S vFavtIF—/Luncheon Seminar

C &g (h&z= 302B) / Room C (Conference Room 302B)
6B 26H (X)) /June 26 (Tue.) 12:00 ~ 12:50

1LSC 8#=7# / JEOL Ltd.

A% ER EE (BAEFHARM)
Chairperson: Masanobu Endo (JEOL Ltd.)

BiBIE 2 7 4 A8 USRI

Introduction of a newly developed dedicated cryo microscope

- B M FETFEMFEZRAVEEOEBERR
Single particle analysis with a newly developed dedicated cryo microscope
MiA E# (Naoki Hosogi)
H AR THkst &4 (JEOL Ltd.)

D £18 (fh£3%= 302A) / Room D (Conference Room 302A)
6A26H () /Jdune 26 (Tue) 12:00 ~ 12:50

1LSD #+t> rSus%E5 / CENTRAL SCIENTIFIC COMMERCE, INC.

AR KL AR (RSt NIIIREZEER)

Chairperson: Koji Aso (Central Scientific Commerce, inc.)

MicroScale Thermophoresis (MST) & Tycho NT.6 ZW 7= E0 FHIEEMRI &y V328
Ly iy

Biomolecular Interaction Analysis and Quick Protein Stability Tests using MicroScale
Thermophoresis (MST) and Tycho NT.6

7Y RVTA -5 »Yv— (Dr. Andreas Langer)
F 77 v8—=7 27 ) uY—24k (NanoTemper Technologies GmbH)

Esi8 (b= 201) / Room E (Conference Room 201)
6B 26H (X)) /June 26 (Tue.) 12:00 ~ 12:50

1 LSE TIWIN=> - INFUFT A (AN N RE) /
Malvern Panalytical, A division of Spectris Co., Ltd.

B BB T AT MUAKKSHTILN=2 - )NF U T o DILEZEER)

Chairperson: Masako Hirose (Malvern Panalytical)

VL DR DWHNY A ZRBIEC & 3 EFVEARO 7 — ¥ )bk

Data comparison with various principles for protein size in solution

B 2 (Kohei Shiba)
RNIN—= « 8F YT 4 AV (AXZ MY ARR) (Malvern Panalytical, A division of Spectris Co., Ltd.)
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C &1 (h£iE 302B) / Room C (Conference Room 302B)
6827H (K) /Jdune 27 (Wed.) 12:00 ~ 12:50

2LSC W'/ —#) / Tosoh Corporation

A% BE ¥ RY—MAE)

Chairperson: Hiroshi Tomizawa (Tosoh Corporation)

Fe-FeR HIBAEMORiEMPi & B3 BlE~ O b

Dissection of Fe-FeR interaction and its application to biopharmaceutics

HA i  (Kouhei Tsumoto)
BT R B TR 78 R, BERHEAFFEIT (School of Engineering, The Institute of Medical Science, The University of Tokyo)

D £18 (&= 302A) / Room D (Conference Room 302A)
6B27H (K)/Jdune 27 (Wed.) 12:00 ~ 12:50

2LSD Y—T71vov—HALITT71 714 v 78 / Thermo Fisher Scientific K.K.

A% ERME (AAI7VA—  7AHAEH)

Chairperson: Masamichi Ashihara (Thermo Fisher Scientific FEIl Company Japan)

2 7 4 A i YRS
- PEIENE & SURHERIC 350 2 JBRIN )5 14

Cryo-EM: the advancements and practical lecture on sample preparation

+ Approaches to GPCR complex formation for structure determination by single particle cryo-EM
Lynn Liang Ph.D.

Drug Discovery Biology, Monash Institute of Pharmaceutical Sciences, Monash University

E£5 (5= 201) / Room E (Conference Room 201)
6B 27H (OK) /Jdune 27 (Wed.) 12:00 ~ 12:50

2LSE TIVIN=2 c INFUT A (AN MU RE) /
Malvern Panalytical, A division of Spectris Co., Ltd.

A% AR A EXEHEANT MU TIN=2 - NP U T« DIVEEE)
Chairperson: Kohei Shiba (Malvern Panalytical, A division of Spectris Co., Ltd.)

FIE 1TC 239 LTRAZERNHOHLAFHNRAZHZ 5

Elucidation of binding manner for an intrinsically disordered protein using ITC

EMA BE (Satoru Nagatoishi)
HHUK% (The University of Tokyo)
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C &1 (h£iE 302B) / Room C (Conference Room 302B)
6A28H (K) /June 28 (Thu.) 1145~ 12:35

BAZERE®ET—4/\>7 (PDBj) & {LZiE#HinS (JAICI) /
3LSC Protein Data Bank Japan & Japan Association For International
Chemical Information

B% | R (KERA: ZREMZTRT)

Chairperson: Genji Kurisu (Institute for Profein Research, Osaka University)

PDBj & CCDC 9 vFavytIF—
PDBj & CCDC Luncheon Seminar

- PDB & BMRB: F—2N—ANEEL LM FBA DA
PDB and BMRB: Innovation of database and application to machine learning
/M % (Naohiro Kobayashi)
KBRS & VRS (Institute for Profein Research, Osaka University)

TNy VHERBET—2N—2X (CSD) - BIRD/=-HDBHTEEL) /-
The Cambridge Structural Database (CSD): An invaluable resource for drug discovery
Dr. Paul Sanschagrin
Cambridge Crystallographic Data Centre, USA

D £18 (fh£3%= 302A) / Room D (Conference Room 302A)
6 B28H (k) /June 28 (Thu.) 11:45~ 12:35

3LSD HE70O7414 > MY ST 12— / Okinawa Protein Tomography Ltd.

A BHB CMETOTAY NETTT 4 — () RREWHELER)
Chairperson: Akira Kamei (Okinawa Protein Tomography Ltd., CEO)

254 FBLYUBBIE TOF AL Y VEFFI 74 =ICED ¥ IUNIE 1 BT OREWN
Protein Tomography is an innovative approach to protein 3D visualization, to produce images of
individual proteins and/or macromolecular complexes

+ Individual protein molecules in 3D seen with Molecular Electron Tomography
Lars-Goran Ofverstedt
MR E RN KBRS MM 2= » b (Structural Cellular Biology (SCB) Unit, OIST Graduate University)

- BEROBESA T I A SR EERENDIER — Protein Disulfide Isomerase Z=fil& LT
Recognition of substrate recognition from structural dynamics of enzymes - Case of Protein Disulfide Isomerase
WA IEM (Masaki Okumura)
JUbR Y 2EBsRHE 7 v v 7 4 78R (FRIS, Tohoku University)
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