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EOT¥0iRE - BE - KK : 1983 EH5D 35 AFEZESLT
35th Anniversary of Protein Engineering since 1983

REOHMHO—DIIHABEHLEETH Y, HEATH BRI REN LSRR~ S Th T &z 1983 4E12
Science FEDFiH#5 T Kevin Ulmer % “Protein Engineering” # 32 L THSESAETHEEIC R LD RIS, 2
TOEATHEOREL RN EL L DI, BATFOEREN L6 L2 L 2R L. SHROEATLEOWHEMN%
BIrU—rvay TaET S, EELYEEEALARYESE, Hae LREN—EIZRT AT LT, HAREOK
MROEH LFIEx RS2 HMmsi 3,

This year marks the 35th anniversary since Kevin Ulmer proposed “Protein Engineering”. In this workshop, the

history of Protein Engineering from its dawn will be revisited. In addition, the developments and future prospects in

the related research area will be openly discussed to innovate a new generation of Protein Engineering.

F—HFrAY¥— B EE (BREX. #iHF =— (B
Organizers: Satoshi Akanuma (Waseda Univ.), Ryoichi Arai (Shinshu Univ.)

1WA-01

1WA-02

1WA-03
(1P-021)

1WA-04

1WA-05

[16:00]

[16:03]

[16:33]

[16:58]

[17:38]

(=421
Opening Remarks
O#r It 56— (Ryoichi Arai)

f5IHK (Shinshu Univ.)

BAEAEIFS - EREHESRAHORVEH
Recollections of the beginning of PSSJ and "Tankoukai": the age is coming
OK 5 Z%HB (Tairo Oshima)

HAUL T - BREEAEWHE (Inst. Microbiol., Kyowa-kako)

BUYNTETHA VREOBIRE K
Current and future perspectives of protein design
OFr Ik 5247 12 (Munehito Arai)
"R - AL - A A BRESE (Dept. Life Sci., Univ. Tokyo), “HUK + Fil - ## ( Dept. Phys., Univ. Tokyo)

ERMREMDEE S AT LOEMICEHTS TBP D&E!

Leading role of TBP in the establishment of complexity in eukaryotic transcription initiation
systems

O%e3% g 23 (Naruhiko Adachi), JI| I 3% R 4 (Eiryo Kawakami), —-Hl {2k 1.2 (Toshiya Senda),
Yk 1F %S (Masami Horikoshi)

'KEK - HERF - PF - %49 (SBRC, PF, IMSS, KEK), &Mk (SOKEN-DAI), *JST - X X 2513 (PRESTO, JST),
SRR - BRREA ) NX—3 3 v (MIHub, RIKEN), “BUK - 4+E#F (IMCB, Univ. of Tokyo)

RABZFOBEE R Z57E L-EOEFRBEERAREROEE
Protein-protein interaction assays using split structure and divided reaction of luciferase
OXR= f#d (Yuki Ohmuro), _H % (Hiroshi Ueda)

HTK - Bt - fLZEBF (Lab. Chem. Life Sci., Inst. Innov. Res., Tokyo Tech.)

3D RAAMVARADVEVTILE BV INYEEAFDEE
Construction of protein supramolecules by 3D domain swapping
ORH & (Shun Hirota)

Zs BAEU K« S5 (Grad. Sch. Sci. Tech., Nara Inst. Sci. Tech.)
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1WA-06 (1803 EHmOMEAELZEZDEEETHAR
Protein engineering studies to explore the early evolution of life
OR{H 58 (Satoshi Akanuma)

HLK - AF} (Facl. Hum. Sci., Waseda Univ.)

[1828] FH I
Closing Remarks
OB B (Satoshi Akanuma)

AR K (Waseda Univ.)
B &5 (3 4= 301) / Room B (3F, Conference room 301) .
1 WB 68268 (&) /June 26 (Tue) 16:00~ 18:30 dapanese Session

SACLA OFEERMHEES5THEEMERRDT LA 7 AN—
Breakthrough of structural biology brought by advanced technology of SACLA

X#HBAES L —%— (XFEL) 345 S 728 L XK#OERTH 50 XFEL Z M L 72 S AT Sl 0 %6
RIZE) EEEDHEIET HBE Z 5 S L e E o ERE - SR R - Fin R RE TR T
EHMRNFR L 720 KT —2 23y 7 TIE, XFEL 12 X 2 M Tk, EEFADIE, £ L TR OBk %
Mg Rz i L. & EHEEREEH BT Oz RET %,

X-ray free electron lasers (XFELs) are fourth-generation light sources that have become available only recently. The
development of XFEL-based structural analysis has brought about an era in which the conformational change that
occurs when a protein functions can be visualized with atomic resolution and fast time resolution.In this workshop, we
introduce methods of structual analysis with XFEL, an industrisal application research, and latest results of dynamic
structural biology.

F—=HFAY— iEH R— (KIRX). mk BIEF (GE)
Organizers: Eiichi Mizohata (Osaka Univ.), Eriko Nango (RIKEN)

(1600 (FU&HIC
Opening Remarks
Oiii ¥ %— (Biichi Mizohata)
KBLK (Osaka Univ.)

1WB-01 1[1606] XFEL 3 FHEINRAAZ /NI BBEEL
Protein structural dynamics revealed by XFEL molecular movies
OFif% iy 12 (Eriko Nango), 77 #Hl 1.2 (So Iwata)
"BERF - SPring-8 (Riken SPring-8 center), *5{K[ + B& (Grad. Sch. Med., Kyoto Univ.)

1WB-02 (1629 SFXICHIIBT—RUBET—2DHEICDOWVT
On the processing and quality of data from serial femtosecond crystallography
OIW'F EARHER (Keitaro Yamashita)

B SPring-8 (RIKEN/SPring-8)

1WB-03 11652 SACLA E¥EHTOJ 5L EXFBKETOT 5 LHSOMER
Outcome from the industry-academia collaboration program at SACLA

OFi# Hit#i (Mizuki Takahashi)
#—=Jt RD /"— L (#) (DAIICHI SANKYO RD NOVARE CO., LTD)

(8)



1WB-04 (17151 JiE{EEER DNA 74 b 7—H D XFEL #ER8E /7R
XFEL analysis of light-mediated photoreduction and DNA repair of photolyase
ORI ke 12 (Yoshitaka Bessho), 117G - 3 (Junpei Yamamoto), HHHt HLEk 24 (Rie Tanaka),
Witk RBET- > (Eriko Nango), %4 4 >* (So Iwata), Ming-Daw Tsai'. Lars-Oliver Essen’.
Manuel Maestre-Reyna'

"HrLfgERE - ZEP{LEE (Academia Sinica IBC), PR - SPring-8 & & # — (RIKEN SPring-8 Center),
Sk - JERET 4 (Grad Sch. of Eng. Sci., Osaka Univ.), “Bik - BZEE (Grad. Sch. of Med., Kyoto Univ.),
574 v FRFET =TV (Philipps Univ. Marburg, Germany)

1WB-05 (1738 N AEmtEEE&FIA U/EES R X SERESERITIC K 3BRRICODEF
Observation of enzymatic reaction by time-resolved X-ray crystallography with
photosensitive caged substrate

O ®R)Z (Takehiko Tosha)
FUF - SPring-8 (RIKEN SPring-8)

1WB-06 (18011 XFEL THEFv¥RIORT I DOEEEL
Time-resolved crystallography of channelrhodopsin
OV 1% (Tomohiro Nishizawa), /N FlI1E (Kazumasa Oda), {fiA B (Osamu Nureki)
HOK « PEL - R} (Dept. of Sci., Univ. of Tokyo)

18241 b
Closing Remarks
OF§f% R (Eriko Nango)
B (RIKEN)

C £ (30 = 302B) / Room C (3F, Conference room 302B)
1 WC 68268 (X)/June 26 (Tue) 16:00 ~ 18:30 Japanese Session

MFEEICED  EIEFEMMERTE L HEeHl{H
Structure-Based Drug Discovery to Regulate Physiological Function

FHE | IR [AE gL JRIE

AFEEE OFERIEE K S AW FOBRELMERETH ) . LR MICERLFEICEIRL T2 —T,
AR, BEEYFRIEW T A 77 ) — 2 T EEEY H ORBREMH»E L CHERL72Z LT, LEWIZ X HH%
RERIENEFR R MR o0 d D0 KT =2 v a3y 7T, ALEWAZ ) —= 7 NMR, @SR 2 Efkc 2 F
Fw 72 AR B B ORE RLHERRFIH OBUR & Fk 2 RFr O EBER O FE 2 28 U T 9 5o

Physiologically active substances have been an important research target of biology for a long time. In recent years,

advanced techniques for structural biology and drug discovery have been developed and open a new era of functional
regulation by chemicals. In this workshop, we discuss current status and future presenting the latest researches.

A=A AY— " RIE KRR RELLKRE). BR F— (BHEXSE)

Organizers: Chojiro Kojima (Yokohama National Univ.), Hidekazu Hiroaki (Nagoya Univ.)

[16:00] & LI
Opening Remarks

1WC-01 116100 PDZ KX VICHEAT 2 ZHLEROLENETDEE TN
Variations in molecular scaffolds that bind PDZ domains and their biological activity
YNGES (Misaki Hisada), Y 2375 ! (Kiminori Hori), K [l 1.2 (Takeshi Tenno),
OB FH— 12 (Hidekazu Hiroaki)

"ZdiR K - AIFERHE (Grad. Sch. Pharm. Sci., Nagoya Univ.), *& i £t BeCellBar (BeCellBar, LLC.)
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1WC-02 (1630 JLFEMAEREEL L LSRR
Drug development technology based on wheat cell-free system
Ol 3# W (Tatsuya Sawasaki)

gk - PROS (PROS, Ehime Univ.)

1WC-03 (1655 BRFHMAMNY_EarlL—avic@Eitiy) Y FREEEORRA
Mechanism of ligand recognition for manipulation of self-incompatibility
O 5 ¥] (Kohji Murase)

WK 2 ER) - s AL (Dept. Appl. Biol. Chem., Univ. of Tokyo)

1WC-04 117200 WREAFDEFRAF > EFFBA AV ICERLUZRCER || OBRIBERIRICED
70 b OFEBERBORELFITRR

(1P-023) Structural analysis of the mechanism of proton transfer inhibition due to substitutions of
chloride ion by other anions in Photosystem I

OMe%, Fp ! (Yasufumi Umena), 3L #4 2 (Shouya Tamaru), L A~ 1.2 (Jian-Ren Shen)

K - BUPIERENE (RITS, Okayama Univ. ), *fiK « EI#AFF# (Grad. Sch. of Nat. Sci. Tech., Okayama Univ.)

1WC-05 (1740 #p#FMPILERETZEE 3 OEERIBMICHFET S FO VICKBERRE
(1P-022) Conserved tyrosine residues involve in the orientation of the transmembrane region for
FGFR3
OFHH #H1 12 (Hiroko Tamagaki), ZJ5 Z D A 2 (Konomi Kuwahara), HJJ}2% Mt 2 (Yuya Asahina),
e #2 2 (Hironobu Hojo), i %% 3 (Takeshi Sato)

"Wk - F /& ¥ % — (INSD, Osaka Univ.), Bk - HAMF (IPR, Osaka Univ.), “HU#B3EA (Kyoto Pharm. Univ.)

1WC-06 (18001 EIZE NMR D & DHEMEIRZESBFADGH
Pharmaceutical NMR techniques developed for plant physiology
O FUHB - (Chojiro Kojima)

"BRUEIEK « T (Grad. Sch. of Eng., Yokohama National Univ.), *Fk « & FIF (Inst. for Protein Res., Osaka Univ.)

(1820 #EEEER
Discussion

D £38 (3B &% 302A) / Room D (3F, Conference room 302A)
1 WD 6F 268 (X)/June 26 (Tue) 16:00 ~ 18:30 Japanese Session

NMAEE2SCREREZ NVEBORNEICLSIWMA
Calorimetry of immunological proteins including therapeutic antibodies

BUEL, v7 0238y 7 R LNV TREROENERZ 2D WEERFET, ¥ v /37 BOMEAE BT R %8 1k
AHEICBWTERTH . AT—2 v ay 7T, JUREEL STRIEMES > 87 BICEREZ/Y . DSC % ITC »»
LEOLNTETIFN /T A —F — DR, fid s OFRIZOVWT, HEOEREIT ) K/37 A —F —OFHICET
BIFFEDOIRAT DRI & S DBHIZOVTOHERT A2 TETH 5o

Calorimetry is an effective method for studying protein-protein interactions and protein stabilities from
thermodynamic point of view. In this workshop, we will focus on the proteins related to immunological functions and
presenters will demonstrate interpretation of obtained thermodynamic parameters and the relation to protein structure.

F=HFAY— Rl E (KX). BA ExF (REAFILK)
Organizers: Susumu Uchiyama (Osaka Univ.), Masayuki Oda (Kyoto Pref. Univ.)

[16:00 FUSHIC
Opening Remarks
OWII # (Susumu Uchiyama)
KKK (Osaka Univ.)

(10)



1WD-01

1WD-02

1WD-03

1WD-04

1WD-05

1WD-06

[16:05] RIEFR ST TIVEESDTF SH2 LHBIFIBZEHE DS FREEERERIT

[16:30]

[16:55]

[17:40]

[18:05]

[18:25]

Molecular interactions between signaling molecules, SH2 domains, and co-stimulatory
receptors
Ofif2e B 12 (Satomi Inaba), {H7A 153 3 (Nobutaka Numoto), fJHH I 3 (Nobutoshi Ito).,

KR B2 (Masayuki Oda)

VBRI R e ~ ¥ — (JASRU/SPring-8), “HUMFK - Bk @rBRBEAt 4 (Grad. Sch. Life Environ. Sci., Kyoto Pref. Univ.),
AR K - #ERF (Med. Res. Inst., Tokyo Med. Dent. Univ.)

A OEREEZEAC RN LERET D /= DRAE
Calorimetric studies of an inhibitory mechanism and affinity improvement for antibody
OEMA 123 (Satoru Nagatoishi), H:AR {3 1,23 (Kouhei Tsumoto)

'K« BERHIF (Inst. of Med. Sci., Univ. of Tokyo), “HIK: « 1.+ /34 + > ¥ (Dept. of Bioeng., Sch. of Eng., Univ. of Tokyo).
*HOKPE + 1 {bZE (Dept. of Chem. Biotech., Sch. of Eng., Univ. of Tokyo)

Day 1 (June 26)
WorkShop

BAEICEDNAFEROS FREBEERFRORHERE
Interaction analysis by calorimetry of antibody drugs -Feature and Issues-
Ol # (Susumu Uchiyama)

Bk « T. -« Z:fiy5ed (Dept. Biotech., Grad Sch. Eng., Osaka Univ.)

BNFHINTG XA —F—RAVERAEREMLEEH/N) 7 2 b OYiEF b
Evaluation of physicochemical properties of antibody glyco-variant using thermodynamic
parameters
OARTF BEN! (Kiyoshi Masato), &+t #7401 23 (Caaveiro Jose), % £& ! (Minoru Tada),
WA T2 (Hiroko Tamura), FHH 5 4 (Toru Tanaka), J¢F2 Fud 4 (Yosuke Terao),
ES5 5 a)lfF? (Koldo Morante), J§{ [ 5t ! (Akira Harazono), & HI % ! (Noritaka Hashii),
e wY ! (Hiroko Shibata), HH FoHi 2 (Daisuke Kuroda), Fe["[f1 iz 2 (Satoru Nagatoishi),
KIL R (Seigo Oe), F}H HEZ 4 (Teruhiko Ide), #HEA i 2,56 (Kouhei Tsumoto),
Ak W1 ! (Akiko Ishii-Watabe)

VR 37 PSR S £ T ZE RS2 (National Institute of Health Sciences),

TRRRF RSP LR NAL v V=7 ¥ 7 H I (Department of Bioengineering, School of Engineering, The University
of Tokyo).

S K EF R B3k 2 0F 22 B¢ (Graduate school of Pharmaceutical Sciences, Kyushu University),

B — B4 HE (Tosoh Corporation), “HE5UKZFERMHERFZERT (Institute of Medical Sciences, The University of Tokyo).
OE S He M - dtE - SeAEWFSET (National Institutes of Biomedical Innovation, Health and Nutrition)

DY FXHE VTR XA O RGEORFEMEREFEDEE
Acquisition of single domain antibodies derived from rabbit and construction of the method
to improve physico-chemical properties
Oy &t ! (Naoya Shinozaki), AR ! (Ryuji Hashimoto), ¥fH J##d 2 (Masanori Noda),
P 23 (Susumu Uchiyama)
I (B - N A a Y2 ARER - £ 5 Y T 4 W%EFT (Modality Research Laboratories, Biologics Division, Daiichi Sankyo

Co., Ltd).
POk - T+ 25BN (Dept. Biotech., Grad Sch. Eng., Osaka Univ.), i§#% 47354 4 (OIIB, NINS)

BANERABEICH B NFDREN ENRES DRNFFE
Thermodynamic properties of stability and antigen binding of antibody on affinity
maturation

Ok B3¢ (Masayuki Oda)
HURFK « Bk A BRI A2 (Grad. Sch. Life Environ. Sci., Kyoto Pref. Univ.)

EbUIC

Closing Remarks

Ok B3¢ (Masayuki Oda)
SURBHESZ K (Kyoto Pref. Univ.)

(11)
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E<B 2 h£E= 201) / Room E (2F, Conference room 201)
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BEAYE - XTFROREKREBRDLEVFNHRF
Protein aggregation and membrane-less organelles

ZZ2FET, EHEOBREIIERTORLoPWVARMEN S, AIEB I OAGHRIELELLIEHR E L CEELRF
ZEEF IS L7 MRENEROEREYE L SNb 7 I 04 FOWEIE, UM 6EH SN TEL, T2, HED
BFE LR EEEOERER I T, TELV T 7 ABERLE LB O A LHEAMICE T 205 G5k L Tw
bo SHITHIETIX, HIBEOEHLRLRKRENRTF FPHMBATEREL, [EORWI VT AT ] 2BKTLEE
I HNBAEFEDOH/NT T A APRIBENTBY, EHEEEONRIIEIIRECEET LI LM SN L, KT —
7 ay 7T, SHEOEEOWILER. ELE. BN SIS > 7205, S 612, [BOZ\wr vt 7 |
VIO HT LWl A Z NS Do

In the past twenty years, protein aggregation has developed into an important research field because of its
implication in drug discovery and life phenomena.Protein solubilization technology of amorphous aggregates has
recently attracted much attention because of the high concentrations used in the formulation of therapeutic protein
formulations and industrial enzymes. A new paradigm of cell biology has recently been proposed, where proteins and
peptides naturally aggregates inside cells would form "membrane-free organelles". In this workshop, we will discuss
new concepts of protein aggregation from biophysical, biochemical and medical viewpoints as well as "membraneless

organelle".

F=HFAY—xH &FE KX . BA# (RRELIX)
Organizers: Yoshitaka Nagai (Osaka Univ.), Yutaka Kuroda (Tokyo Univ. of Agriculture and Technology)

1WE-01 (1600 EREREMADELRERE
Historical perspective on the study of protein aggregation
Ol #hi%e (Yuji Goto)

B K - A (Inst. Protein Res., Osaka Univ.)

1WE-02 (615 Intrinsic disorder, Protein Aggregation, and Membrane-Less Organelles
O Vladimir N. Uversky"’

'Department of Molecular Medicine and USF Health Byrd Alzheimer's Research Institute, Morsani College of
Medicine, University of South Florida, Tampa, FL, USA.

*Laboratory of Structural Dynamics, Stability and Folding of Proteins, Institute of Cytology, Russian Academy of
Sciences, St. Petersburg, Russian Federation

1WE-03 1(1650] Labile cross- B polymers of low-complexity domains as a basis of formation of non-
membrane bound subcellular structures

Ol B A (Masato Kato)

7 ¥ A KL (Dept. of Biochem. Univ. of Texas SWMC)

1WE-04 (1720 EREOT7ENT 7 AREOEMDIPFENME
Biophysical studies of protein solubility and amorphous aggregation
OHH #% (Yutaka Kuroda)

BTOK - I0 - Ay 1 (Dept Biotech & Life Sci, Tokyo Univ Agri Tech (TUAT))

1WE-05 (17400 KU JTNEIVEOEDEERS - (518 - BE CARER
Conformational transition, transmission and aggregation of polyglutamine protein, and its
therapeutic strategy

Ok I b (Yoshitaka Nagai)
Bk « & - fiFEHERS (Dept. of Neurotherapeutics, Grad Sch. of Med., Osaka Univ.)

(12)



1WE-06

[1800] FAREMRERIRELEICH T DIERERNBEORE

Alteration of non-membranous nuclear organelles in amyotrophic lateral sclerosis

O/Np B (Osamu Onodera)
FEK - AF - SN (Neurol. BRI, Niigata Univ.)

(13)
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A= (41 BE=Z%E) / Room A (4F, International Conference Hall)
2WA 68278 0K /June 27 (Wed) 16:00 ~ 18:30 SIEEUE S

% 3 B APPA/PS/PSSJ 7—¥%av7 - BREMAREIF—:

P OTREHMEICH T EAERFEDER

Third APPA/PS/PSSJ Joint Workshop - IPR Seminar:

Protein Science in the Asia Pacific Region: Building Understanding and
Collaboration

MARMBTIIE S EHEMRE II 2T A ICHBT A2 L2 HNE LD TH Y . FLOBMEEE DL BINT
xFT,

Asia Pacific Protein Association (APPA) 1, 7 ¥ 7 KM COEFEMIEDO R & 58+ Hig L T 2004 F1257%
SEN BAE 16 OF - AN LT 5b. APPAIX3 B &2 Y RY Y A% L T 5725 KAl 2020 4E D
APPA ¥ VRV MIABRIZB VT, KENZHLE % & { ProteinSociety « HAREHERFA L OB E 24, 2
NHOMBREDVES LT, TNENOMEEFERT S L2, SBROMFREHIZONT, TV FT—=T VT4 Ah Y
Tarxfro,

The Asia Pacific Protein Association grew out of the desire of the Protein Science Society of Japan to build knowledge
and interaction among protein scientists in the Asia Pacific region. Last year, at the 5th APPA Conference in Thailand,
protein communities from 3 more countries joined APPA, making a total of 16 protein communities. As such, this
Third APPA-PSSJ Workshop and IPR Seminar would showcase the success of this organization by providing a forum
for young and experienced protein scientists who have become involved in the Asia Pacific Protein Association.
Studies on protein structure, function and applications from the Asia Pacific region will be described by current APPA
council representatives, with a special emphasis on the participation of junior council members and those who have
recently joined the APPA.

F—HF Y — : Jisnuson Svasti (Chulabhorn Research Institute).
James Ketudat Cairns (Suranaree Univ. of Technology).
=g B (EALKR). %EE #hIR (KERAX)

Organizers: Jisnuson Svasti (Chulabhorn Research Institute),James Ketudat Cairns (Suranaree Univ. Tech.),
Satoshi Takahashi (Tohoku Univ.), Yuji Goto (Osaka Univ.)

2WA-01 (1600 Collaboration in Protein Research for Nearly 50 Years
O M.R. Jisnuson Svasti
Laboratory of Biochemistry, Chulabhorn Research Institute, Thailand

2WA-02 116051 From Fundamental to Novel Detection Technology of Flavin-Dependent Monooxygenases
O Pimchai Chaiyen'. Pratchaya Watthaisong'. Jittima Phonbuppha'. Vinutsada Pongsupasa'.
Nattanon Akeratchatapan'. Pattarawan Intasian'. Panu Pimviriyakul',
Thanyaporn Wongnate'. Ruchanok Tinikul’. Yoshihiro Ohmiya’

'School of Biomolecular Science and Engineering, Vidyasirimedhi Institute of Science and Technology (VISTEC),
Thailand.

Department of Biochemistry/Center for Excellence in Protein and Enzyme Technology, Faculty of Science, Mahidol
University, Thailand.

*National Institute of Advanced Industrial Science and Technology (AIST), Tsukuba, Ibaraki, Japan

2WA-03 [1620] Structure and regulatory mechanism of vaccinia related kinase 1 (VRK1), a mitotic kinase
O Ho Sup Yoon

School of Biological Sciences, Nanyang Technological University, Singapore

(14)



2WA-04

2WA-05

2WA-06

2WA-07

2WA-08

2WA-09

2WA-10

[16:35]

[16:50]

[17:08]

[17:20]

[17:35]

[17:50]

[18:05]

[18:20]

Structure-function relationship of a highly selective peptidyl inhibitor of hKv1.3 voltage
gated potassium channel

O Syed Abid Ali

H.E.J. Research Institute of Chemistry, International Centre for Chemical and Biological Sciences (ICCBS), University
of Karachi, Pakistan

Comparative proteomic profile of Naja khaouthia from India and Bangladesh reveals the
urgency of developing specific antivenom for snakebite treatment in Bangladesh

Md. Habibur Rahmann'. Nazmuzzaman Sarkar'. Argho Aninda Paul',
Kazi Md. Faisal Hoque'. Archana Deka’. Robin Doley’. O Md Abu Reza'

'Department of Genetic Engineering and Biotechnology, Molecular Biology and Protein Science Laboratory, University
of Rajshahi, Bangladesh.
*Department of Molecular Biology and Biochemistry, Tezpur University, Assam, India

“What’s the John Dory?”---Building understanding and collaboration Down Under
O Erinna Lee"?

'La Trobe Institute for Molecular Science, Bundoora, Victoria, Australia,
’Olivia Newton-John Cancer Research Institute, Heidelberg, Victoria, Australia

Structure of a Yeast RNase P holoenzyme at 3.5 A resolution
Pengfei Lan, Ming Tan, Jian Wu, O Ming Lei
Ninth People's Hospital, Shanghai Jiaotong University School of Medicine, Shanghai Institute of Precision Medicine

Structural Basis of NADPH Oxidase Organizer 1 (Noxo1) Interaction with NADPH Oxidase
Activator (Noxa1) in the NOX1 Activation

Pravesh Shrestha, Myeongkyu Kim. Ji-Hye Yun. O Weontae Lee

Structural Biochemistry & Molecular Biophysics Laboratory, Department of Biochemistry, College of life Sciences &
Biotechnology, Yonsei University, Seoul, Korea

Structure and function of proteins involved in targeting of tail-anchored membrane
proteins to the membrane of ER or chloroplast

O Chwan-Deng Hsiao'. Tai-Wen Lin'. Hsin-Yang Chang’. Yuh-Ju Sun’

'Institute of Molecular Biology, Academia Sinica, Taipei, Taiwan,
’Department of Marine Biotechnology and Resources, National Sun Yat-sen University, Kaohsiung, Taiwan,
*Institute of Bioinformatics and Structural Biology, National Tsing Hua University

Rapid test for detection of rotavirus using VP6-specific polyclonal antibody
O Truong Quoc Phong'. Do Thi Thu Ha'. Ngo Thu Huong’. Nguyen Dang Hien’

'Hanoi University of Science and Technology-
*Center for Research and Production of Vaccines and Biologicals

Discussion
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B 15 (3B &= 301) / Room B (3F, Conference room 301)
2WB 68278 0K /June 27 (Wed) 16:00 ~ 18:30 Japaness Session

EOEMAD SERE L TEIERA

From protein research to medical and medical technology collaboration

#HE | EKRFERFEHLR SRR

EHE OB ENEROWIEIZO LY, AlZEY — A EFh, SSHICETEHEICORAIE LTETWET,
4% |2 Bench to Bedside ZFEH L L9 & LTWAWIZEIZ 7+ —H A% & T, Bex 7 70 —F CTHREEHIZE 2 BIRIG
HALTWI ) E LTV EEHETHOMAEEZHEIIBIFOL, INALD T VAL = a L) HF—=FIZOnT
OHEEBLZIZOVWTT A ANy varyLTnwEET,

Basic research on proteins has led to clinical research, drug seeds have been advanced, and collaboration between

medicine and engineering has activated. We invite researchers who are realizing “bench-to-bedside” from various

approach and discuss issues and prospects.

F—HFAY— B X GrRRERZHRARKE) . BE X8 GhRKEREHRERmT)
Organizers: Koh Nakata (Niigata Univ. & Dent. Hosp.), Daisuke Tokita (Niigata Univ. & Dent. Hosp.)

(1600] (FU&HIC
Opening Remarks
O™ H St (Koh Nakata)

PriE K P o 2% A b (Niigata Univ. & Dent. Hosp.)

2WB-01 (1605 ELEEICKZBRENEEGRTF AR AT LORMR
Contribution of Medical-engineering Collaboration on Development of Novel Gene Delivery
System
OAf Hitl! (Kenya Kamimura), J&H 3¢ 2 (Masafumi Oda), <pJf 522 ! (Shuji Terai)

"B K - B - 41k (Div. of Gastro. and Hepatol, Niigata Univ.),
SHEOR - HUIRANZEHEAERERE (Inst. Social Innov. & Coop. Niigata Univ.)

2WB-02 116301 IDHZEREJVUF—DRZHEMPERE- AFRL—a 2B L TERREZBET -
Collaborations aimed at the diagnosis and intraoperative treatment of IDH-mutant gliomas
OFMW ! (Manabu Natsumeda), B35 3&H] ! (Hideaki Abe), [ 1FHE ! (Masayasu Okada),
HA R e 2 (Hironaka Igarashi), H1H J) 2 (Tsutomu Nakada), /M1 555 3 (Akihide Koyama)s,
NS (Osamu Onodera), Aifi [l HH3E 4 (Akiyoshi Kakita), KAT 3k ! (Makoto Oishi),
et B2 1 (Yukihiko Fuijii)

"k - JBE - AL (Dept. Neurosurg., BRI, Niigata Univ.),
2K - IR - A (Center for Integrated Brain Sci, BRI, Niigata Univ.), *#7 A « KA - #i4 (Dept. Neurol., BRI, Niigata Univ.),
Bk - BWE « 5P (Dept. Pathol., BRI, Niigata Univ.)

2WB-03 11655 p62-Keapl1 & /N BRIHE(EABEERIOR ) -9
High-throughput screening for inhibitors of p62-Keap1 protein-protein interaction

O—4 F#2 (Yoshinobu Ichimura)

Bk - & - 1 4L (Dept. of Biochem. Med., Niigata Univ.)

2WB-04 (1720 FREBEWEIC &S BRREERSBORERAL AFEDRHSH
Uremic toxin-induced systemic disorders; Mechanism and therapeutic strategies
OlliA il (Suguru Yamamoto), fJHi§ F&iH 2 (Yoshiharu Ttoh), & H —f ! (Ichiei Narita)

"Wk - I - & (Clinical Nephrol and Rheumatol, Niigata Univ.),
RS 7 Loy W RN £~ ¥ — (KUREHA CORPORATION, Adsorptive Medicine Technology Center)

(16)



2WB-05 (1745 ETEH%EREBEABMEOZHEARICHITZ2EOEMR
Protein research on diagnosis and treatment of dementia by medical technology
collaboration

Oith N fé (Takeshi Ikeuchi)

B K - BHF - ZE451) ) — 2 (Brain Res. Inst., Niigata Univ.)

(1810 #RAEEIEH
Discussion
Cs1B (3 = 302B) / Room C (3F, Conference room 302B)
2WC 68278 (K /June 27 (Wed.) 16:00 ~ 18:30 Japanese Session

R FRMOEOEHF
Protein science under multimolecular crowding biosystems

FLAE - #ATRRSEL [ FRMOEm(LE]

EHEIRE SN ERESTIE, MR i vivo 2V o728 O TAEEREIZA VIR U o 7250 T 50k 2 Bibs
THREL TV 5o AR TIE AT E T VLS N2 T RS COEA B OBEEN 2 5 Mg Ak T o E
AT LB D 72 D53 F Y — VR FBANSE D RATME Z M Ly 5 F IR T CORBER Y. (2B L Tk
L7z

In nature, protein molecules show a variety of functions under multimolecular crowding biosystems such as live
cells or tissues. In this workshop, we intruduce tools, molecules and methods for analysing and controlling proteins
structure and functions in such complicated natural environments.

F=HFTAY— i (REX)

Organizer: Itaru Hamachi (Kyoto Univ.)

2WC-01 1600 EEEEEMBIROIHDH LIMLESNIVLiE
New chemical labeling method for membrane-protein analysis
Oifedh #% (Itaru Hamachi)

LUK - BE Il (Dept. SynChem&BioChem., Kyoto Univ)

2WC-02 116300 NTFREITIAM)—EAWVEZVNVEDHROTNIVEEETFBMRESA X -2 JH
Selective protein labeling by peptide tag chemistry and its application to electron
microscopy imaging
OLFH K (Akio Ojida)

JuKPBE - 3€ (Grad. School of Pharm. Sci., Kyushu Univ.)

2WC-03 (1700 HEMFRINEZBHEN LD T T IUREDRERIE
Precise control of plant hormone signaling

O ity 12 (Shinya Hagihara)

"4k - Bl - {b% (Dept. of Chemistry, Nagoya Univ.), “BEfJf - CSRS (CSRS, RIKEN)

2WC-04 11730 A FRMERKTOELAERERRS - 7I 04 FEHERICE5T P FOHFHR -
Protein aggregation under multimolecular crowding environments -influences of
surrounding molecules on the formation of amyloid fibrils-

OXS ey ! (Eri Chatani), 1% #fiJd 2 (Yuji Goto)

YAlE K - B - % (Grad. Sch. Sci., Kobe Univ.), 2BiK - &FIF (IPR, Osaka Univ.)

(17)
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2WC-05 (1800 #MBIARHMIRIEZ VA 7/ OT /N1 ARITEVAD

Reconstitution of intracellular multimolecular crowding system in microreactor

OH¥s A~ (Kazuhito Tabata)
HK - I+ vk (Dept. of App. Chem, The Univ. of Tokyo)

D £ (3B &= 302A) / Room D (3F, Conference room 302A)
2WD 68278 (K /June 27 (Wed.) 16:00~ 18:30 Japanese Session

REFAT I ABRADI=HDY—IHAREEDIGH
Development and Application of Research Tools for Analysis of
Developmental Dynamics

M IF MR [RESRICEH T B RARRT EI5DEE ]

MR T, SR TREBASY A - Iy 7 1LB L, MR, o1, BEPRECHEH I, 20X
LEEFRHESEORER YT 572012, FATA A=V 7K AEEMIT. ¥ Iab—2 a3y, IEMERFEEZERH
TS B 2 4R E & v o 72 B EAN DI SN T E 720 KT =2 23 v 7T ARSI 72RO Y — VB
FEZDOINHIZOWTHA L., w9 %o

During tissue formation, gene expression dynamically changes to precisely control cell proliferation, differentiation,
and migration. To understand the significance of such gene expression dynamics, various research approaches, such
as live imaging, simulation, and optogenetic methods, have been developed. In this workshop, we show and discuss

research progress made by using such research tools.

F—=HFAY— Rl B8 (FEXR). HE HMS (KBRKX)

Organizers: Ryoichiro Kageyama (Kyoto Univ.), Tomoki Matsuda (Osaka Univ.)

(16:001 FUSHIC
Opening Remarks
WU H—HB (Ryoichiro Kageyama)
3K (Kyoto Univ.)

2WD-01 11605) S TA A= 5Y—IVRARD-HDOEN - EHRABEAEIE
Fluorescent and bioluminescent protein engineering for development of live imaging tools

ORH mc (Tomoki Matsuda)
Bk - PEWE (ISIR, Osaka Univ.)

2WD-02 1(1630) #HARAA S U FIVEER DAL & XIRME

Visualization and optical manipulation of intracellular signaling

OFAN —F (Kazuhiro Aoki)
FARBHEAFTE bR - JEZE0F - 2 k% (NINS, NIBB)

2WD-03 (1655 BIEFRIROMAIME ) X LRIDRBESIC LD HEH

llluminating information transfer in genetic oscillators by optogenetics

OEAy 92 12 (Akihiro Isomura)

"BOK - A4 VA - FERF (Institute for Frontier Life and Medical Sciences, Kyoto Univ.),
’JST & &% %31F (Japan Science and Technology Agency, PRESTO)

2WD-04 [1720) #FMFKE CAMP IEREDORRE LA

Red fluorescent cAMP indicator with increased affinity and expanded dynamic range
OJN —M (Kazuki Horikawa)

ik « PE#iE (Biomed. Sci., Tokushima Univ Grad Sch.)

(18)



2WD-05 11745 ZHBEBOMEERICHTE3TF - MBENAAXA DI R  RBEWET7O—F
Molecular and Cellular Biomechanics in Multicellular Tissue Morphogenesis: In vitro and in
silico approach
O%Z3E 481 (Taiji Adachi)

HUK » 7 4V ZAFERF (Inst. Front. Life and Med. Sci., Kyoto Univ.)

2WD-06 (s10] High-speed atomic force microscopy visualization of the spatiotemporal dynamics of the
(2P-068) nuclear nanomachine- the nuclear pore complex

Ow #+ ¥ 7 Y F v — F (Richard Wong)
&K - F 2 G EFERF (WPL NanoLSI, Kanazawa Univ.)

E<tE (28 3= 201) / Room E (2F, Conference room 201)
2WE 68278 (K /June 27 (Wed.) 16:00 ~ 18:30 Japanese Session

LIFEFORIHRLICE > THASHICT HEMD - S 2 FOXE
Visualization of all atoms leads to understanding the characteristics of
macromolecules

EHEZII LD LT AT FOBERRIILIZ LD ) ISEA2OH 1), HEBIIZEEIEATYS, Ll
O, RITCHEOK LAY HO L KEDOHERIIEEIN T LW L%, RESNERE o CEMBAS LI
g LTV ABBLURTSH 5,

AT =7 ay 7T T2 R & L e 2L S O PRI O T ¥4 L2 7 FEBIZ HIEL
72D AN DN T, I OWFZECR 2 #7272 2 & TR 2 RO 720,

Visualization of all atoms using several techniques and quantum beams (mainly neutron) will lead us to the essential

understanding of the characteristics of macromolecules. In this workshop, we will show the latest results in this field
and discuss its future view.

F—HFAY— B GUBEKR). EH KBS (EMHEE)
Organizers: Min Yao (Hokkaido Univ.), Taro Tamada (QST)

(16001 (XUSHIC
Opening Remarks
Ok B (Min Yao)

Jt 8 K (Hokkaido Univ.)

2WE-01 1(1605] PEFICKVEFRFFROT VEZTZRAHRLT BHA
Trial to identify ammonia species in macromolecule
ORI B2 (Toyoyuki Ose), 2= HE (Long Li), Bk B (Min Yao)

b KBE - SGdE iy (Faculty of Adv. Life Sci., Hokkaido Univ.)

2WE-02 11625 (AKBRT 1AL T/EVZEARTIEROTO M OBEBRE(LE
Chemistry and Structural Information of Protons in the Enzyme Catalyzing Phycocyanobilin
Biosynthesis

Ot 5% ' (Masaki Unno)
SRIRK - BEPRT. - B T# (Quant. Beam. Sci., Grad. Sci. Eng., Ibaraki Univ.), %K + 71 > 5 4 7 (iFRC, Ibaraki Univ.)

(19)
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2WE-03
(2P-020)

2WE-04

2WE-05

2WE-06

[16:50]

[17:35]

[18:00]

[18:25]

EZ{LE NADH 2 b/ 0L b5 EXEBFROPHETFIEERIT
Neutron structure analysis of the oxidized form of NADH cytochrome b5 reductase
O 18 2 (Yu Hirano), ZRJ5 F19 ! (Kazuo Kurihara), HF JBuA 3 (Katsuhiro Kusaka),

AT g ¢ (Shigenobu Kimura), =K JFI 5 (Kunio Miki), FH KRR ! (Taro Tamada)

YRF - ¥ — A - UHfERE T (Tokai Quant. Beam Sci. Center, Quant. Beam Sci. Res. Direct., QST),

LA E IR EERE - X X A3F (JST, PRESTO), *%k#k - 71 ¥ F 4 7 (Front. Res. Cent. for Appl. Atom. Sci, Ibaraki Univ.),
SRR -« BET - %R (Dept. of Quant. Beam. Sci., Grad. Sch. of Sci. and Eng., Ibaraki Univ.).,

SR - BEBE - {b%: (Dept. of Chem., Grad. Sch. of Sci., Kyoto Univ.)

BRAT) dEEHKEROEERHE C MRS
Substrate recognition and catalytic mechanism of enzymes for oligosaccharide synthesis
OfRAZ %% (Shinya Fushinobu)

JOK - B4 - JEZE T (Dept. of Biotechnol. Univ. of Tokyo)

RME - FEEFEORKRE) IATIORERE
Crystallization Behavior of Linear Polyesters near Surface and Interface
Offi % A [ (Sono Sasaki), JikA: #iw] (Yuji Aso)
U TARKMAE (Fac. Fiber Sci. Eng., Kyoto Inst. Tech.)
BFEGEE  abinitio BEFEEHE LS FHHFHEZHRAEENITIY R -2 ab—2 3
VNS KB EMmEEE X H =X LR

Quantum life science built by combined ab initio electronic structure calculation and
molecular dynamics simulation

O#%5 £ (Masaru Tateno)
FCK - B2 - A2 B4 (Grad. Sch. of Life Sci., Univ. of Hyogo)

BbYIC

Closing Remarks

O=EH KHB (Taro Tamada)
HthF (QST)

(20)



B 15 (3B &= 301) / Room B (3F, Conference room 301)
3WB 68288 () /June 28 (Thu) 9:00 ~ 11:30 SIEEUE S

SUNIBEDRRET FRE
Protein aggregation and anti-aggregation

WA, MR () RFICBTL2EAEOZEHRIEEPET o Twvd, EHEEZID & CRESLYE OME) THE
CAWEM 2 7% ENEHEOLEERICEEZ LI TEFSbN TV L0, CO—KFEIMIERE SN TH Ry, A7 —
7 vay 7T, BEMEST T EEEICERE ST, MRNRMERS, T, RS TLEW R Lo %M
GEEND Y VR BOZEMEIZOWTHERS b0

There is a growing interest in protein stability in cellular (mimicking) environments. Crowded environments and
hydrodynamic forces supposedly affect protein stability but the mechanism is not yet thoroughly understood. In this
workshop, we discuss various factors affecting protein stability, focusing on protein (anti-)aggregation.

A=AV — EEFE REX). FH KE (BEX)

Organizers: Kenji Sugase (Kyoto Univ.), Yasushi Kawata (Tottori Univ.)

900] (XUSHIC
Opening Remarks
OB Wi #eif (Kenji Sugase)

LB K (Kyoto Univ.)

3WB-01 1903 BEB7UAVHICBIR R NIEDREETRE
Protein aggregation and anti-aggregation in yeast prion strains
OHH JLHf (Motomasa Tanaka)
BUAF - W% - #lkéE (RIKEN Center for Brain Science)

3WB-02 1928 AUNIEOREMRELES T ¥ NOVICEDREGIF
Protein aggregation and its suppression by using various molecular chaperones
O H HE& (Yasushi Kawata)
ESHUK « T« ZAWIs i (Dept. of Chem. and Biotech., Grad Sch. of Eng., Tottori Univ.)

3WB-03 953 Monomer/Tetramer equilibrium of alpha-Synuclein in solution and its influence on fibril
(3P-081) formation
O Cesar Aguirrel‘ o A 2 (Kensuke Ikenaka), 7% 1E5% ! (Masatomo So).,
INET 32— ' (Keiichi Yamaguchi), %2 H F5#} * (Hideki Mochizuki), #%# #ile ' (Yuji Goto)
"Rk - BIAWF (Inst. Prot. Res., Osaka Univ.), Bk - E - MR (Dept. Neurol., Grad Sch. of Med., Osaka Univ.)

3WB-04 (1012 LAOAY—NMREZRAWET IOA FEROBRTFLANIVIEERRT
Atomic-level structural characterization of amyloid formation by using Rheo-NMR
spectroscopy
Of/A Kt (Daichi Morimoto), Erik Walinda?, 21| E#s ! (Naoto Iwakawa),
R e (Kenji Sugase), ENIREY (Masahiro Shirakawa)
"BOK ¢ T (Eng., Kyoto Univ.), 50K + P (Med., Kyoto Univ.)

3WB-05 110371 Molecular fluid dynamics - What do biomolecules do in a directed flow?
O Erik Walinda', Daichi Morimoto®. Kenji Sugase’

'Department of Molecular and Cellular Physiology, Graduate School of Medicine, Kyoto University.
’Department of Molecular Engineering, Graduate School of Engineering, Kyoto University

3WB-06 (1102 FFEHICHIIZEAEBHENSFIIaL—Yay
Molecular simulations of protein dynamics in crowded environments
ORH A1 (Yuji Sugita)

BRIF - A M BLER 2T FH4% (RIKEN Theoretical Molecular Science Laboratory)

(21)
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Closing Remarks
O H BE& (Yasushi Kawata)
BEHUK (Tottori Univ.)

C£15 (3B hsi%= 302B) / Room C (3F, Conference room 302B)
3WC 68280 (k) /June 28 (Thu) 9:00 ~ 11:30 Japanese Session

S RREE - BRVIBERIRICE > THSHICEY DOHBEFHI RNF—KEHROLIEA
Mechanisms of biological energy metabolism systems revealed by high
resolution and dynamic structural studies

A | AR [ ERR]

EYOELFINE T AN F=DATRTH ) . AWIREVEICOMBEA 2T ANV F B AT 22 ERLTE T, K
T—2 v ay 7TE BEREMIGRZ Ex i, BARMER 2 ) — 32 BERIREAHEERORERKE - Bk
TEAT 72 EDIRFT O ENIDONWT, ZENENOFHTO by THREIHEN LT 5w, ERT A VF—REH
AT bR E O AR FERE S IRAT O FEMNC DV TRl L 72\

Energy is indispensible for all lives, and various organisms have gained various energy-acquisition systems. In this
workshop, world-top class researchers will introduce their up-to-date results on the major energy metabolism systems
including photosynthesis and respiration that are achieved by the use of high-resolution and dynamic structural studies

of large membrane-protein complexes.

F—=HFAY— L #C @R

Organizer: Jian-Ren Shen (Okayama Univ.)

900] (FUSHIC
Opening Remarks
Oik @4~ (Jian-Ren Shen)

[ 111K (Okayama Univ.)

3WC-01 (005 HEXBHEBBERINICESF M/ OLBBROBRFET - 70 bR THIEBORHA
Reaction mechanism of cytochrome c oxidase elucidated by high-resolution crystal
structural analyses
OFE g1t! (Tomitake Tsukihara), &5 H /i 2 (Atsuhiro Shimada), 7 )I] 45 ! (Shinya Yoshikawa)

YRR K - A Ay ERAEIESERE (Department of Life Science, University of Hyogo).
2R - B HIZEY (Faculty of Applied Biological Sciences, Gifu University)

3WC-02 935 HEBRKER I EEEORGFEFEOERIEE L TRLEFRERGHEE
Structure of photosynthetic photosystem Il in the intermediate states and the possible
mechanism for the 0O=0 bond formation

O% i % (Michihiro Suga), Pk 8 (Jian-Ren Shen)
fi R4 - 545587 B BEWE (Okayama Univ.)

3WC-03 (1005 [NiFe] & FOFF—E D@L
Structural Chemistry of [NiFe]-hydrogenases

OR#IT J58 (Yoshiki Higuchi)
JLILUK - BE/E @Bl (Grad. Sch. of Life Sci., Univ. of Hyogo)

(22)



3WC-04 (1035 BFREVAIERIC & B—B{EEFETRICODD FHEIERTEA
Elucidation on Molecular Mechanism of NO Reductases with Time-Resolved Measurements
O3%% FLi (Yoshitsugu Shiro)
JLREIL K - A4y B2 (Grad. Sch of Life Sciene, Univ. of Hyogo)

3WC-05 (1105 Structure of photosynthetic LH1-RC complex at 1.9 angstrom resolution
OF BEIL " (Long-Jiang Yu), ¥ 4% ' (Michihiro Suga), KA fIE452 % (Seiu Otomo),
A (Jian-Ren Shen)

WK - FEBEWF (RIIS, Okayama Univ.), “%%K + Bl (Fac. of Sci., Ibaraki Univ.)

D £15 (3 = 302A) / Room D (3F, Conference room 302A)
3WD 68280 (&) /June 28 (Thu) 9:00 ~ 11:30 Japanese Session

EXTHELHEHMMTR : Anfinsen DT EBAT
Expanding the Protein World: Beyond Anfinsen's Dogma

FHAE - #AMTRE [FESHOEYME ]

M O & EIZHEARIZ 4T mRNA ISFFES 2 5cA e (ORF) 1EWAT) Ky — A THIRE L, s nizRY) X
T FEMRT I BECHTNHE SNV ARERE ST + — VT A Y T LTERT %0 LA L, Y b T F 7~ ik
THHEROREE, ORF OMFUIERE LRADOGE PS> Tnde KT =7 v ay 7 TE, SEIELBIEID
DEAGOMFOIL) ZMNT 22 LT, SHOBAEMRORLEZ R L7z,

Because it is only in the very recent years that our current conception regarding protein folding and the definition of
open reading frames (ORFs) began to be recognized as being narrower than what the reality may be, there remains a
largely unexplored field in and around translation process, the final information flow in the central dogma of molecular
biology. This workshop aims to introduce recent advances in new field of protein science, expanding protein world.

F—HFY¥— BO FEH GRRIFEKX)
Organizer: Hideki Taguchi (Tokyo Institute of Technology)

900 FLHIC
Opening Remarks
OHMI Y (Hideki Taguchi)
HUL T 26K (Tokyo Tech.)

3WD-01 (1905 MEEREERFEICH TS 3' IEERAHOFRLEEE
Novel roles of 3' untranslated region in quality control and translational control
O H FI 3L (Toshifumi Inada)
Wb K - BE (Grad Sch. of Phram. Sci., Tohoku Univ.)

3WD-02 1930 TA/ANTFRICEBYa T T3 VNIEREDOHH
Reguatory roles of micropeptides in Drosophila embryonic development
Ol # ! (Yuji Kageyama), P HERS 2 (Yuki Taira)
YW K - 284 ¥ 7V (Biosignal Res. Ctr., Kobe Univ.), “fliFik - B - 2428 (Dept. Biol., Grad. Sch. Sci., Kobe Univ.)

3WD-03 1955 Toxic PR poly-dipeptides encoded by the C9orf72 repeat expansion block nuclear import
(3P-069) and export
O ¥—Mm (Eiichiro Mori)
HREK - B - RFILHEE S (Dept. Future Basic Med., School of Med., Nara Med Univ.)

(23)
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3WD-04 1010 BHREEDFERYANTF FEHE| B THREEREN. BROEHRET
Nascent polypeptide chain-mediated translation rate control and translation abortion
OHIT eps (Hideki Taguchi)
HTK - BFZERE (LR, Tokyo Tech)

3WD-05 (1035 fFiEELEERDSERT D MIH—T 78—+ A0V OFEEHIEE
(3P-082) Structural and kinetic insights into chaperone activities of Trigger Factor
OFF 2 43 12 (Tomohide Saio), I J&—FB * (Soichiro Kawagoe), Charalampos Kalodimos®.
i fE—Ep 2 (Koichiro Ishimori)
"Je kB - B (Dept. of Chem. Fac. of Sci., Hokkaido Univ.), *Jt kB « #L (Grad. Sch. of Chem. Sci. and Eng., Hokkaido Univ.),
*Dept. of Struct. Biol., St. Jude Child. Res. Hospit.

3WD-06 (1050 /hMafk T A0V THOEL NI EOBEMRICH I ZEEEET XV MO 2 DDOEE
(3P-070) Two independent modes of recognition of hydrophobic segment at the endoplasmic
reticulum translocon
OB T HEER (Masao Sakaguchi), EE HAL (Michiyo Takahara), BEH (Hidenobu Fujita)
TEREILK « B4 (Grad. Sch. Life Sci. Univ. of Hyogo)

3WD-07 11105 FREREWICIRY XLV TS 201N 08
Consistency Principle for Protein Design
Ot 184 ' (Nobuyasu Koga)

VEISRRL: - A AR (NINS, ExCELLS), %k (SOKENDAI)

E&iE (20 5= 201) / Room E (2F, Conference room 201)
3WE 68280 () /June 28 (Thu) 9:00 ~ 11:30 Japanese Session

EOH O FATRIREEHBHE O RGH
Progress in the study on the mechanism of intramolecular
information-transmission of protein

HEAEBREOT T, 44 VIREELE L0 FHAWERE L G EAEMSEXER 7 7 I —IIREXENLZTH AT v
ZRIRE, TN R L CTEI IR R (R T S ol 2 S AR BN RO TEEREE LRI L Tn D,
RKI—=2vay7TE TUHATY v 73R EGTNWEIWMRESFEERE LS TH 2 EHEOB 2 [75F NG
HARERRE ] 2 3HE L B SR 2 BN 2 788 O R M4 & f4 L 2 OWFZE5 B O BUK & Rk 2 i3 % .

Allosteric proteins and transporter proteins share common biological role. Namely, they dynamically transfer
information though proteins. In this workshop, forefront experimental and theoretical researchers introduce their
works with respect to dynamic information transferring mechanism though protein, overlooking this exiting research

area.

A=AFAY— KZFRE EEXR). BT Bz IHX)

Organizers: Yasushige Yonezawa (Kindai Univ.), Naoyuki Miyashita (Kindai Univ.)

900] XUSHIC
Opening Remarks

SWE-01 105 &UNIBEEFAFIVARAD 5 R
Novel analytical method for structural dynamics of proteins

OFIA B (Takuma Shiraki)

SEK - AW FT (BOST, Kindai Univ.)

(24)



3WE-02

3WE-03

3WE-04
(3P-001)

3WE-05
(3P-002)

3WE-06

3WE-07

[9:25]

[9:45]

[10:05]

[10:25]

[10:45]

[11:.05]

[11:25]

XEREBEOHEICHTIFFAETF - 7O - TRNF—1BE)
Intramolecular transfers of proton, electron and energy in photosynthetic proteins
OFFME £5¢ (Keisuke Saito)

HOK - JGF (RCAST, Univ. Tokyo)

ERFAFHABNHEICES G ZUNTBERERZTREFDY) B MESHEIERER
ATR-FTIR study of ligand-binding to G protein-coupled receptors
ORI FEK (Kota Katayama)

% 1K - BT (Grad. Sch. Eng., Nagoya Inst. Tech.)

ERMES A FBEIEMIC LS ) VIEEE®
Reconstitution analysis of the ERMES complex in the lipid transfer
O ¥ {5 (Shin Kawano), & “}- 7 (Toshiya Endo)

HOEK - Ay (Dept. of Sci., Kyoto-Sangyo University)

Day 3 (June 28)
WorkShop

ZHIME ST HH OB RIEEHEERZT
Structural and dynamic analysis of multidrug resistance transcriptional regulator
O ! (Koh Takeuchi), M P — s 2 (Ichio Shimada)

ERSTF - AIEES>TF (molprof, AIST), 2HUK « BE%% (Grad. Sch. Pharm. Sci., The Univ. of Tokyo)

BUEFETDO b F ¥ XIVOFTFRRRIEEEBHRIRICT IENTO M iEBEY
Late proton permeation activity enabled by the intramolecular information-transmission of
voltage-dependent proton channel

OMF i 123 (Kohei Takeshita)
'K IBF (IPR, Osaka Univ.), *JST & X 2% (JST, PRESTO). *FIHF RSC (RIKEN-RSC)

BHKFHED Y I LF v XRNERFOBMKTFH L EELBBORENR
Molecular dynamics study on the mechanism of voltage dependent inactivation in a mutant
of the voltage-gated potassium channel

OuritE v (Hiroko Kondo), 3k #4:2 234 (Matsuyuki Shirota), Ji& B} 5 5 (Yu Takano),
AT BE (Kengo Kinoshita)

YbS Tk (Kitami Inst. Tech.), 2BUIL K + BE (Grad. Sch. Med, Tohoku Univ.), itk + A #7735 » 2 (ToMMo, Tohoku Univ.),
ALK - 1# (GSIS, Tohoku Univ.), °JATK + 153 (Grad. Sch. Info. Sci., Hiroshima City Univ.),
SYIL K - MIESIF (IDAC, Tohoku Univ.)

EFbYIC

Closing Remarks

(25)
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B &1 (3B frxiE= 301) / Room B (3F, Conference room 301)
3WBD 68288 (k) /June 28 (Thu) 1500 ~ 17:30 BTl Sassien

HREHARDSOBEA"IRA 7 —NT1 IR
Protein misfolding diseases looking through the lens of reverse viewpoint

EHEDI AT 5 =V T4 ¥ 73k A RREORNTH 50 EEEMD? S OWMTH LA E%E, HEMD 50 &
IR TAHD L, BRRAER, Biorse, MHkonds MoEFEElsE EREOI AT+ — VT 1 v 7L, ZERE
29 L & Hun b —Eom 2 i L <, EEEM»5 R
2R a e L REMNP SO~ s uhBlnl OGN E R L, RHEOWIENIZE L RENE L 2 0% <

WCHEET 2 HROLPOOEDTEH D, 2T,

T

Misfolding or accumulation of proteins are the molecular etiology of various protein misfolding diseases. This simple
and important concept has not been enough discussed from the viewpoint of protein chemistry and clinical aspect.
Researchers from different background gathered in this session, and have discussions that build new bridges of

understanding.

F—=HFAY— 1 \& NxE FBERN). BR #7 (REERKX)
Organizers: Naomi Hachiya (TIRI), Noriko Fujiwara (Hyogo Coll. Med.)

[15:00]

3WBp-01 11503

3WBp-02 r1523

(3P-112)

3WBp-03 (1543

3WBp-04 (1553

74071

Opening Remarks

OJ\4 W13 (Naomi Hachiya)
HBPEBIE (TIRI)

BRBEIRTA—NT12T
Kidney disease and misfolding

OAH K HI (Tomonori Kimura)

PEBEILAE - fHE - AeREMFSEIT (National Institutes of Biomedical Innovation, Health and Nutrition (NIBIOHN), Osaka, Japan)

i e MKRFER S NV EPRICFETHIREACT I /BOFY FRKY b
Isomerization and racemization hotspots in lens aA-crystallin
O | (Takumi Takata), BEJF #LT- (Noriko Fujii)

LUK« %7 (Research React Ins., Kyoto Univ.)

SOD1 D& N7 BELFERHEE ALS fHhE
Protein chemistry characteristics and ALS pathophysiology
OJJEL i 7 (Noriko Fujiwara)

JEREE K - H:4k%: (Dept. of Biochem. Hyogo Col. of Med.)

RXL VATV TICKBEVNVBEORELRIVE VTR
Protein misfolding via domain-swapping and the Serpinopathies
Oy 1F3g! (Masayuki Yamasaki), JLH HEAd 2 (Maki Onda)
SHK - B4 (Dept. of Agr., Univ. of Ryukoku), *KBAFA « B - 2 (Dept. of Sci, Biol. Sci., Osaka Pref. Univ.)
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3WBp-05 1613

3WBp-06 ![16:33]

3WBp-07 11653

3WBp-08 (1713

[17:23]

;’;D EFIICEITS TDP-43 & DISC1 DHERICKZBIRRETORABRERE LEHEEZD
3
TDP-43 and DISC1 Co-Aggregation Disrupts Dendritic Local Translation and Mental Function
in FTLD
O B! (Ryo Endo), il #21 ! (Noriko Takashima), A - WJ'FH B ! (Yoko Nekooki-Machida).,
/N &4 (Yusuke Komi), Kelvin Kai-Wan Hui', &)@ B >’ (Masaki Takao),
A HEE 4 (Hiroyasu Akatsu), A¥ [l K 2 (Shigeo Murayama), % H] 6 (Akira Sawa),
R o ! (Motomasa Tanaka)

'BiAF, BSI (BSI, RIKEN), *HHbHE B HEHEt ~ ¥ — (TMGH-IG),

HEEEK - MENEE (Dept. of Neurology, Saitama Med. Univ.),

RIFEEWE - #EAAFiBE (Choju Med. Inst., Fukushimura Hospital), *447fi K - € (Nagoya City Univ. Grad. Sch. of Med. Sci.).
Dept. of Psychiatry, Johns Hopkins Univ. Sch. of Med.

7V A L EOERBES FA DRSS
Proximity-depending labeling of molecules colocalizing with prion protein
O A #£5 (Yoshifumi Iwamaru)

PLWEREHE - BifEIF (NTAH NARO)

YA AApoAll 7 2 O4 FRMO BN LT OTF —LARHERIZI7ION F— ADRKEICE
IB3VKRENIEDEEETRT S

Proteomic Profiles of Mouse AApoAll Amyloid Fibrils Provide Insights into the Involvement
of Lipoproteins in the Pathology of Amyloidosis

Ot Kig! (Hiroki Miyahara)‘ Bz P (Masayuki Mori), KT pe— 12 (Keiichi Higuchi)

YSK - [E - A4 (Dept. of Aging Biol., Shinshu Univ. Grad Sch. of Med.),
HEK - N4 F XF 4 HIVHE (Divi. of Inst. Res., Res Cent. for Sup. to Adv. Sci., Shinshu Univ)

BERCBREBR<SEREIR T4 —NT 1 VRIS AT LORFR
Development of protein misfolding disease analysis system linking basic science and clinical
practice

OJ\4F WiZE (Naomi Hachiya)
FOHCHR VL PE SE BN 78X > & — (TIRI)

EFbYIC

Closing Remarks

OJ\4F W& (Naomi Hachiya)
HRREHE (TIRD)
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C 415 (3B haE=E 302B) / Room C (3F, Conference room 302B)
3WCD 68288 (k) /June 28 (Thu) 1500 ~ 17:30 BTl Sassien

BRa 2 IN7EDERENE
Synthetic biology of Membrane proteins

BRI EN T T I M E TH D 7 YV HRAIIB T Y YT HTHA 2 8 VX H T,
7 R BOMAGTF LB IHIRIET 50 KT —27 23y 7 TlE ERESBIRDNTELTEG.Y V378
TR CIEY 287 BB &3 26 8EW AT 28 2 Ktk e S 0E FHODEE THrOEETIT ). By~
T BOFEETFA 0 AL SRS » 87 B v 7 NT 2 Mg By RE s B 4 2 55 2 529 %,

Synthetic biology involves designing novel biological molecules and systems. In protein science, it includes protein
design and engineering, and evolutionary molecular engineering. This workshop focuses on the challenging target,
membrane protein. Presenters including young researchers will share their latest research in computational design,

artificial evolution, and cell dynamics control.

F—=HFAY— W ke (KBRK). ¥ & GEHD
Organizers: Tomoaki Matsuura (Osaka Univ.), Ai Niitsu (RIKEN)

(15001 (XU&IC
Opening Remarks

3WCp-01 (1505 Computational design of GPCR structure, stability and function
O Patrick Barth
IBI, SV, Swiss Federal Institute of Technology

3WCp-02 (15351 Engineering and characterization of membrane proteins by liposome display

Ol K¢ (Tomoaki Matsuura)
B - T2 - ZEdn S - M) T4 (Dept. Biotechnol, Div. Adv Sci and Biotechnol, Grad. Sch of Eng., Osaka Univ.)

3WCp-03 116000 EFIVEEEANY v I RZRWER VN EIBEHRBE DY 721 LEHE
Real-time measurements of association of model transmembrane helices to study driving
forces for membrane protein folding
OX:W 2] (Yoshiaki Yano)

5K - 38 (Grad. Sch. Pharm. Sci., Kyoto Univ.)

3WCp-04 (16251 Computational de novo design of peptide-based transmembrane alpha-helical barrels
O#iidt # ' (Ai Niitsu), Andrew R Thomson’. Kozhinjampara R Mahendran®’. Hagan Bayley’.
®MH £ ' (Yuji Sugita), Derek N Woolfson*

"PALSEIESEE (RIKEN), 227 5 A T— K5AL%F) (School of Chemistry, University of Glasgow),
F v 7 A7+ — FRFALFF (Department of Chemistry, University of Oxford),

Y7 2 bV RFALFERE (School of Chemistry, University of Bristol),

ST A M VRFEEWALSFE (School of Biochemistry, University of Bristol)

3WCp-05 [1650) BRIBEENBE—S—TLAF VLD SLC26 1 A VEHEAICE B BBRIIFET S
(1P-071) Prestin, a membrane-based voltage-driven motor, is not the sole member of the SLC26
family that can sense voltage
OZJ 3% ! (Makoto Kuwabara), FlI{f#f % —RR 2 (Koichiro Wasano), 546 HLEZ 2 (Satoe Takahashi),
Justin Bodner’, /I % # ' (Tomotaka Komori), kA% ZHAHE ' (Sotaro Uemura), Jing Zheng’.
B k! (Tomohiro Shima), A< [ FlIHH 2 (Kazuaki Homma)

"HOK - BB - ZEWRLS: (Dep. of Biol. Sci., Grad Sch. of Sci., The Univ. of Tokyo).
2)— AW x A% VK- [E (Feinberg Sch. of Med., Northwestern Univ.), *7 4 — )Lk (DePaul Univ.)
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3WCp-06 (1705 #MREEZHHNTZATHRAII 15— 3 VIck3ECHEBESHRBEDER
Synthetic morphologies: Programming self-organizing multi-cellular structures using
engineered cell-cell signaling cascades
O H& ' (Satoshi Toda), Lucas Blauch®. Sindy Tang’. Leonardo Morsut"’. Wendell Lim'
'Dept. of Cell. Mol. Pharma., UCSF. *Mech. Eng. Stanford. *Dept. of Biomed. Eng., USC

D£12 (3B = 302A) / Room D (3F, Conference room 302A)
3WDD 68280 (&) /June 28 (Thu) 1500 ~ 17:30 English Session

EFERFO1 2 vIVRIEH

In-cell measurement techniques of biomacromolecules and beyond

$HE | IR [BhEAEEE |

§ XY e EQEARE T O RS SEIRIIZAL S 2T 2 EEHIANEREIIC B W ClES S 2 EIERZI
W2 RETH L. A PV NMREE 7 FTAABEBFHIEET T 74— BIRRIIBLWTI e EBHEL TR
W E S RAINLMWEFETH L. KT —27 3y 7T TIE, THEOWERA O R T OB A & s F 6 % i3
52 LT, TORRMEIZ OV THGHT %o

It is still a challenging task to measure the 3D structures and dynamics of biomacromolecules, such as proteins, within
living cells. Currently, in-cell NMR method and cryo-electron tomography are highly promising to achieve this goal.
We will overview recent technical advances and applications of those measurement techniques to discuss their future

prospects.

F—AFAY—#E KE SR, AR LE (RRX)
Organizers: Daisuke Kohda (Kyushu Univ.), Noritaka Nishida (The Univ. of Tokyo)

3WDp-01 (15000 NMR ZRAWV=HRAZREDIFEE, 7+ -7 1V IRENES KUBHTEEIREORIRT
In-cell NMR studies on protein 3D structure, folding stability and conformational equilibrium
Otk B (Yutaka Ito), W4 $kIT (Teppei Ikeya)

WHEK - B - {b%: (Dept. of Chem., Tokyo Metropolitan Univ. )

3WDp-02 11525 bk MEE#MROESEDIHBAZNTEDTA—NT 1V TRBICEZDHE
Impact of cellular healthiness on protein folding state in cultured human cells
O B! (Kohsuke Inomata), Wi H — 2 (Hajime Kamoshida), i F& 2 (Yutaka Ito),
A Bemy 3 (Takanori Kigawa)

"BURE - 4Bk (BDR., RIKEN), *E#RK - BT (Dept. of Chem., TMU),
SHETOK - EIBL T (Sch. of Comp., Tokyo Inst. of Tech.)

3WDp-03 (15501 In-cell NMRiIC&B b MARAKEED 51 73X 7 A LUBEREEFME
Evaluation of the structural stability and dynamics of nucleic acids inside the living cells by
using in-cell NMR spectroscopy

Ok £ 12 (Takashi Nagata), [lI{& ik ! (Yudai Yamaoki), Jy>F- LA 1.2 (Masato Katahira)
"BOK + T AW (Inst. of Adv. Energy, Kyoto Univ.), 5tk + 4 F} (Grad. Sch. Energy Sci., Kyoto Univ.)

3WDp-04 1615 MERETICH T DREOHEE (ERER
Characterization of antibody interactions in serum environment
O #7112 (Sacko Yanaka), HiLgf BEIR 1,2 (Rina Yogo), & Z=All 2 (Hirokazu Yagi),
T %— * (Koichi Kato)

VEGTRDRIER Y ¥ ¥ — / 45 F-BF (ExCELLS/Inst. Mol. Sci.). *#Hi KBt + 3% (Grad. Sch. Pharm. Sci. Nagoya City Univ. )
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3WDp-05 (16400 IYFAABFHRIMEIT T 71 —EICLD I19G & IgM DIEERFR
(3P-003) Visualizing IgG and IgM molecules using Cryo Electron Tomography
O=m ik (Takeshi Mise), HijJIl & w3 ! (Ayumi Maegawa), 7 ¥ ¥ L A V¥ — ! (Ruby Andales),
fi7k % ' (Hibiki Fukunaga), Z 225 ¥ K %)L 7 * (UIf Skoglund), I I ' (Akira Kamei)
YT T4 Y NEZ 57 4 — (Bk) (Okinawa Protein Tomography Ltd.), #l#El#H k&b &k (OIST)

3WDp-06 [1705] 754 ABF# M ET T 7 « —iklc K HHARIEEDORER
Cell architecture elucidated by cryo-electron tomography
Ok HLE (Takuo Yasunaga), JE 2 (Tomoya Higo), FE4% 15— (Shinji Aramaki),
FIEF 9% (Hiroko Takazaki)
JUIK - T - Azfiy (Dept. of Biosci. Bioinfo., School of Comp. Sci. Sys. Eng., Kyushu Inst. Tech.)

E&E (2 h4E= 201) / Room E (2F, Conference room 201)
3WED 68280 () /June 28 (Thu) 15:00 ~ 17:30 Japanese Session

EBERAFAVEGVNIE  TOBREBERGRIRIETHEE
Metals and Proteins: When their intimate relationship comes to an end

HARWIHFIES 58 37 HOR 3FNE, S rDER/A 4+ 2 26T 52 L THREZEEL TVL, 20, &8
AF &y Xy EOMIME ML 73 Z Z A4 ZEGHRZWRRICL TB ) . T OBHEILRBEDIIEZ RS
bo AWSTId, #k-HESE-S &) 8L [EaeE | OBREREL LI, KR- T FIvatvoz THESRE]
D725 TIREOTET & RIL<5 2 & T, &R/Y ¥y B R T 2w %o

About 30% of total proteins perform physiological functions only after correctly acquiring metal ions. In order
to understand essential roles of protein-metal interactions in life, we will compare in vivo dynamics between the
"biometals" enabling metalloproteins to be functional and the "harmful metals" expressing toxicity to us.

F—AHFA Y | R (BEELK). 95 KB (REA)

Organizers: Yoshiaki Furukawa (Keio Univ.), Taiho Kambe (Kyoto Univ.)

3WEp-01 (1500 BWRRZEDREICEADIER SV AKR—%—
Zinc transporters involved in inherited zinc deficiency
O KN (Taiho Kambe)

HOKEE - e - A4 (Grad. Sch. Biostudies, Kyoto Univ.)

3WEp-02 (1525 k& bOKRUNICEIH B IEE BRI SBTEFDILAEEICE D < £ Z /-Hia TORERRIR
(3P-071) Structure-guided functional analysis of membrane-integrated ferric reductase for human
iron absorption using living cells
Menega Ganasen', A% i * (Hitomi Fujishiro), Xiaojing Yuan®, Igbal Hamza’,
KA g 14 (Hiroshi Sugimoto), Jfi ¥ Fk— B 2 (Seiichiro Himeno), 3% ‘. fiii] ! (Yoshitsugu Shiro),
O - (Hitomi Sawai)

VRREILK - B2 - ZEfBE (Grad. Sch. of Life Sci., Univ. of Hyogo), *fliJiZ Pk - 3 (Dept. of Pharm. Sci., Tokushima Bunri Univ.),
AV —F ¥ K - BWEK (Dept. of Animal and Avian Sci., Univ. of Maryland), “BIAF - #%%% (RIKEN SPring-8)

3WEp-03 (1550 %+ ~NOVBFORE
Identification of iron chaperone molecule
OJ# 3CHE (Fumio Kishi)

111 T Bkt AR AL 5B (Yamaguchi Prefectural Government)

3WEp-04 (1615 MHEMEMERIRELEICE TS - BREF I VNIESOD1 DIRT A —=WTF A VI XA DXL
A pathological misfolding of Cu/Zn-superoxide dismutase in amyotrophic lateral sclerosis
OEN BWY (Yoshiaki Furukawa)

BEME - LT, - {b% (Dept. of Chem., Keio Univ.)
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3WEp-05 16400 2o A REMREEDFRELE L 2EMRE XA ZIP ERICK DV H U HikiENEL
Changes in Mn transport by the mutation of ZIP8, the Zn transporter related to Mn

metabolic disorder
OJEAR I (Hitomi Fujishiro), #i¥F FiX— K (Seiichiro Himeno)
FlE L SCPOK - 3K - 2 {b4% (Fac. Pharmaceut. Sci., Tokushima Bunri Univ.)

SWEp-06 (11705 X FILKsR#ESMICH TS Rho BEEHEDEE

Role of Rho proteins on methylmercury neurotoxicity
OMEAT B (Masatake Fujimura)

[E] VR A FE & ~ 4 — (National Institute for Minamata Disease)
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