of Trigger Factor

OFF R %9 ' (Tomohide Saio), JI[#k I&—FE * (Soichiro Kawagoe), Charalampos Kalodimos®.
A g 2 (Koichiro Ishimori)
Ytz - B (Dept. of Chem. Fac. of Sci., Hokkaido Univ.), 2Jt Bz - #4L (Grad. Sch. of Chem. Sci. and Eng., Hokkaido Univ.),
*Dept. of Struct. Biol., St. Jude Child. Res. Hospit.

A B 40 & A B 42 D_EFHEICHTHEVICET ZERITAR
Theoretical studies of difference between AB40 and AB42 in the dimer formation process
Otk s 12 (Satoru Ttoh), HAF A+ 1.2 (Hisashi Okumura)

ST (IMS), 28K (SOKENDAT)

ABC UV AR—=E—ICBFBDXILFAF F AL 2 BIMEDERENNICET B EHELERERIT

Computational study on the driving force causing the dimerization between nucleotide binding

domains in ABC transporters

513 BE)E (Honami Sakaizawa), #F #EW (Wei-Lin Hsu), [ HAFL (Tadaomi Furuta), OBEJF 92 (Minoru Sakurai)
WK« 734 F % ~ # — (Bio. Center of Tokyo Tech)

aXILAUOT IO FRHETEINT 7 AREDHE
Competition between amyloid fibrillation and amorphous aggregation of a-synuclein
O e fge— ! (Kenji Sasahara), [1JI7 $£— ! (Keiichi Yamaguchi), S OE/! (Masatomo So),

T HERE 2 (Yasushi Kawata), %] #iJd ! (Yuji Goto)

ok - EEARE (PR). ZBEUK « T (Tottori Univ)

FEBHTICBIBRV ) VBEPRETSa X7 b1 O7 04 FREFK
Polyphosphate-induced amyloid fibrillation of a-synuclein under the ultrasonication
ownr £-—1 (Keiichi Yamaguchi), R/ (Masatomo So), i (Kenji Sasahara),

T R 2 (Yasushi Kawata), %M #iJQ ! (Yuji Goto)

"Wk - ZREAMWF (IPR, Osaka Univ.), 2E5K + . (Grad. Sch. of Eng., Tottori Univ.)

THEZVF D03 D20F) dJv—iEE

Three different oligomeric structures of Archaeoglobus fulgidus ferritin

OfkE Kl ! (Daisuke Sato), Z&H ¥4 2 (Takumi Kuwata), [ FH #7K 2 (Yuta Okada), Boyce Hon Pin Law’.
Ambrish Kumar’, Sierin Lim®, #iIT & "* (Masamichi Ikeguchi)

Bl A « BT, (Fac. of Sci. and Eng., Soka Univ.), Bl & + [ + 1. (Grad. Sch. of Eng., Soka Univ.),
*Sch. of Chem. and Biomed. Eng., Nanyang Tech. Univ., SG
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3P-088

3P-089

3P-090

3P-091

3P-092

3P-093

3P-094

3P-095

3P-096

EQE - EREMERAOZRIBEICER LESEFEOMR
Development of classification method of protein-protein interfaces based on their secondary
structures

Ot B&E (Takashi Fujii), R Rl (Kazuo Fujiwara), {tiI] R (Masamichi Ikeguchi)
A - T - ZE 45153t (Dept. Bioinfo., Grad. Sch. Eng., Soka Univ.)

KBEBLUETEAEL - N\VIBEEICEI1E8 - ATV FOR Uhebl)

B-strand twisting/bending in soluble and transmembrane B-barrel structures

34t B W] (Nobuaki Kikuchi), OMEJE I (Kazuo Fujiwara), 11 Hi (Masamichi Tkeguchi)
BUGK « T - &5 (Dept. Bioinfo., Grad. Sch. Eng., Soka Univ.)

FLOBRENMBBAIRNF—KNXZHV/E 3D-RISM EBRICEZERRUXRAZEAEDEEREN
Stability of Unfolded and Folded Protein Structures Using 3D-RISM theory with the new Solvation
Free Energy functional

Ostuyly 2! (Yutaka Maruyama), St HifQH 2 (Ayori Mitsutake)
VBERF - EHERL ST IeAEHE (RIKEN AICS), 2BEJE R 2B (Dep. of Physics, Keio Univ.)

KEERBHFBAICKBHEBRIZ NI ERER
Expression of recombinant proteins by chromosomal gene insertion in Escherichia coli
Ovppf 28! (Tsutomu Nakamura), B K 2 (Daisuke Koma), Kl FLit ! (Maki Oshima),

B RN (Hideto Hoshino), KA - 2 (Takashi Ohmoto), _[3H #5— 1.3 (Koichi Uegaki)

DERSHE (AIST), ZKBREAMFF (ORIST), *JEK « B (Kindai Univ)

a - X7 LA 0 pH EKEFEBEZELD NMR TF— 2 (C K B8R

Analysis of pH-dependent structural change of a-synuclein by NMR data

OPif g % ! (Satoshi Abe), k& K 52 2 (Tomotaka Sasaki), 2% L 3 (Young-Ho Lee),
BJE —1E* (Kazumasa Sakurai), R K5 2 (Hiroki Itou)

UEARRE - ZEPpBE T (BOST, KINDAI Univ.), Ik « ZEPBE 1. (BOST, KINDAI Univ.),
SPRA - BREAWF (Inst. Protein Res., Osaka Univ.), JEK + JGUEAF (Inst. Adv. Tech., KINDAI Unv.)

HLIF> -1 DZEFHEEIC DOV TORERNES KUFNAEIC K SR

Analysis of galectin-1 dimerization by calorimetry and spectroscopy

OBfrir %2 ' (Yasuhiro Nonaka), /NI| 2% ' (Takashi Ogawa), HUifEHk 18 > (Hiroki Shoji),
Py s (Nozomu Nishi), FA) Fidi ! (Takanori Nakamura)

I - BE - 5 T4 (Dept. of Endocrinol., Fac. of Med., Kagawa Univ.),
2ERERIK « —EE - AW (Dept. of Biol,, Kanazawa Med. Univ.), *FFJIK « #4424y (Life Sci. Res. Center, Kagawa Univ.)

BRELERFZAVE, KB a3y 7EBEOSF Y v NOVBEEOENFHEEM

Thermodynamic evaluation of molecular chaperone function of cold shock protein for nucleic acids
with its highly stabilized mutant

FA &, 53¢ (Nami Ikarashi), JGEF 33} (Hayato Kono), Wi #h-T- (Akiko Nakazawa),

O¥Hr #2— (Shun-ichi Kidokoro)

FMBRE K - AW k% BE (Dept of Bioengineering, Grad. Sch. of Engineering, Nagaoka Univ. of Tech.)

AMPA 2BV B2 FEA R XA OREN=RERE
A hidden stable state of the AMPA receptor ligand-binding domain
ORIE 37 ! (Hiraku Oshima), 2% Foe ! (Suyong Re), WA EFk? (Masayoshi Sakakura),
G ek 2 (Hideo Takahashi), #H Fif ! (Yuji Sugita)
YBERF - Ady S A 5 A (RIKEN QBIC). “Mii K + A3 (Grad. Sch. of Med. Life Sci., Yokohama City Univ.)

RV ITNVE I EREICL S RERBEGEHIBOMRA

Mechanism of abnormal conformational transmission of polyglutamine protein

O/Ni# KAE (Daisaku Ozawa), PN fifltF (Toshihide Takeuchi), 7K F&RE (Yoshitaka Nagai)
KPR « B+ kR0 16 947 (Dept. Neurotherapeutics, Osaka Univ. Grad. Sch. of Med.)
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3P-097

3P-098

3P-099

3P-100

3P-101

3P-102

3P-103

3P-104

3P-105

BFHBEPICH TS 2N EORERT BB ORI ZAIARH

Thermodynamic mechanism of thermal induced aggregation of protein with organic solvent

Ol £ (Tadashi Kamiyama), WP #H (Shoya Nakanishi), #§i/8& B (Riku Seo), A B (Ayaka Fukumoto),
A R4t (Tomokazu Marutani)

JTK - BT - P (Dept. of Sci, Fac. of Sci. and Eng., Kindai Univ.)

WAFGEHAICEZI AV 7304 ROFATFEVTHEYI FOF Y F 742V E-a>
Characterization of ThT binding sites on insulin amyloid by using fluorescence lifetime
measurements

O/INH B (Akinori Oda), L[] {f% (Hiroshi Satozono)

PR =2 2 (%) (Hamamatsu Photonics K.K.)

A4 XPDI 773 —422/NE GmPDIL6 |3 NADPH KFHIL TN EF A EnBRE L TEL

NADPH-dependent glutathione reductase activity of soybean protein disulfide isomerase,
GmPDIL6

OB #% (Aya Okuda), 3§ KEH (Taro Masuda), LMt 47 (Reiko Urade)

K -« B - B2 (Div. of Agronomy and Horticultural Sci., Grad. Sch. of Agric., Kyoto Univ.)

7IiOA FREERETENT 7 AREEROBEFRETIVOHE
Direct observation of competing pathway of amyloid fibrillation and amorphous aggregation
O5z IER ! (Masatomo So), 7. FR3E ! (Masayuki Adachi), I #2545 ! (Tatsuya Fujikawa),

i (Keiichi Yamaguchi), {Af [ HE 2 (Yasushi Kawata), i 2 ! (Yuji Goto)

"Wk BEAMF (Inst. of Protein Res., Osaka Univ.), BH{K + 1. (Grad. Sch. of Eng., Tottori Univ.)

ALXRFEMBEE N ESEENZRAWEERES N EOEEE AR
Direct solubilization of membrane proteins based on the wheat germ cell-free protein synthesis
technology
Ot E—I8 (Keiichiro Kami)
(#R) W7 —H% A LR (CellFree Sciences Co., Ltd.)

FPRIFATOEOBREHIRE ERFEEREOBENLER
Structural differences between the acid and urea-denatured apomyoglobin
OBy %! (Yasutaka Seki), WA B J7 2 (Shigeyoshi Nakamura)

VB K - B (Kochi Medical School), 252 EBE5Hi (NIT, Ube College)

22N ERE(LH] Non-detergent sulfobetaine IC& B ) 7+ =T 1 » JDRE
Enhancement of protein refolding by protein stabilizer, non-detergent sulfobetaine
OF5H B (Kaori Wakamatsu), /NR#F FEHk (Mika Komoriya), {ifi #F %1~ (Tomoko Urano),
K/NE FK (Shota Daikohara), ffi[l] & ] (Ryoji Kamiyama), i Fll1J} (Kazuo Hosoda),
S¢lif {E— (Shin-ichi Terawaki)
BEA - PET. - 231 F4 (Div. Mol. Sci., Fac. Sci. Technol., Gunma Univ.)

EAREEBANMRICES7 IO R BERENIABIEDENR

Amyloid beta fibril formation elucidated by high resolution NMR

I R ! (Taiga Nakagawa), Py —Hf 2 (Ichiro Nishii), A& JBEL ! (Katsumi Matsuzaki),
OR®K X! (Masaru Hoshino)

"B W% - 3 (Grad. Sch. Pharm. Sci., Kyoto Univ.), “Z5F 4 « Bl (Fac. Sci., Nara Women's Univ.)

HE—RFHANKZOLEDOH LWL E NV E_SHBHRIESSE
New Method of Double labeling of Proteins for the Single-Molecule Fluorescence Spectroscopy
OFm x 2 (Aya Yoshida), 4R 4 1.2 (Sho Kanazawa), f5ff #8A ! (Hiroto Takahashi),

I o ! (Toshitaka Matsui), /INHJI] 32 1.2 (Hiroyuki Oikawa), #&H K= 3 (Daizo Hamada),

5% W 7 (Satoshi Takahashi)

"Btk - £ 5ehF (IMRAM, Tohoku Univ.), “HEdbk - Bl - {b (Dept. of Chem., Grad. Sch. of Sci., Tohoku Univ.),
SWﬁjC « 1.« InHME (Dept. of Chem., Grad. Sch. of Eng., Kobe Univ.)
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74 VO B—3TFHIEEEICK S F,-ATPase DIEEZ{LBEF

Microsecond resolved tracking of conformational changes of F,-ATPase by using single-molecule
fluorescence spectroscopy

EfE 2 (Takumi Takahashi), O/NE)I #2 1.2 (Hiroyuki Oikawa), ZHi St:54 3 (Mitsuhiro Sugawa),

ke w2 (Satoshi Takahashi)

"Lk - ZE45FF4% (Grad. Sch. Life Sci., Tohoku Univ.), *HLA + % JGHF (IMRAM, Tohoku Univ.),
SR - ¥4 AL (Grad. Sch. Arts and Sci., Univ. Tokyo)

Improve expression of recombinant human glucose-6-phosphate dehydrogenase (G6PD) in
bacterial system

O Thitiluck Swangsri. Usa Boonyuen. Thanyaphorn Junkree
Mabhidol Univ.

Biophysical characterization of an insoluble species formed by a chemically intact single
disulfide bonded BPTI

O Punitha Velmurugan. Yutaka Kuroda
Tokyo University of Agriculture and Technology

Nuclear import receptor inhibits phase separation of FUS through binding to multiple sites
i il (Takuya Yoshizawa)
jﬁ}ﬁﬁ)\ . /-'F’uaﬁ (College of Life Sciences, Ritsumeikan Univ.)

AUNVEDLHEFERNK ; KMKIAF I AB KUZDOEFEDIREE
Broadband Dielectric Spectroscopy on Proteins; Hydration-water dynamics and the thermal
excitation
OlA g ! (Naoki Yamamoto), i 32K 2 (Shota Ito), KH # 3 (Kaoru Ota),
iy Bk ! (Masahiro Nakanishi), FAJ IFE% (Atsuo Tamura), I F— 2 (Keiichi Inoue),
PHEL Tk 2 (Hideki Kandori), p N st (Eri Chatani), =R EMND (Keisuke Tominaga)

iz - B - {b (Grad. School of Sci, Kobe Univ.), 244 T.kBz « T. (Grad. School of Eng., Nagoya Institute of Tech.),
K - 4 F7 + b (Mol. Photoscience Research Center, Kobe University),
4*}'%5 IlﬁJJ_)\ . 'E'E’)‘?‘\J_ (Dept. of Elec. Eng., Fukuoka Institute. of Tech.)

Characterizing the aggregation of therapeutic antibodies in bioprocessing
OWIg F! (Masayoshi Onitsuka), KB fdtH 2 (Takeshi Omasa)

lﬁi%jﬁ < HPEPR TAFSEER (Grad. sch. of Tech. Ind. and Soc. Sci., Tokushima Univ.),
ik - T - HEAYSEUR (Grad. sch. of Eng. Osaka Univ.)

7a7#—L - EAETIE/
Proteomics / Protein engineering (3P-112 ~ 3P-132)

3P-112
(3WBp-02)

3P-113

il MKRFBR S NV EPRICHFETHIREACTI/BOFY FRKRY b
Isomerization and racemization hotspots in lens aA-crystallin
O H IR (Takumi Takata), JHEJ: #F- (Noriko Fujii)

}J?:j( . E%Wbﬁ (Research React Ins., Kyoto Univ.)

HIOORA) BB I HEXRAT I/ BOBUFRHBAILKD Z U NTEOFFEE XUFFRX
gaxRYY

Intermolecular and Intramolecular Protein Photocrosslinking through Site-specific Incorporation
of Photocrosslinkable Non-natural Amino Acid

Z % & (Rumi Shiba), OY¥# H 5 (Takayoshi Watanabe), J53X # 54 (Takahiro Hohsaka)

JeBeseii ok - =5 Y 7 V¥ 4 I A (School of Materials Science, JAIST)
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3P-114

3P-115

3P-116

3P-117

3P-118

3P-119

3P-120

1 XT7UIFT > Canf6 O X ERIBERIFERERKCEZFIAL/Z BHIlRIE b—7DRE

X-ray crystal structure analysis of dog allergen Can f 6 and structure-based identification of B cell
epitope with cross-reactivity

A B! (Kenji Yamamoto), OFHf 5 ! (Osamu Ishibashi), A5{fi BE5E ! (Keisuke Sugiura),

A Pkt (Miki Ubatani), Hiik Ef ! (Masatoshi Nakatsuji), J5A 5 2 (Shigeru Shimamoto).,

W ek (Masanori Noda), I iE 3 (susumu Uchiyama), fi&E XM 4 (Yuma Fukutomi),

VU HApl ! (Shigenori Nishimura), ¥z & ! (takashi Inui)

KBRREK - B - AdyBREE (Grad. Sch. of Life & Envi. Sci., Osaka Pref. Univ.), 23K + Bl T, (Fac. of Sci. and Eng., Kindai Univ.),
3|9ij: < B e T« A JGUE (Div. of Adv. Sci. and Biotech., Grad. Sch. of Eng., Osaka Univ.),
FHBE G BRI R F 982 >~ # — (Clinical Research Center for Allergy and Rheumatology, Sagamihara National Hospital)

ERTOTFAOANT 1 RL )X S—EZRML 7=BIEKEEHR % /N7 EE5H% (PUREfrex) ICX
BUOANT 1 REREVINVERR

Synthesis of proteins containing disulfide bonds using PUREfrex with human protein disulfide
isomerase

OMA 474 (Rena Matsumoto), 47 4% (Takashi Kanamori)

V=705 47 (KR) (GeneFrontier Corporation)

G AN EHEZBEROFREREOBT V1>
Redesign of Unstable Region in G-Protein Coupled Receptor
OZ=ZA HFil 12 (Masaya Mitsumoto), A¥FH 1z 34 (Takeshi Murata), 8 135 1.2 (Nobuyasu Koga)

"ERBL - ZEGVAIR (ExCELLS, NINS), 2#8FA - # PR~ (SOKENDAI), *T-32k - Bl (Fac. of Sci., Chiba Univ.),
4JST - & X %13 (JST, PRESTO)

N7 7—274 73D 5H RN E VHH RGO B R F iDL
Establishment of efficient isolation method for cancer-specific VHH antibody from antibody phage
library
Oz i 153 (Nobuyuki Nagamizo), 77K I (Satoshi Kishimoto), JEIR Z& (Kanade Fujisaki),
e K —HR (Dai-ichiro Kato), A i — (Yuji Ito)

BEK - BT - A4k (Dept.Chem Biosci.,Grad.Sch.Sci Eng.,Univ.of Kagoshima)

v aERBEAVNIEEZFIALEE T/ HTFOBRILESRELBIREADKA
Functionalization of AuNPs with ligand conjugated cushioning scaffold protein and its application
for sensitive colorimetric detection
O%H ¥47 (Hiroyuki Imanaka), [#35 7 (Haruka Matoba), f7 [ %2 (Naoyuki Ishida),

LA #Evd (Koreyoshi Imamura)

R RKBE « H& - I b (Dept. of App. Chem., Grad. Sch. of Nat. Sci. & Tech., Okayama Univ.)

BRIRK B XA VLSO T O 2 2Ny EREEERICET 5 5 FE N FREFIR
Analysis of protein-protein interactions in region except for globular domain by using the
molecular dynamics method
OBF uw!' (Takuya Shimato), T & ! (Ryohei Kondo), 4% J5{ 5K ! (Kota Kasahara).,
AR HER) 2 (Yasunori Aizawa), JE#% Ni— 3 (Junichi Higo), #iff HLt ! (Takuya Takahashi)

LG R - ZE4y - 2B (CollLife Sci, Ritsumeikan Univ), BT T3 K% AP T4k (Dept. of Life Sci. Tech., Tokyo Tech.),
KBS SEERIZERT (PR, Osaka Univ.)

Thermostabilization of mutant beta-glucuronidase resulted in increased stability and lower
background signal of homogeneous immunoassay

Off JugE 2 (Jiulong Su), K A2 (Yuki Ohmuro-Matsuyama)s, gl (Hiroshi Ueda)
"R T K - ZEAFBE T (Grad. Sch. of LST, Tokyo Tech), *HE Tk « {LA:WJF (Lab. for Chem. & Life Sci., Tokyo Tech)
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3P-127

3P-128

EBEF/70v 7 ePN-Blocks IC& B ACERBSFT/ IBEDRIR L AFIR
Self-Assembling Supramolecular Nanostructures Constructed from de Novo Extender Protein
Nanobuilding Blocks

JINR T 1 (Naoya Kobayashi), W 3 (Kouichi Inano), 0D At ] ! (Kenji Sasahara),

ek i3 (Takaaki Sato), i H:Hfi 3 (Keisuke Miyazawa), i [H] W1 4 (Takeshi Fukuma), Michael H. Hecht’.

DV FERyS (Chihong Song), #¥H Fl13%& 6 (Kazuyoshi Murata), O# I 58— 17 (Ryoichi Arai)

YEINK - ke - 52 (Dept. of Appl. Biol., Fac. of Tex. Sci. Tech., Shinshu Univ.), 24378 + 284> F (CIMoS, Inst. for Mol. Sci.),
31%‘}”7{ . ;ﬁ&‘fﬁﬁ . ﬂ"ﬂ_’, (Dept. of Chem. Mater., Fac. of Tex. Sci. Tech., Shinshu Univ.),

ERK - B T-T5 L (Div. of Elec. Eng. Comp. Sci., Kanazawa Univ.), SDept. of Chem., Princeton Univ..

CH:BEBF (Natl. Inst. for Physiol. Sci.)y {2 4HK « B4+ (CFMD, Shinshu Univ.)

ATP BEHIBOIEREZBIELE ATPHBE SV NVEOSIEEE

De Novo Design of ATP Binding Protein for Understanding the Binding Mechanism

Ok B2 (Takahiro Kosugi), HA) @t 2 (Kengo Nakamura), ;% 15 23 (Nobuyasu Koga)
5 FE (aMS), PRI (SOKENDAID, *AEATAIESE L ¥ 4 — (ExCELLS)

it ROBO1 N /NT bEY VRADHIFRFERICH T 5 MIBLFAEE

Interaction analysis of biparatopic antibody against ROBO1

OfkZE F28 12 (Hiroki Akiba), B3t A% 3 (Kyohei Yumura), &I % 2 (Kensuke Takayanagi),
JEEE Bk (Takao Hamakubo), AR {3 1,235 (Kouhei Tsumoto)

R BEARESEAIF - BI3E S 4 ~ 4 (CDDR, NIBIOHN), 2B K - T.+ /Nf %+~ ¥ (Dept. Bioeng., Sch. Eng., The Univ. of Tokyo),
SYK - PifEdk - X 74 A VA A (Dept. Med. Genome Sci, Grad. Sch. Front. Sci., The Univ. of Tokyo),
B - SEMEE (RCAST, The Univ. of Tokyo), ¥k « EEFMIJF (IMS, The Univ. of Tokyo)

VTR A RFEOBEICKS IgG HZERFRME T HRaY /) — MLFDOIESE
Construction of an IgG-like bispecific T cell-recruiting antibody by fusion of a single-domain
antibody

OWiPh %f (Takeshi Nakanishi), #tAY -3 (Chihiro Tsumura), JtA) B4l (Masaya Kitamura)
Bk« BT - ABZE (Dept. of Appl. Chem. and Bioeng., Grad. Sch. of Eng., Osaka City Univ.)

TL 71 R AT BNAERORE & REFENRDORF
Relationship between protein adsorption on prefillable syringe surface and micron aggregate
generation

OB 223 12 (Takahiro Maruno), {33 KKl 3 (Hiroki Watanabe), >KH H.id ! (Saki Yoneda),
PG #Z * (Takayuki Uchihashi), JL3E £ (Satoru Adachi), FEH: FF4~ * (Kunihito Arai),
&k (Taichi Sawaguchi), PNILI 7 1,5 (Susumu Uchiyama)

"MK -+ B+ T (Grad. Sch. Eng., Osaka Univ.), 2ZL— « X 54 2 (#k) (U-medico Inc.),
34K - B - PI (Grad. Sch. Sci., Nagoya Univ.), ‘HAY + (#k) (Zeon Corporation),
ST A28 4 A (Okazaki Inst. for Integr. Biosci.)

AL VNVBE7O0-TICEDRHEERD K XM BROBREESILE=2) T
Domain-specific monitoring of higher-order structure of therapeutic antibodies on the basis of
molecular recognition of artificial proteins

O ! (Hideki Watanabe), #RH A+ 2 (Naoko Hayashida), 7 Fidll 1.2 (Shinya Honda)
YERIE + /N4 F 254 IV (BMRI,AIST), UK « Pr4I® (Grad Sch. of Front. Sci., The Univ. of Tokyo)

181 RAERHERF ANGPTL2 DSeiHifa2 &4 LILRB2 #5SERIDEE
Identification of the binding site of ANGPTL2 to LILRB2 receptor

@) Lid (Takahiko Aramaki), K FIET ! (Kimiko Kuroki), % £ 2 (Tsuyoshi Kadomatsu),
Rith HE— 2 (Yuichi Oike), Hijfi 5 ! (Katsumi Menaka)
'tk + BidE (Grad. Sci. of Pharm. Sci., Hokkaido Univ.), “HEK + BlE (Grad. Sch. of Med. Sci., Kumamoto Univ.)

ERLEAVNIVERAHFBENDSET Y ICETT
Toward de novo design of protein complexes with diverse symmetrical structures
O/NFk B! (Naoya Kobayashi), 12 15K 1.2 (Nobuyasu Koga)

VELREBFY - 4B (NINS, ExCELLS), Z8HF K - WRiFL2% (SOKENDATI)
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3P-129

3P-130

3P-131

3P-132

PCRICERAFIREL I LV 7—FT7HRNDT7X')—BDNAFKI X 53—
A crenarchaeal family B DNA polymerase practical for PCR

OB T (Sonoko Ishino), K[ 5iilk (Katsuya Daimon), 4Jf: Z$35 T+ (Namiko Imai),
M2 #1% (Sachiyo Nagumo), [L] I fé (Takeshi Yamagami), #%)I] 1B (Hiroaki Matsukawa),

A% B (Yoshizumi Ishino)

JUKBE + B2 (Grad. School Bioresource and Bioenviron. Sci., Kyushu Univ.)

METL—LT7—VFBADOTNF 2V FAZ2—B AL 2 HMER ERfTOABERE
Studies on the generality of affinity improving technology by introducing Arg cluster into FR3
ORifH BEE! (Shingo Macta), HIAJT 3k 123 (Makoto Nakakido), A< - 1,23 (Kouhei Tsumoto)

"gikkz - T. - 284 > ¥ (Dept. of Bioeng., Univ. of Tokyo),
zﬁjilgﬁ « 1.« {/b4: 1. (Dept. of Chem and Biotech., Univ. of Tokyo),
3%7( . [%i”i)f CYPEH T T (Med Proteom., Inst. of Med Sci., Univ. of Tokyo)

FR3 ADTET = / BREAIC KB5S F ORI ZTH
Improving the affinity of an antibody by introducing charged amino acids into framework region 3
Off7K & (Atsushi Fukunaga), ') —< /33 ¥ ¥ 2 (Bajaj Reema)

YRRy 7 ABRKREH AN AES (Technology Development, Sysmex Corporation)

FEHRIRCY 1 b HA 2 OREHEWIERTHT

Design and Evaluation of Backbone Circularized Cytokine

O 28! (Takamitsu Miyafusa), %% B 2 (Risa Shibuya), ) ¥ ! (Wataru Nishima),
B FE 2 (Rie Ohara), % H A&l ! (Chuya Yoshida), ARH By 12 (Shinya Honda)
DERSWE - /N4 F A 54 AV (BMRI AIST), ¥k « Hi43% (Front. Sci., Univ. of Tokyo)
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